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ABSTRACT
DESI2 (also known as PNAS-4) is a novel pro-apoptotic gene activated during
the early response to DNA damage. We previously reported that overexpression
of DESI2 induces S phase arrest and apoptosis by activating checkpoint kinases.
The present study was designed to test whether combination of DESI2 and IP10
could improve the therapy efficacy in vitro and in vivo. The recombinant plasmid coexpressing DESI2 and IP10 was encapsulated with DOTAP/Cholesterol nanoparticle.
Immunocompetent mice bearing CT26 colon carcinoma and LL2 lung cancer were
treated with the complex. We found that, in vitro, the combination of DESI2 and IP10
more efficiently inhibited proliferation of CT26, LL2, SKOV3 and A549 cancer cells
via apoptosis. In vivo, the combined gene therapy more significantly inhibited tumor
growth and efficiently prolonged the survival of tumor bearing mice. Mechanistically,
the augmented antitumor activity in vivo was associated with induction of apoptosis
and inhibition of angiogenesis. The anti-angiogenesis was further mimicked by
inhibiting proliferation of immortalized HUVEC cells in vitro. Meanwhile, the infiltration
of lymphocytes also contributed to the enhanced antitumor effects. Depletion of CD8+
T lymphocytes significantly abrogated the antitumor activity, whereas depletion
of CD4+ T cells or NK cells showed partial abrogation. Our data suggest that the
combined gene therapy of DESI2 and IP10 can significantly enhance the antitumor
activity as apoptosis inducer, angiogenesis inhibitor and immune response initiator.
The present study may provide a novel and effective method for treating cancer.

INTRODUCTION

[6, 7]. DESI2 overexpression displays strong proapoptotic activity on osteosarcoma U2OS cells [6, 7].
The DESI2 molecule has several hydrophobic motifs
and one conserved N-terminal DUF (domain of unknown
function) 862 domain, which is recently identified to be
associated with deubiquitination [7–9]. The amino acid
homology of DESI2 among different species is very
high [7]. Additionally, DESI2 is a member of the PPPDE
superfamily [7, 10]. More importantly, elevated expression
of DESI2 could induce apoptosis of many types of cancer

Some anti-cancer strategies, such as tumor suppressor
gene re-introduction, anti-angiogenesis and induction
of apoptosis etc., have displayed remarkable therapeutic
effects [1, 2]. Among these antitumor strategies, apoptosis
induction, anti-angiogenesis and antitumor immune response
are currently regarded as three promising approaches [3–5].
DESI2, also known as PNAS-4, is a pro-apoptotic
gene, and is activated in response to DNA damage
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cells such as lung and colon cancer cells. Furthermore,
it showed strong antitumor activity in vivo and enhances
the therapeutic efficacy of cisplatin, gemcitabine, honokiol
and radiation [7, 11–15]. Mechanistically, DESI2 arrests
cells at S-phase and induces apoptosis by activating
checkpoint kinases [7, 9, 12]. These observations suggest
that DESI2 is a potential candidate for cancer gene
therapy.
Chemokines are a family of cytokines [16]. It can
induce chemotaxis of cells expressing corresponding
chemokine receptors or direct leukocyte migration [17,
18]. The chemokines include four subfamilies, i.e.,
CX3C, CXC, CC and C subfamilies [19–22]. IP10 (also
known as CXCL10) belongs to the CXC subfamily [22].
It specifically activates CXCR3, a G protein-coupled
receptor [23, 24], which is mainly expressed on T
lymphocytes [25, 26], NK cells [26, 27] and macrophages
[26, 28]. IP10 is a multi-function molecule that can
inhibit cell proliferation via apoptosis and stimulate
immunological cells as well as anti-angiogenesis [24, 26].
Currently, due to its multiple anti-tumor effects, IP10 is
considered as a condicate target for cancer gene therapy
and received more and more attention [2, 29].
Combination therapy with different cytotoxic
agents, which specifically interfere with differently key
pathways such as controlling cell survival, proliferation,
invasion etc., is a promising therapeutic approach [30].
Furthermore, emerging evidences showed that there was
a significant improvement in overall survival among
patients who received combination therapy [31–33].
These observations promoted us to hypothesize that the
induction of apoptosis by DESI2 and the antiangiogenic
and immunological stimulating activities of IP10 could
work cooperatively to enhance therapeutic efficacy against
murine carcinoma. To test the hypothesis, we constructed
a recombinant plasmid expressing both DESI2 and IP10,
and delivered the plasmid to murine tumors by liposomeencapsulated method as described previously [2]. We
investigated the anti-tumor effects of DESI2 combined
with IP-10 in vitro and in vivo, and further elucidated
the action mechanism. To our knowledge, we provided
experimental evidence for the first time that combination
of DESI2 and IP10 could significantly enhances
therapeutic efficacy against murine carcinoma.

further verified by western blotting analysis (Figure 1B).
After treatment for 48h, MTT assay was used to detect
cell viability. Co-expression of DESI2 and IP10 reduced
cell viability of SKOV3, A549, LL2 and CT26 cells
more effectively than that of pDESI2 or pIP10 alone
(Figure 1C). The reduced viability was also observed
in LL2 and CT26 cells by colony-formation assays
(Figure 1D–1F). To exclude the possibility that our
observation is an artifact, we also carried out a parallel
experiment to detect the viability of A549 cells after
transfection with pVITRO2-RFP plasmid. As expected,
no difference in cell viability was observed between
pVITRO2-RFP-transfected A549 cells and pVITRO2transfected A549 cells (data not shown), suggesting that
inhibition of cell proliferation is not an artifact of the
transfection but by DEIS2 and IP10.

Induction of apoptosis in vitro by co-expression
of DESI2 and IP10
The amounts of sub-G1 cells were used to estimate
cell apoptosis. Flow cytometry results showed that the
apoptosis rate of CT26 cells in pDESI2-, pIP10, pVITRO2treated and control group is 39.3%, 33.4%, 17.4% and
5.5%, respectively, whereas that of CT26 cells in pDESI2/
IP10-treated group is 57.2% (Figure 2A). Similar results
were also observed in LL2 cells (Figure 2A). Hoechst
33258 staining was also used to detect the apoptotic
nuclear morphology in CT26 cells. As shown in Figure
2B, no condensed nuclei were observed in untreated- and
pVITRO2-treated groups. However, there were some
condensed or fragmented nuclei in pDESI2-, pIP10- and
pDESI2/IP10-treated groups. Notably, the number of
apoptotic nuclei in pDESI2/IP10-treated cells is more than
that in pDESI2- or pIP10-treated cells. In addition, either
DESI2 or IP10 caused caspase-3 activation, however,
co-expression of DESI2 and IP10 further enhanced the
caspase-3 activity (Figure 2C). The cleavage of caspase-3
were also observed in both CT26 and LL2 cells in DESI2
and/or IP10 groups (Figure 2D).

Co-expression of DESI2 and IP10 inhibits tumor
growth in vivo
On the basis of the in vitro anti-tumor effects
of DESI2 and/or IP10, we further investigated their
antineoplastic effect in vivo. We found that, in both CT26
and LL2 tumor models, either DESI2 or IP10 significantly
inhibited tumor growth (Figure 3A and 3C). However,
DESI2 combined with IP10 had a better antitumor effect
(Figure 3A and 3C).
Furthermore, the mean survival periods of
CT26 tumor-bearing mice in the two control (PBS and
pVITRO2) groups, pDESI2 or pIP10 group is less than 48
days, 60 and 72 days, respectively, while that of pDESI2/
IP10 group is 88 days. Similar results were obtained in

RESULTS
Co-expression of DESI2 and IP10 inhibits
growth of cancer cells in vitro
We first selected LL2, CT26, SKOV3 and A549
cancer cells to test the anti-proliferative efficacy of DESI2
and IP10. Cells were transfected with the following
vectors: pVITRO2, pDESI2, pIP10, pDESI2/IP10.
About 60% of the cells were transfected as indicated by
the RFP signal (Figure 1A). DESI2 overexpression was
www.impactjournals.com/oncotarget
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Figure 1: Reduced viability of cancer cells in vitro by co-expression of DESI2 and IP10. (A) CT26 cells were transfected

with pVITRO2-RFP plasmid for 36h, and then the transfection efficiency was estimated by a fluorescence microscope. The representative
picture of red fluorescence positive cells was shown (left panel). Transfection efficiency was further quantified as the percentage of
fluorescence positive cells to total cells. Bars, SD; columns, mean (n = 5) (left panel). (B) Western blotting analysis of DESI2 and/or IP10
expression in vitro after transfection of CT26 cells. β-actin was used as a loading control. (C) Treatment of SKOV3, A549, LL2 and CT26
cells with DESI2 plus IP10 for 48 h reduced their viabilities more significantly than that of DESI2 alone or IP10 alone did. The MTT
assay was carried out as described in Materials and Methods. Statistically significant differences compared with the two control groups
(*P < 0.05; **P <0.01) and the two single-treatment groups (#P < 0.05). Percentage of survival was calculated. Bars, SD; columns, mean
(n = 3). In each experiment, the medium-only treatment (untreated) indicates 100% cell viability. (D) Colony-formation assays were
further used to evaluate the viability of CT26 and LL2 cells. Co-expression of DESI2 and IP10 resulted in significant inhibition of clone
formation compared with the DESI2 and IP10 groups. (E) Clone formation efficiency of CT26 cells was quantified as the percentage of
different group clones to control clone numbers. Statistically significant differences compared with the two control groups (*P < 0.05;
**P <0.01) and the two single-treatment groups (#P < 0.05). Bars, SD; columns, mean (n = 3). (F) Clone formation efficiency of LL2 cells
was quantified as the percentage of different group clones to control clone numbers. Statistically significant differences compared with the
two control groups (*P < 0.05; **P <0.01) and the two single-treatment groups (##P < 0.01). Bars, SD; columns, mean (n = 3).
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Figure 2: Induction of apoptosis of CT26 tumor cells in vitro by DESI2 and/or IP10. (A) Representative DNA fluorescence

histograms of propidium iodide-stained cells. CT26 and LL-2 cells were transfected with DESI2 and/or IP10 for 48 h. CT26 and LL-2
cells were untreated or transfected with pVITRO2 empty vector , pDESI2, pIP10 or pDESI2/IP10, with (1) 5.5 % and 8.3 %, (2) 17.4 %
and 9.8 %, (3) 39.3% and 37.7%, (4) 33.4% and 35.8, and (5) 57.2% and 60.3% sub-G1 cells (apoptotic cells), respectively, as assessed
by flow cytometry (left). Co-expression of DESI2 and IP10 induced more significant apoptosis of CT26 and LL2 cells than the DESI2
and IP10 groups did (right). Statistically significant differences compared with the two control groups (*P < 0.05; **P < 0.01) and the
two single-treatment groups (#P < 0.05). Bars, SD; columns, mean (n = 3). (B) Normal and apoptotic nuclear morphologies of CT26 cells
were shown (left). CT26 cells were treated with the same conditions as described above and used to analyze the nuclear morphology by
Hoechst 33258 staining. Arrows represented some typically apoptotic nuclear morphology. Co-expression of DESI2 and IP10 resulted in
significant increase of the number of the apoptotic nuclei compared with the DESI2 and IP10 groups (right). Bars, SD; columns, mean (n = 3,
*p < 0.05; **p < 0.01; ##P < 0.01). (C) Co-expression of DESI2 and IP10 activated caspase-3 both in CT26 and LL2 cells. CT26 and LL2
cells were treated as described in A. The treated cells were then lysed and caspase 3 activity was measured using an assay kit (n = 3; *p < 0.05;
**p < 0.01; #p < 0.01). (D) Co-expression of DESI2 and IP10 resulted in cleavage of caspase-3. CT26 and LL2 cells were subjected to the
indicated treatments as described above. Caspase activation was analyzed by western blotting. β-actin was used as a loading control.
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the other tumor model (Figure 3D). Additionally, we did
not observed any significant side-effects such as weight
loss, changes of behavioral habits, etc., and apparently
pathological changes including heart, lung, spleen, liver
and kidney (data not shown). These results clearly showed
that co-expression of DESI2 and IP10 significantly
improved antitumor efficacy in vivo.

a question if DESI2 and/or IP10 gene actually expressed
in the tumor tissues. To confirm their expressions in tumor
tissues, RT-PCR was carried out. As expected, RT-PCR
results clearly showed that exogenous DESI2 and/or
IP10 were overexpressed in CT26 and LL2 tumor tissues
(Figure 4A and 4B), indicating that liposomal delivery of
exogenous DESI2 and/or IP10 genes indeed arrived and
expressed within the tumor tissues.
PCNA immunostaining was used to examine cell
proliferation in tumor tissues. We observed that there were
fewer PCNA-positive cells (brown) in tumor tissues from
DESI2 or IP10 group mice than those in control groups
(Figure 4C). However, the number of PCNA-positive

Co-expression of DESI2 and IP10 inhibits cell
proliferation via apoptosis in vivo
The observations that co-expression of DESI2 and
IP10 displays improved antitumor efficacy in vivo raised

Figure 3: Improved therapeutic effect of co-expression of DESI2 and IP10 on two murine tumor models. Female mice

at 6–8 weeks of age were transplanted subcutaneously with 5 × 105 CT26 or 5 × 105 LL2 cells. 5 days after tumor cells were transplanted,
the mice were assigned randomly to five groups and treated with 5% GS, pVITRO2, pDESI2, pIP10, pDESI2/IP10. (A) Suppression
of tumor growth in CT26-bearing mice. The sizes (mm3) of tumors were monitored and recorded. pDESI2/IP10 treatment resulted in
significant tumor growth inhibition. Significant differences for tumors treated with DESI2 or IP10 versus 5% GS and pVITRO2 controls
(*P < 0.05; **P < 0.01); and significant difference for DESI2 plus IP10 therapy versus DESI2 or IP10 monotherapy (#P < 0.05). Bars,
SD; Points, mean. (B) Survival curve of CT26-bearing mice per treatment group. Statistically significant differences compared with 5%
GS and pVITRO2 controls (*P < 0.05; **P < 0.01). Significant differences compared with the two single-treatment groups (#P < 0.05).
(C) Suppression of tumor growth in LL2-bearing mice. The sizes (mm3) of tumors were monitored and recorded. pDESI2/IP10 treatment
resulted in significant tumor growth inhibition. Significant differences for tumors treated with DESI2 or IP10 versus 5% GS and pVITRO2
controls (*P < 0.05; **P < 0.01); and significant difference for DESI2 plus IP10 therapy versus DESI2 or IP10 monotherapy (##P < 0.01).
Bars, SD; Points, mean. (D) Survival curve of LL2-bearing mice per treatment group. Statistically significant differences compared with
5% GS and pVITRO2 controls (*P < 0.05; **P < 0.01). Significant differences compared with the two single-treatment groups (#P < 0.05).
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cells in the pDESI2/IP10 group was the least (Figure 4D).
TUNEL was further conducted to detect apoptosis of
tumors. As shown in Figure 4E, there were more apoptotic
cells in tumor tissue of pDESI2-treated mice than those

of the two control (Glucose and pVITRO2) groups.
However, the number of apoptotic cells in tumor tissue of
the pDESI2/IP10 group was the largest (Figure 4E). The
apoptotic index of tumor tissues from different groups

Figure 4: Inhibition of proliferation of tumor cells via apoptosis in vivo by DESI2 and/or IP10. (A) RT-PCR analysis of

expression of exogenous DESI2 and/or IP10 in LL2 tumor tissues. When mice were killed at the end of gene therapy-related experiments,
tumor tissues from one mouse, which was randomly taken out from each group, were collected for detecting DESI2/IP10 expression by
RT-PCR. (B) RT-PCR analysis of expression of exogenous DESI2 and/or IP10 in CT26 tumor tissues. (C) PCNA staining of tumor tissues.
Representative sections were taken from CT26 tumor tissues of mice receiving 5% GS, pVITRO2, pDESI2, pIP10, pDESI2/IP10 (original
magnification, ×400). (D) PCNA-labeling index within CT26 and LL2 tumor tissues were estimated as the percentage of positive nuclear
staining in the total number of neoplastic cells counted. Statistically significant difference in the number of PCNA-positive cells for tumors
treated with DESI2 or IP10 versus 5% GS and pVITRO2 controls (**P < 0.01); significant difference for tumors treated with pDESI2/
IP10 versus the two controls (**P < 0.001); and significant difference for the combination therapy versus DESI2 or IP10 monotherapy
(##P < 0.01). Bars, SD; columns, mean (n = 3). (E) TUNEL staining of tumor tissues. Representative sections were taken from CT26 tumor
tissues of mice receiving 5% GS, pVITRO2, pDESI2, pIP10, pDESI2/IP10 (original magnification, ×400). (F) Apoptotic index within
CT26 and LL2 tumor tissues were counted. Statistically significant difference in the apoptotic index for tumors treated with DESI2 or IP10
versus 5% GS and pVITRO2 controls (*P < 0.05); significant difference for tumors treated with pDESI2/IP10 versus the two controls (**P
< 0.01); and significant difference for the combination therapy versus DESI2 or IP10 monotherapy (##P < 0.01). The apoptotic index was
calculated as a ratio of the apoptotic cell number to the total cell number in each field. Bars, SD; columns, mean (n = 3).
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were similar to the observations above, i.e., the apoptotic
index of DESI2 or IP10 monotherapy group was higher
than that of glucose or pVITRO2 control group. However,
the apoptotic index of DESI2 plus IP10 group was the
largest (Figure 4F). These results indicated that IP10 could
enhance the apoptotic effect induced by DESI2.

infiltrated into the tumors under the therapeutic condition.
As shown in Figure 6A and 6B, IP10 monotherapy
promoted CD8 (+) T lymphocytes to infiltrate into the
tumors, while the combination of DESI2 and IP10
further enhanced CD8 (+) CTL infiltration. To investigate
whether co-expression of DESI2 and IP10 could
increase the CTL activity, spleen T lymphocytes were
first isolated then incubated with parental CT26 cells.
As expected, the cytotoxicity of spleen T lymphocytes
from pDESI2/IP10 treated mice was the strongest among
those of spleen T lymphocytes from other group mice
(Figure 6C). Furthermore, the cytotoxicity was blocked
by CD8 monoclonal antibodies, and partially abrogated
by CD4 or NK monoclonal antibodies (Figure 6D). These
observations indicated that an immunological stimulating
function would contribute to the antitumor effects of the
combination of DESI2 and IP10.

Co-expression of DESI2 and IP10 inhibits
angiogenesis in vivo
Alginate-encapsulated tumor cell assay was carried
out to reflect angiogenesis. Representative pictures of
tumor vasculature in CT26-encapsuled alginate were
shown in Figure 5A, the tumors of the mice in both
glucose and pVITRO2 groups showed some irregular
vascular plexus, which were rich and like a ladder, while
tumors from pDESI2- or pIP10-treated group displayed
fewer amount of vascularization. However, the amount
of tumor vasculature from pDESI2/IP10 group was
the least. To further quantify the angiogenesis, FITC–
dextran uptake of alginate beads was measured. The
results of measurement showed that, compared with the
two controls (glucose or pVITRO2 groups), the amounts
of FITC-dextran uptake of IP10 and DESI2 group were
significantly reduced. However, FITC-dextran uptake in
DESI2/IP10 group was further reduced, and the amount of
FITC-dextran uptake was the least (Figure 5B).
Microvessel density (MVD) analysis and
quantification were also used to estimate tumor angiogenesis.
Consistent with the results of alginate-encapsulated
tumor cell assay, MVD assay and quantification results
demonstrated that either DESI2 or IP10 significantly
reduced the MVD of tumors from glucose- or pVITRO2treated group, while DESI2 combined with IP10 further
reduced the MVD (Figure 5C and 5D).
We further explored the possible mechanism for the
antiangiogenesis of DESI2 and/or IP10, using immortalized
HUVEC cells as a model. Both cell morphological change
(Figure 5E) and MTT assay (Figure 5F) showed that coexpression of DESI2 and IP10 inhibited cell proliferation
more effectively than that of DESI2 or IP10 alone. To
investigate whether apoptosis of immortalized HUVEC
cells contributes to the antiangiogenesis by DESI2 and/or
IP10, apoptosis was assessed by detecting the cleavages of
caspase-3. As shown in Figure 5G, either DESI2 or IP10
caused caspase-3 activation, and co-expression of DESI2
and IP10 further enhanced the activation of the caspase-3.
Based on these results we speculated that inhibition of
angiogenesis of DESI2 and/or IP10 are associated with the
apoptosis of vascular endothelial cells.

DISCUSSION
Recently, cancer biotherapies such as tumor
suppressor gene therapy, anti-angiogenesis and
immunotherapy have been developed to be the fourth
treatment regimen after chemotherapy, radiotherapy and
surgery [34]. Previous studies have shown that DESI2 is
a pro-apoptotic gene [7, 13, 14], and that it significantly
induces apoptosis when overexpressed in some types of
cancer cells [9, 11–15]. Several lines of evidence showed
that IP10 displays anti-tumor activity by stimulating
immunology, inhibiting angiogenesis and inducing
apoptosis [2, 22, 29, 35]. Based on these observations,
we hypothesized that DOTAP/ cholesterol cationic
liposome-encapsulated recombination plasmid expressing
both DESI2 and IP10 could significantly improved the
therapeutic efficacy against murine carcinoma through a
mechanism involving pro-apoptosis, anti-angiogenesis and
immunological stimulating activities.
In vitro, either DESI2 or IP10 suppressed
proliferation via apoptosis. DESI2 combined with IP10
further enhanced the apoptosis in colorectal cancer and
lung adenocarcinoma cancer cells, as indicated by MTT
(Figure 1C), colony-formation assays (Figure 1D–1F),
flow cytometric analysis (Figure 2A) and Hoechst 33258
staining (Figure 2B). Apoptosis is a process composed
of several signaling pathways including intrinsically
mitochondrial pathway and extrinsically death-receptor
pathways [9, 13]. Our previous studies have shown that
DESI2 inhibits proliferation by arresting cancer cells at
S phase and by inducing mitochondrial dysfunctionmediated apoptosis [7, 9, 12]. Similarly, we found that
DESI2 caused activation of caspase-3 in CT26 and LL2
cells (Figure 2D).
Previous studies have shown that IP10 exerts
activities of chemotaxis, pro-apoptosis, and angiostasis
through binding to CXCR3 receptor [22, 26], which
includes CXCR3-A, CXCR3-B and CXCR3-alt [26].

Immunological stimulating properties of
co-expression of DESI2 and IP10 in vivo
Immunofluorescence staining for CD8 was used to
detect whether CD8+ T lymphocytes (CTLs) have been
www.impactjournals.com/oncotarget
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Figure 5: Antiangiogenesis by alginate bead assay in vivo. (A) Antiangiogenesis assay by alginate bead in vivo. Alginate beads

containing 1 × 105 CT26 tumor cells were subcutaneously implanted into the backs of BALB/c mice (four beads per mouse). The treatments
of mice (five mice/group) and the quantification of FITC-dextran uptake were described in Materials and Methods. Representative images
of alginate beads after treatment with 5% GS, pVITRO2, pDESI2, pIP10, and pDESI2/IP10 were shown under a dissecting microscope
(×10). (B) FITC-dextran of alginate beads was quantified. Statistically significant difference in the FITC-dextran uptake from the mice
treated with IP10 or DESI2 versus 5% GS and pVITRO2 controls (**P < 0.01); significant difference in the FITC-dextran uptake from
the mice treated with pDESI2/IP10 versus the two controls (**P < 0.01); and significant difference for the combination therapy versus
DESI2 or IP10 monotherapy (##P < 0.01). (C) Frozen tumor sections from the mice treated with 5% GS, pVITRO2, pDESI2, pIP10, and
pDESI2/IP10 are used to analyze the tumor angiogenesis by immunofluorescence staining with anti-CD31 antibody. Representative images
of CD31 staining sections of CT26 tumor tissues were shown. (D) Microvessels in CT26 and LL2 tumor sections were counted in blindly
chosen random fields to record microvessel density (MVD). Significant difference in MVD for tumors treated with IP10 or DESI2 versus
5% GS and pVITRO2 controls (**P < 0.01; ***P < 0.001); significant difference for tumors treated with pDESI2/IP10 versus 5% GS and
pVITRO2 controls (**P < 0.01; ***P < 0.001); and significant difference for the combination therapy versus DESI2 or IP10 monotherapy
(##P < 0.01). (E) The morphological change of immortalized HUVEC cells. The cells were untreated or transfected with pVITRO2, pDESI2,
pIP10, and pDESI2/IP10 plasmids for 48 h, then used for photograph by a microscope. (F) Co-expression of DESI2 and IP10 resulted in
significantly proliferation inhibition of immortalized HUVEC cells. The immortalized HUVEC cells were treated as the same condition
described in E, then used for MTT assay. The MTT assay was carried out as described in Materials and Methods. Statistically significant
differences compared with the two control groups (**P < 0.01) and the two single-treatment groups (##P < 0.01). Percentage of survival
was calculated. Bars, SD; columns, mean (n = 3). In each experiment, the medium-only treatment (untreated) indicates 100% cell viability.
(G) Co-expression of DESI2 and IP10 resulted in cleavage of caspase-3. The immortalized HUVEC cells were subjected to the indicated
treatments as described in E. Caspase activation was analyzed by western blotting. β-actin was used as a loading control.
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CXCR3-A is involved in cellular activation as well as
angiogenesis, while CXCR3-B is associated with inhibition
of cell proliferation via apoptosis [22, 36]. CXCR3-alt is
often expressed along with CXCR3-A, and is believed to
be unrelated to cell growth [26, 37]. CXCR3-B is involved
in regulating the antiproliferative activity of IP10 and
inhibiting endothelial cell proliferation and migration

[26]. Some types of cancers such as glioblastoma,
colorectal and lung cancer express CXCR3-B [26, 38].
IP10 selectively induces apoptosis of HUVEC cells
because of the high ratio of CXCR3-B to CXCR3-A in
endothelial cells [36]. From these observations, we assume
that inhibition of proliferation by IP10 in CT26 and LL2
cells (Figure 1) and immortalized HUVEC cells (Figure

Figure 6: Immunological stimulating properties of DESI2 and/or IP10. (A) Fluorescence staining of infiltrated lymphocytes

in vivo. The frozen sections were stained with anti-CD8+ (Cy5PE conjugate, red) antibody. (B) CD8+ cytotoxic lymphocyte infiltration was
significantly enhanced in the tumor tissues of pDESI2/IP10, pDESI2 or pIP10 treated groups. Significant difference in CD8+T lymphocyte
infiltration in tumors treated with IP10 or DESI2 versus 5% GS and pVITRO2 controls (**P < 0.01; ***P < 0.001); significant difference
for tumors treated with pDESI2/IP10 versus 5% GS and pVITRO2 controls (*P < 0.05; **P < 0.01); and significant difference for the
combination therapy versus DESI2 or IP10 monotherapy (#P < 0.05). (C) CTL-mediated cytotoxicity in vitro. The specific CTL activity
was measured by 51Cr release assay. Spleen T lymphocytes derived from mice treated with pDESI2/IP10 showed higher cytotoxicity against
parental CT26 cells than those from the other groups. Significant difference in CTL-mediated cytotoxicity from IP10 or DESI2 group
versus 5% GS and pVITRO2 controls (*P < 0.05; **P < 0.01); significant difference in CTL-mediated cytotoxicity from pDESI2/IP10
group versus 5% GS and pVITRO2 controls (*P < 0.05; **P < 0.01); and significant difference for pDESI2/IP10 group versus DESI2 or
IP10 monotherapy (#P < 0.05; ##P < 0.01). Bars, ± SD. Points, mean (n = 3). (D) Abrogation of CTL-mediated cytotoxicity in vitro. CTLmediated cytotoxicity is abrogated by certain kinds of mAbs as described in Materials and Methods. The ratio of effector: target was 40:1.
The pDESI2/IP10 induced tumor cytotoxic activity can be blocked by anti-CD8 mAb versus control (***P < 0.001), partial blocked by
anti-CD4 mAb (*P < 0.05) or anti-NK mAb (*P < 0.05). The pIP10 or pDESI2-induced tumor cytotoxic activity was also blocked by antiCD8 mAb (**P < 0.01), and partial blocked by anti-CD4 mAb (*P < 0.05; **P < 0.01) or anti-NK mAb (*P <0.05). Bars, SD; columns,
mean (n = 3).
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5E and 5F) may be associated with the expression of
CXCR3-B. Additionally, IP10 induces apoptosis under
varied conditions [26]. Sui et al. found that IP10-induced
apoptosis of fetal neurons was associated with increase of
mitochondrial Ca2+ uptake, which subsequently promoted
cytochrome C release and activation of caspase-9 and
-3 [26, 39], suggesting an important role of caspase-3
activation in IP10-mediated apoptosis. Similarly, IP10 also
results in cleavage of caspase-3 in CT26 and LL2 cells
(Figure 2D) and immortalized HUVEC cells (Figure 5G).
Consistent with the enhanced tumor suppressive
activity in vitro, DESI2 combined with IP10 showed
a significantly improved antitumor efficacy in vivo
(Figure 3). Furthermore, the improved antitumor efficacy
resulted from the augmented apoptosis, the enhanced antiangiogenesis and the enlarged CTL effects. The augmented
inhibition of proliferation via apoptosis was verified by
PCNA staining (Figure 4C and 4D) and TUNEL analysis
(Figure 4E and 4F), and the enhanced anti-angiogenesis
was confirmed by the alginate-encapsulated tumor cell
assay and CD31 immunohistochemistry staining (Figure 5),
whereas the improved immunological properties was
verified by the increase of the infiltration of lymphocytes
(Figure 6A and 6B) and in vitro CTL activity (Figure 6C).
Glu-Leu-Arg (ELR) motif is critical for the function
of CXC chemokines [26]. ELR-negative IP10 displays
angiostatic activity [26]. Previous studies about malaria
patients revealed a negative correlation of IP10 with
VEGF and PDGF [26, 40, 41]. Other reports also showed
that IP10 suppresses angiogenesis of tumors through
antagonizing the functions of bFGF and VEGF [26, 42,
43]. In this work, we found that IP10 inhibits proliferation
of immortalized HUVEC cells via apoptosis (Figure 5E
and 5G). Therefore, we speculate that the enhanced antiangiogenesis in vivo may, at least partly, result from IP10/
DESI2-induced apoptosis of HUVEC cells.
Previous studies have shown that IP10
chemoattracts CXCR3-positive lymphocytes to tumor
areas, and promotes activation of CD4+ Th and CD8+
Tc lymphocytes [22, 26, 44, 45]. Mitchell et al showed
that IP10 stimulates immune response against antigens
[46, 47]. Meanwhile, Hong et al observed that monocytederived mature DCs (mDC) displayed a strong CTL
response after exposure to CCL21 chemokine [47].
Furthermore, CCL21 promoted mDC to secrete IP10,
which in turn enhanced the CTL response [47]. In addition,
IP10 can activate NK cells, which can kill dormant tumor
cells resisting CTL-mediated lysis [48]. Similarly, we
found that co-expression of DESI2 and IP10 resulted
in significant increases of CD8+ T cells infiltration as
well as CTL-mediated kill activity (Figure 6A and 6B).
The increased CTL activities are prevented by CD8
monoclonal antibodies, and partly abrogated by CD4 or
NK monoclonal antibodies, indicating its killing activity
against tumor may be associated with the activation of
CD4+T, CD8+ T and NK cells (Figure 6C and 6D). These
www.impactjournals.com/oncotarget

data indicate that an immunological stimulating function
involving the infiltration of activated T lymphocytes and
activation of NK cells would contribute to the antitumor
effects of the combination of DESI2 and IP10.
In summary, our data showed that co-expression of
DESI2 and IP10 could effectively suppress tumor cells
through inducing apoptosis, suppressing angiogenesis and
triggering a CTL response. Our results may also provide a
new therapeutic strategy for treating cancer.

MATERIALS AND METHODS
Plasmid construction
pVITRO2 (Invitrogen, San Diego, CA, USA),
a dual promoter plasmid, was utilized to express both
DESI2 and IP10 gene. Total RNA was isolated from
cultured LL/2 murine Lewis lung carcinoma cells using
Trizol reagent (Invitrogen) according to manufacturer’s
protocol. The open reading frame of DESI2 was cloned
by RT-PCR. pBLAST49-mIP10 was purchased from
InvivoGen (InvivoGen, San Diego, CA, USA). The
following PCR primers were used: DESI2-forward,
5′-ATAGGATCCATGGGGGCTAACCAGTTAGT-3′;
DESI2-reverse, 5′-GATAGTCGACTTA TAGTTTAGTG
TGGCGCC-3′; IP10-forward, 5′-GAGGAATTCATGAAT
CAAACTGCCATTCTG-3′; IP10-reverse, 5′-CAGGC
TAGCTTAAG GAGATCTTTTAGACCTTTCC-3′. The
incorporated 5′-BamHI, 3′-SalI, 5′-EcoRI and 3′-NheI
restriction sites are shown in bold while protective base
in italics. The amplified products were subcloned into
pVITRO2 expression vector to generate pVITRO2-DESI2
(pDESI2)/pVITRO2 -IP10 (pIP10)/ pVITRO2-DESI2/
IP10 (pDESI2 -IP10) plasmids. All the sequences were
determined by DNA sequencing. An empty pVITRO2
(pEV) vector was used as a control. The plasmids were
purified using Qiagen Endo-free Giga kit (Qiagen, Hilden,
Germany) following the instructions of the manufacturer.

Cell culture and transfection
Murine colon carcinoma CT26 cells, human
ovarian cancer SKOV3 cells and lung adenocarcinoma
cancer A549 cells were grown in RPMI-1640(GIBCO)
supplemented with 10% fetal bovine serum (FBS) in
humidified incubator at 37°C with 5% CO2. Murine
Lewis lung carcinoma LL2 cells and immortalized human
umbilical vein endothelial cells (HUVEC) were cultured
in DMEM (GIBCO) with 10% FBS.
Transfection was performed with LipofectamineTM
2000 reagent according to the manufacturer’s instruction.
Briefly, cancer cells were seeded at a density of 2 × 105/
2 × 103 per well in a 6/96-well plates in triplicate and
incubated overnight to 70% confluence. DNA (pVITRO2,
pIP10, pDESI2, pDESI2/IP10)/lipofectamineTM 2000
(5 μl/ml) were complexed in DMEM/RPMI 1640 medium,
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and left at room temperature for 30 min. LL2, CT26,
A549 and SKOV3 cells were incubated for 4 h with the
above complexes, followed by rinsing 3 times, and then
1.5 ml/100 μl of DMEM/RPMI 1640 supplemented with
fetal calf serum were added to each well of 6/96-well
plates and incubated for further 48h.

TGCCATTCTG-3′; IP10 reverse, 5′-CAGGCTAGCT
TAAGGAGATCTTTTAGAC CTTTCC-3′; GAPDH (187
bp) were designed as reported previously [13, 14, 49].

MTT assay
Survival of cells after treatments was quantified
using the MTT assay [50]. Briefly, cells were plated in
96-well plates at 5 × 103 cells /well and incubated at 37°C
in 5% CO2/95% humidity air for 24h, then cells were
treated as described above. MTT was added to the medium
(0.5 mg/mL) and incubated at 37°C for 4 hours. The
resulting insoluble formazan was dissolved with DMSO
and measured at 570 nm using a spectrophotometer. Data
represent the average of three wells, and the experiment
was repeated three times. Media-only treated cells served
as the indicator of 100% cell viability.

Treatments of cells in the in vitro experiments
LL2, CT26, A549 and SKOV3 cells were classified
into the following five groups, and the treatments of the
cells were as follows: control, the cells were left untreated,
and when cultured for 72 h, cells were harvested for
subsequent experiments. pVITRO2 (empty vector), the
cells were first incubated for 24 h, then transfected with
pVITRO2 plasmid. About 48 h after transfection, cells
were harvested for subsequent experiments. pDESI2, when
the cells were first incubated for 24 h, then transfected
with pDESI2 plasmid. About 48 h after transfection, cells
were harvested for subsequent experiments. pIP10, when
the cells were first incubated for 24 h, then transfected
with pIP10 plasmid. About 48 h after transfection, cells
were harvested for subsequent experiments. pDESI2/IP10
(combination), when the cells were first incubated for
24 h, then transfected with pDESI2/IP10 plasmid. About
48 h after transfection, cells were harvested for subsequent
experiments.
The harvested cells above were used for the
following in vitro experiments including MTT assay,
colony-formation assays, flow cytometric analysis,
morphological analysis, Hoechst staining and western
blot. In addition, immortalized HUVEC cells were also
classified into five groups and treated as describe above.
The HUVEC cells after treatments were used for MTT
assay and western blot.

Colony-formation assays
Colony-formation assays were conducted as described
previously [2]. Briefly, CT26 and LL2 cells transfected with
the indicated plasmids for 24h were plated in triplicate at
500 cells per well in six-well plates, and cultured for 10
days. Then the treated cells were washed twice in PBS,
fixed in cold methanol and stained with 2% crystal violet.
After incubation at room temperature for 20 min, the sixwell plates were washed twice in ddH2O, dried and colonies
containing more than 50 cells were counted. The clone
formation efficiency (CFE) was calculated according to the
following formulas: CFE= (number of clones/number of
cells inoculated) × 100%. All the experiments were repeated
3 times and the average values were reported.

Flow cytometric analysis
Flow cytometric analysis was performed to identify
sub-G1 cells/apoptotic cells and to measure the percentage
of sub-G1 cells after PI staining in hypotonic buffer as
described previously [51]. Briefly, cells were suspended
in 1 ml hypotonic fluorochrome solution containing 50 μg
propidium iodide/ml in 0.1% sodium citrate plus 0.1%
Triton X-100, and the cells were analyzed by the use of
a flow cytometer (ESP Elite, Coulter). Apoptotic cells
appeared in the cell cycle distribution as cells with a DNA
content less than that of G1 cells and were estimated with
Listmode software.

Detection of DESI2/IP10 expression in vitro and
in vivo
For detection of DESI2 expression in vitro, CT26
cells were treated according to the schedules described
above. The harvested cells were used for the detection of
protein expression by western blot analysis using AntiPPPDE1/DESI2 Antibody (Everest Biotech, Ltd) and
Anti-IP10 Antibody (ABcam). For detection of DESI2/
IP10 expression in vivo, when mice were killed at the
end of gene therapy experiment, tumor tissues from one
mouse, which was randomly taken out from each group,
were collected and used to isolate total RNA using Trizol
reagent. After isolation, RNA samples were used to detect
the expressions of DESI2/IP10 by RT-PCR. The primers
used for PCR amplification were as follows: DESI2
(608 bp) forward, 5′-GCGGATCCGCCACCATGGC
CAACCAGCCCATCATC-3′, DESI2 reverse 5′-CCGC
TCGAGCTATAGTTTTGTGTGGCGCCCAGG-3′; IP10
(315 bp) forward, 5′-GAGGAATTCATG AATCAAAC
www.impactjournals.com/oncotarget

Hoechst 33258 staining
CT26 cells treated as described above were
harvested, fixed for 20 min in 4% paraformaldehyde
in PBS, and then washed in PBS twice. Cells were
stained with Hoechst 33258 for 5 min and washed with
PBS. Finally, apoptosis was visualized with a ZEISS
fluorescence microscope (Jena, Inc.).
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assay using CT26 cells as target cells as previously
described [53]. The percent of cytotoxicity was calculated
by the formula: cytotoxicity (%) = [(experimental releaseeffector spontaneous release-Target spontaneous release)/
(Target maximum release-Target spontaneous release)]
×100%. In the cytotoxicity inhibition assays, effectors
cells or CT26 cells were incubated with mAb at room
temperature for 30 min, washed, and tested. The mAbs
included anti-CD8 (10 μg /ml), anti-CD4 (10 μg/ml), antiNK (10 μg /ml) antibodies (BD PharMingen). The above
concentrations of mAb were effective in mediating their
activity in preliminary experiments. Control cytotoxicity
assay was performed in the presence of isotype IgG mAb
(BD PharMingen).

The cationic liposome is composed of DOTAP:
Chol. Liposome was preparated according to our previous
methods [13]. Briefly, DOTAP and cholesterol were mixed
at equimolar concentrations, then dissolved in chloroform.
The mixture was evaporated to form a film, which was
then hydrated in 5% glucose solution. The solution was
first rotated at 50°C for 45 min in a water bath, then
at 35°C for another 10 min. It was left overnight and
sonicated at 50°C for 5 min. After sonication, the solution
was put into a tube and heated at 50°C for 10 min. Then,
the mixture was sequentially (five times at 0.2 μm and
three times at 0.1 μm) extruded through polycarbonate
membrane to decrease size using syringes. The size range
is 100± 20 nm. The final cationic liposome was a small
multilamellar liposome. Plasmids were packaged with
liposome to form DNA–liposome complexes according to
the previous report [2], then used for in vivo experiments.

Alginate-encapsulated tumor cell assay
Alginate-encapsulated tumor cell assays were
conducted as described previously with a slight
modification [13, 54]. Briefly, CT26 cells were
resuspended in sodium alginate solution (w/v, 1.8%) and
added dropwise to 250 mM calcium chloride solution.
One of the formed alginate beads contained approximately
1 × 105 tumor cells. BALB/c mice were then anesthetized,
and four beads were implanted subcutaneously into an
incision made on the dorsal side. Mice were subdivided
into five groups (five mice per group) and treated as
described above. The treatments were started 24 h after
the beads were implanted. Two weeks later, the mice were
injected i.v. with 100 μL of 100 mg/kg FITC–dextran
(Sigma) solution through the tail vein. Beads were
removed and photographed 20 min after FITC–dextran
injection. The FITC–dextran uptake was measured against
a standard curve of FITC–dextran.

Animal tumor models and treatment
2 × 105 CT26/LL2 cells were inoculated
subcutaneously in the right flank of each BALB/c mice
or C57BL/6 mice, respectively. When the size of tumors
reached approximately 100 mm3 (5 days after tumor
cell inoculation), mice were randomly divided into the
following five groups (10 mice per group) and treated
with: (a).100 μl 5% glucose (Ctrl); (b).10 μg pVITRO2
plasmid/50 μg liposome complexes in 100 μl glucose;
(c). 10 μg pDESI2 plasmid/50 μg liposome complexes in
100 μl glucose; (d). 10 μg pIP10 plasmid/50 μg liposome
complexes in 100 μl glucose; (e). 10 μg pDESI2/IP10
plasmid/50 μg liposome complexes in 100 μl glucose.
The mice were treated with DNA-liposome complex by
intravenous administration via the tail vein twice a week.
Tumor size was monitored by measuring the longest
dimension (length) and shortest dimension (width) in a
2-day interval with a dial caliper, and tumor volume was
calculated by the following formula: tumor volume (mm3)
= 0.52 × length (mm) × width (mm) × width (mm). At the
end of the experiment, mice were sacrificed. The tumor
tissues were collected for subsequent histological analysis.
All studies involving mice including C57BL/6 and
BALB/c mice were approved by the Institutional Animal
Care and Treatment Committee of Sichuan University.

Histological analysis
Dissected tumors were divided in half, one-half
for paraffin sections fixed in 10% NBF and embedded in
paraffin, and the other half frozen at -80°C. For microvessel
density (MVD) analysis, frozen sections (7 μm) were
fixed in acetone, incubated, and stained with an antibody
reactive to CD31 as reported previously [13]. MVD was
determined by counting the number of microvessels per
high-power field as described previously [55, 56]. For
assessment of proliferation, immunohistochemical staining
of PCNA were performed. For quantitative assessment
of apoptosis, TUNEL was carried out with an In situ
Cell Death Detection Kit (Hoffmann-La Roche, Basel,
Switzerland) following the manufacturer’s protocol. For
observations of potential side effects, the tissues (including
heart, liver, spleen, lung, kidney, and brain) were fixed in
10% NBF and embedded in paraffin. Sections (3–5 μm)
were stained with H&E. Sections in H&E staining and
immunohistochemical staining were observed by two
pathologists in a blinded manner.

T lymphocyte cytotoxicity assay
Lymphocytes were isolated from the spleens of
each treated mouse, then used for detecting cytotoxic
T lymphocyte (CTL) activity [52]. Briefly, splenocytes
isolated from the treated or control mice were depleted
of erythrocytes with ammonium chloride Tris buffer. The
specific CTL activity was measured by the 51Cr release
www.impactjournals.com/oncotarget
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10. Shin EJ, Shin HM, Nam E, Kim WS, Kim JH, Oh BH,
Yun Y. DeSUMOylating isopeptidase: a second class of
SUMO protease. EMBO Rep. 2012; 13:339–346.

The statistical analysis was carried out using SPSS
software (version 12.0 for Windows, SPSS UK Ltd.,
Woking, Surrey, UK). All of the values were expressed as
means ± SD. Data were analyzed by one-way ANOVA,
and then differences among the means were analyzed using
Tukey–Kramer multiple comparison test. Survival curves
were constructed according to the Kaplan–Meier method,
and statistical significance was determined by the log-rank
test. Differences were considered significant at P < 0.05.

11. Hou S, Zhao Z, Yan F, Chen X, Deng H, Chen X, Wang Y,
Wei Y. Genetic transfer of PNAS-4 induces apoptosis and
enhances sensitivity to gemcitabine in lung cancer. Cell Biol
Int. 2009; 33:276–282.
12. Yan F, Gou L, Yang J, Chen L, Tong A, Tang M, Yuan Z,
Yao S, Zhang P, Wei Y. A novel pro-apoptosis gene PNAS4
that induces apoptosis in A549 human lung adenocarcinoma
cells and inhibits tumor growth in mice. Biochimie. 2009;
91:502–507.

ACKNOWLEDGMENTS AND FUNDING

13. Yuan Z, Liu H, Yan F, Wang Y, Gou L, Nie C, Ding Z,
Lai S, Zhao Y, Zhao X, Li J, Deng H, Mao Y, et al.
Improved therapeutic efficacy against murine carcinoma by
combining honokiol with gene therapy of PNAS-4, a novel
pro-apoptotic gene. Cancer Sci. 2009; 100:1757–1766.

We thank Dr. Bing Kan and Yong-qiu Mao for
their technical support. This work was supported by
National Natural Science Foundation of China (30900744;
81272524).

14. Yuan Z, Yan F, Wang YS, Liu HY, Gou LT, Zhao XY,
Lai ST, Deng HX, Li J, Ding ZY, Xiong SQ, Kan B,
Mao YQ, et al. PNAS-4, a novel pro-apoptotic gene,
can potentiate antineoplastic effects of cisplatin. Cancer
Chemother Pharmacol. 2009; 65:13–25.

CONFLICTS OF INTERESTS
The authors declare no conflict of interests.

15. Zeng H, Yuan Z, Zhu H, Li L, Shi H, Wang Z, Fan Y,
Deng Q, Zeng J, He Y, Xiao J, Li Z. Expression of hPNAS-4
radiosensitizes Lewis lung cancer. Int J Radiat Oncol Biol
Phys. 2012; 84:e533–540.

REFERENCES
1.
2.

3.
4.
5.
6.

7.

8.

9.

Cross D, Burmester JK. Gene therapy for cancer treatment:
past, present and future. Clin Med Res. 2006; 4:218–227.
Zhang N, Yang Y, Cheng L, Zhang XM, Zhang S, Wang W,
Liu SY, Wang SY, Wang RB, Xu WJ, Dai L, Yan N, Fan P,
et al. Combination of Caspy2 and IP-10 gene therapy
significantly improves therapeutic efficacy against murine
malignant neoplasm growth and metastasis. Hum Gene
Ther. 2012; 23:837–846.
Ding HF, Fisher DE. Induction of apoptosis in cancer: new
therapeutic opportunities. Ann Med. 2002; 34:451–469.
Folkman J. Angiogenesis. Annu Rev Med. 2006; 57:1–18.
Michaeli D. Vaccines and monoclonal antibodies. Semin
Oncol. 2005; 32:S82–86.
Filippov V, Filippova M, Duerksen-Hughes PJ. The
early response to DNA damage can lead to activation of
alternative splicing activity resulting in CD44 splice pattern
changes. Cancer Res. 2007; 67:7621–7630.
Yuan Z, Guo W, Yang J, Li L, Wang M, Lei Y, Wan Y,
Zhao X, Luo N, Cheng P, Liu X, Nie C, Peng Y, et al.
PNAS-4, an Early DNA Damage Response Gene, Induces
S Phase Arrest and Apoptosis by Activating Checkpoint
Kinases in Lung Cancer Cells. J Biol Chem. 2015;
290:14927–14944.
Choy A, Severo MS, Sun R, Girke T, Gillespie JJ, Pedra JH.
Decoding the ubiquitin-mediated pathway of arthropod
disease vectors. PLoS One. 2013; 8:e78077.

16. Rao DA, Gurish MF, Marshall JL, Slowikowski K,
Fonseka CY, Liu Y, Donlin LT, Henderson LA, Wei K,
Mizoguchi F, Teslovich NC, Weinblatt ME, Massarotti EM,
et al. Pathologically expanded peripheral T helper cell
subset drives B cells in rheumatoid arthritis. Nature. 2017;
542:110–114.
17. Ponda MP, Breslow JL. Serum stimulation of CCR7
chemotaxis due to coagulation factor XIIa-dependent
production of high-molecular-weight kininogen domain 5.
Proc Natl Acad Sci U S A. 2016 Oct 24. [Epub ahead of
print].
18. Heo J, Dogra P, Masi TJ, Pitt EA, de Kruijf P, Smit MJ,
Sparer TE. Novel Human Cytomegalovirus Viral Chemokines,
vCXCL-1s, Display Functional Selectivity for Neutrophil
Signaling and Function. J Immunol. 2015; 195:227–236.
19. Liu W, Bian C, Liang Y, Jiang L, Qian C, Dong J. CX3CL1:
a potential chemokine widely involved in the process spinal
metastases. Oncotarget. 2017; 8:15213–15219. https://doi.
org/10.18632/oncotarget.14773.
20. Circelli L, Sciammarella C, Guadagno E, Tafuto S, del
Basso de Caro M, Botti G, Pezzullo L, Aria M, Ramundo V,
Tatangelo F, Losito NS, Ierano C, D’Alterio C, et al. CXCR4/
CXCL12/CXCR7 axis is functional in neuroendocrine
tumors and signals on mTOR. Oncotarget. 2016; 7:18865–
18875. https://doi.org/10.18632/oncotarget.7738.

Li L, Chen DB, Lin C, Cao K, Wan Y, Zhao XY, Nie CL,
Yuan Z, Wei YQ. hPNAS-4 inhibits proliferation through S
phase arrest and apoptosis: underlying action mechanism in
ovarian cancer cells. Apoptosis. 2013; 18:467–479.

www.impactjournals.com/oncotarget

21. Izumi K, Mizokami A, Lin HP, Ho HM, Iwamoto H,
Maolake A, Natsagdorj A, Kitagawa Y, Kadono Y,
Miyamoto H, Huang CK, Namiki M, Lin WJ. Serum
56293

Oncotarget

chemokine (CC motif) ligand 2 level as a diagnostic,
predictive, and prognostic biomarker for prostate cancer.
Oncotarget. 2016; 7:8389–8398. https://doi.org/10.18632/
oncotarget.6690.

33. Robert C, Thomas L, Bondarenko I, O’Day S, Weber J,
Garbe C, Lebbe C, Baurain JF, Testori A, Grob JJ,
Davidson N, Richards J, Maio M, et al. Ipilimumab plus
dacarbazine for previously untreated metastatic melanoma.
N Engl J Med. 2011; 364:2517–2526.

22. Liu M, Guo S, Stiles JK. The emerging role of CXCL10 in
cancer (Review). Oncol Lett. 2011; 2:583–589.
23. Zhu G, Yan HH, Pang Y, Jian J, Achyut BR, Liang X,
Weiss JM, Wiltrout RH, Hollander MC, Yang L. CXCR3
as a molecular target in breast cancer metastasis: inhibition
of tumor cell migration and promotion of host anti-tumor
immunity. Oncotarget. 2015; 6:43408–43419. https://doi.
org/10.18632/oncotarget.6125.
24. Chen LJ, Lv J, Wen XY, Niu JQ. CXC chemokine IP-10: a
key actor in liver disease? Hepatol Int. 2013; 7:798–804.
25. Al-Banna NA, Vaci M, Slauenwhite D, Johnston B, Issekutz
TB. CCR4 and CXCR3 play different roles in the migration
of T cells to inflammation in skin, arthritic joints, and lymph
nodes. Eur J Immunol. 2014; 44:1633–1643.
26. Liu M, Guo S, Hibbert JM, Jain V, Singh N, Wilson
NO, Stiles JK. CXCL10/IP-10 in infectious diseases
pathogenesis and potential therapeutic implications.
Cytokine Growth Factor Rev. 2011; 22:121–130.
27. Wennerberg E, Kremer V, Childs R, Lundqvist A. CXCL10induced migration of adoptively transferred human natural
killer cells toward solid tumors causes regression of tumor
growth in vivo. Cancer Immunol Immunother. 2015;
64:225–35.
28. Wang J, Vodovotz Y, Fan L, Li Y, Liu Z, Namas R,
Barclay D, Zamora R, Billiar TR, Wilson MA, Fan J,
Jiang Y. Injury-induced MRP8/MRP14 stimulates IP-10/
CXCL10 in monocytes/macrophages. FASEB J. 2015;
29:250–62.
29. Fujita M, Zhu X, Ueda R, Sasaki K, Kohanbash G,
Kastenhuber ER, McDonald HA, Gibson GA, Watkins SC,
Muthuswamy R, Kalinski P, Okada H. Effective
immunotherapy against murine gliomas using type 1
polarizing dendritic cells--significant roles of CXCL10.
Cancer Res. 2009; 69:1587–1595.
30. Hermel DJ, Ott P. Combining forces: the promise and peril of
synergistic immune checkpoint blockade and targeted therapy
in metastatic melanoma. Cancer Metastasis Rev. 2017; 36:51.
31. D’Angelo SP, Larkin J, Sosman JA, Lebbe C, Brady B,
Neyns B, Schmidt H, Hassel JC, Hodi FS, Lorigan P,
Savage KJ, Miller WH Jr, Mohr P, et al. Efficacy and Safety
of Nivolumab Alone or in Combination With Ipilimumab
in Patients With Mucosal Melanoma: A Pooled Analysis. J
Clin Oncol. 2017; 35:226–235.
32. Hodi FS, Chesney J, Pavlick AC, Robert C, Grossmann KF,
McDermott DF, Linette GP, Meyer N, Giguere JK,
Agarwala SS, Shaheen M, Ernstoff MS, Minor DR, et al.
Combined nivolumab and ipilimumab versus ipilimumab
alone in patients with advanced melanoma: 2-year overall
survival outcomes in a multicentre, randomised, controlled,
phase 2 trial. Lancet Oncol. 2016; 17:1558–1568.

www.impactjournals.com/oncotarget

34. Kim EK, Seo HS, Chae MJ, Jeon IS, Song BY, Park YJ,
Ahn HM, Yun CO, Kang CY. Enhanced antitumor
immunotherapeutic effect of B-cell-based vaccine
transduced with modified adenoviral vector containing type
35 fiber structures. Gene Ther. 2014; 21:106–114.
35. Maru SV, Holloway KA, Flynn G, Lancashire CL,
Loughlin AJ, Male DK, Romero IA. Chemokine production
and chemokine receptor expression by human glioma
cells: role of CXCL10 in tumour cell proliferation. J
Neuroimmunol. 2008; 199:35–45.
36. Feldman ED, Weinreich DM, Carroll NM, Burness ML,
Feldman AL, Turner E, Xu H, Alexander HR Jr.
Interferon gamma-inducible protein 10 selectively inhibits
proliferation and induces apoptosis in endothelial cells. Ann
Surg Oncol. 2006; 13:125–133.
37. Lo BK, Yu M, Zloty D, Cowan B, Shapiro J, McElwee KJ.
CXCR3/ligands are significantly involved in the
tumorigenesis of basal cell carcinomas. Am J Pathol. 2010;
176:2435–2446.
38. Jiang Z, Xu Y, Cai S. CXCL10 expression and prognostic
significance in stage II and III colorectal cancer. Mol Biol
Rep. 2010; 37:3029–3036.
39. Sui Y, Stehno-Bittel L, Li S, Loganathan R, Dhillon NK,
Pinson D, Nath A, Kolson D, Narayan O, Buch S. CXCL10induced cell death in neurons: role of calcium dysregulation.
Eur J Neurosci. 2006; 23:957–964.
40. Armah HB, Wilson NO, Sarfo BY, Powell MD, Bond VC,
Anderson W, Adjei AA, Gyasi RK, Tettey Y, Wiredu EK,
Tongren JE, Udhayakumar V, Stiles JK. Cerebrospinal
fluid and serum biomarkers of cerebral malaria mortality in
Ghanaian children. Malar J. 2007; 6:147.
41. Jain V, Armah HB, Tongren JE, Ned RM, Wilson NO,
Crawford S, Joel PK, Singh MP, Nagpal AC, Dash AP,
Udhayakumar V, Singh N, Stiles JK. Plasma IP-10,
apoptotic and angiogenic factors associated with fatal
cerebral malaria in India. Malar J. 2008; 7:83.
42. Sato E, Fujimoto J, Tamaya T. Expression of interferongamma-inducible protein 10 related to angiogenesis in
uterine endometrial cancers. Oncology. 2007; 73:246–251.
43. Aronica SM, Raiber L, Hanzly M, Kisela C. Antitumor/
antiestrogenic effect of the chemokine interferon inducible
protein 10 (IP-10) involves suppression of VEGF
expression in mammary tissue. J Interferon Cytokine Res.
2009; 29:83–92.
44. Enderlin M, Kleinmann EV, Struyf S, Buracchi C,
Vecchi A, Kinscherf R, Kiessling F, Paschek S, Sozzani S,
Rommelaere J, Cornelis JJ, Van Damme J, Dinsart C. TNFalpha and the IFN-gamma-inducible protein 10 (IP-10/

56294

Oncotarget

CXCL-10) delivered by parvoviral vectors act in synergy
to induce antitumor effects in mouse glioblastoma. Cancer
Gene Ther. 2009; 16:149–160.

51. Wei YQ, Zhao X, Kariya Y, Fukata H, Teshigawara K,
Uchida A. Induction of apoptosis by quercetin: involvement
of heat shock protein. Cancer Res. 1994; 54:4952–4957.

45. Wang X, Zhang FC, Zhao HY, Lu XL, Sun Y, Xiong ZY,
Jiang XB. Human IP10-scFv and DC-induced CTL
synergistically inhibit the growth of glioma in a xenograft
model. Tumour Biol. 2014; 35:7781–7791.

52. Zhao JM, Wen YJ, Li Q, Wang YS, Wu HB, Xu JR,
Chen XC, Wu Y, Fan LY, Yang HS, Liu T, Ding ZY, Du XB,
et al. A promising cancer gene therapy agent based on the
matrix protein of vesicular stomatitis virus. FASEB J. 2008;
22:4272–4280.

46. Krathwohl MD, Anderson JL. Chemokine CXCL10 (IP10) is sufficient to trigger an immune response to injected
antigens in a mouse model. Vaccine. 2006; 24:2987–2993.

53. Takeda K, Yamaguchi N, Akiba H, Kojima Y, Hayakawa Y,
Tanner JE, Sayers TJ, Seki N, Okumura K, Yagita H, Smyth
MJ. Induction of tumor-specific T cell immunity by antiDR5 antibody therapy. J Exp Med. 2004; 199:437–448.

47. Hong CY, Lee HJ, Kim HJ, Lee JJ. The lymphoid
chemokine CCL21 enhances the cytotoxic T lymphocyteinducing functions of dendritic cells. Scand J Immunol.
2014; 79:173–180.

54. Hoffmann J, Schirner M, Menrad A, Schneider MR. A
highly sensitive model for quantification of in vivo tumor
angiogenesis induced by alginate-encapsulated tumor cells.
Cancer Res. 1997; 57:3847–3851.

48. Saudemont A, Jouy N, Hetuin D, Quesnel B. NK cells that
are activated by CXCL10 can kill dormant tumor cells
that resist CTL-mediated lysis and can express B7-H1 that
stimulates T cells. Blood. 2005; 105:2428–2435.

55. Wild R, Ramakrishnan S, Sedgewick J, Griffioen AW.
Quantitative assessment of angiogenesis and tumor vessel
architecture by computer-assisted digital image analysis:
effects of VEGF-toxin conjugate on tumor microvessel
density. Microvasc Res. 2000; 59:368–376.

49. Furihata T, Hosokawa M, Satoh T, Chiba K. Synergistic role
of specificity proteins and upstream stimulatory factor 1 in
transactivation of the mouse carboxylesterase 2/microsomal
acylcarnitine hydrolase gene promoter. Biochem J. 2004;
384:101–110.

56. O’Reilly MS, Boehm T, Shing Y, Fukai N, Vasios G,
Lane WS, Flynn E, Birkhead JR, Olsen BR, Folkman J.
Endostatin: an endogenous inhibitor of angiogenesis and
tumor growth. Cell. 1997; 88:277–285.

50. Baluchamy S, Ravichandran P, Periyakaruppan A,
Ramesh V, Hall JC, Zhang Y, Jejelowo O, Gridley DS,
Wu H, Ramesh GT. Induction of cell death through
alteration of oxidants and antioxidants in lung epithelial
cells exposed to high energy protons. J Biol Chem. 2010;
285:24769–24774.

www.impactjournals.com/oncotarget

56295

Oncotarget

