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ABSTRACT:
The key role of the Wnt/β-catenin signaling in colorectal cancer (CRC) insurgence
and progression is now recognized and several therapeutic strategies targeting this
pathway are currently in developing. Wnt/β-catenin signaling not only dominates
the early stages of sporadic colorectal cancer (SCC), but could also represent the
connection between inflammatory bowel diseases (IBD) and increased risk of
developing SCC. The knowledge on the sequential molecular events of Wnt-signaling
cascade in IBD and during colorectal carcinogenesis, might provide new diagnostic/
prognostic markers and could be helpful for optimizing the treatment protocols,
thus improving the efficacy of Wnt-targeting therapies. We performed a comparative
evaluation of the expression of some crucial molecules participating to Wnt signaling
in an animal model of chemically-induced CRC and in human tissues obtained from
patients suffering from IBD or at sequential stages of SCC. Specifically, we analyzed
upstream events of Wnt signaling including β-catenin nuclear translocation and
loss of E-cadherin and APC functions, and downstream events including c-Myc and
Cyclin-D1 expression. We demonstrated that these crucial components of the Wnt/βcatenin pathway, when evaluated by immunohistochemistry using a multiparametric
approach that includes the analyses of both expression and localization, could be
potent markers for diagnosis, prevention and therapy in IBD and SCC, also possessing
a predictive value for responsiveness to Wnt-targeting therapies. Furthermore, we
showed that the animal model of chemically-induced CRC mimics the molecular events
of Wnt signaling during IBD and SCC development in humans and may therefore be
suitable for testing chemopreventive or therapeutic drugs targeting this pathway.

INTRODUCTION

associated morbidity and mortality. Liver metastases
occur in 35–50% of patients [2], and once they have
developed, the prognosis is poor, with an expected
median survival time of 6–9 months for untreated disease
[3]. Although there have been advances in radiotherapy,
chemotherapy, and immunotherapy, surgical excision

Colorectal cancer (CRC) is the second leading
cause of cancer-related deaths in the developed countries
[1], where it has a leading position in malignant cancerwww.impactjournals.com/oncotarget
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of the localized disease is currently the only means
of improving survival in these patients [4-6]. Even if
the addition of new chemotherapeutic agents such as
Irinotecan and Oxaliplatin to standard 5-Fluorouracilbased chemotherapy improved the survival of patients
with metastatic CRC to about 20 months [7-10], the CRCderived metastatic disease, and particularly peritoneal
carcinomatosis, is basically considered by oncologists
a terminal condition for which systemic chemotherapy
results almost inefficient. The lack of effective and
well-tolerated treatments for advanced CRC highlights
the need for innovative approaches for diagnosis,
prognosis and therapy for colorectal cancer. Furthermore,
chemoprevention is an attractive emerging option to
reduce CRC mortality and researches aiming to develop
natural or synthetic chemopreventive agents are giving
promising results [11].
In the last years, great attention has been given to
the so called biological therapy, including innovative
therapies employing cells, monoclonal antibodies or
specific inhibitors of important steps of cell proliferation
and transformation. These therapies are based on the
knowledge of molecular pathways involved during
cancer development and on the discovery of new specific
molecular targets. Drugs directly acting on components of
the signaling pathways implicated in tumorigenesis have
exhibited clinical benefit in patients with various tumor
types, including CRC [12-14].
Therefore, deepening of knowledge on the
molecular pathways actively involved in CRC insurgence
and progression could potentially provide new targets
for drug delivery and therapy, allowing to overcome the
poor response to the current therapeutic strategies. Crucial
molecules of these signaling should be also validate as
new CRC-related biomarkers for the improvement of
the current diagnostic/prognostic tools. Moreover, it
is recognized that CRC represents a complication of
inflammatory bowel diseases (IBD) and patients with
long-standing IBD have an increased risk of developing
CRC. Many of the molecular alterations responsible for
sporadic colorectal cancer (SCC) also seem to play a role
in colitis-associated colon carcinogenesis [15]. Thus,
knowledge of signaling pathways activated in IBD could
also be crucial for the identification of new biomarkers
useful for preventive targeted therapy and for the early
detection of CRC in patients suffering for Chron’s disease
or ulcerative rectocolitis.
In this context, the possibility to induce colon
tumors in animals provides the opportunity to study
various aspects of the carcinogenetic process, including
detailed information on the subsequent events leading to
the formation of neoplastic lesions. In particular, animal
models of CRC could be useful to analyze the expression
of novel markers of tumor development during colorectal
cancer insurgence, progression and metastases and to
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identify possible targets for new chemopreventive and/or
therapeutic drugs.
In the last decade, numerous studies demonstrated
the key role of deregulation or constitutive activation
of the Wnt pathway in the initiation and progression of
different forms of human cancer, including CRC [16-18].
Hence, several molecular components in the Wnt signaling
have been proposed as novel targets for cancer therapy
[17,19, 20]. In non-transformed cells, β-catenin, the most
important mediators of the Wnt signaling [17, 19], exists
in a cadherin-bound form that regulates cell-cell adhesion,
and the β-catenin excess, not segregated by E-cadherin on
the cell membrane, is rapidly phosphorylated by glycogen
synthetase kinase-3β (GSK-3β) in the adenomatous
polyposis coli (APC)/axin/GSK-3β destruction complex
and is subsequently degraded by the ubiquitin-proteosome
pathway. In tumor cells, Wnt signaling causes, by
inactivating the APC/axin/GSK-3β complex, ß-catenin
accumulation in the cytosol and its translocation into
the nucleus. Nuclear β-catenin acts as a co‑activator
for TCF/LEF-mediated transcription and ultimately
modulates cell proliferation, survival and differentiation.
Inactivating mutations of APC or stabilizing mutations of
β-catenin, leading to constitutive activation of the Wnt/βcatenin pathway, have been recovered in various cancers,
including CRC [16, 17, 21]. It has been recently reported
that Wnt-pathway activation not only dominates the early
stages of sporadic CRC, but is also involved in IBDassociated carcinogenesis [22]. Drugs used in the clinical
practice for IBD treatment, such as the aminosalicylate
mesalazine (5-ASA), has been reported to act by inhibiting
the Wnt/β-catenin pathway activity [23], and 5-ASA
has been suggested as a chemopreventive in sporadic
colorectal neoplasia via ß-catenin signaling [24].
In this study we analyzed, by immunohistochemistry,
the expression of some crucial molecules involved in the
signal transmission initiated by Wnt ligands, in colorectal
inflammatory disease and during the CRC carcinogenetic
process. Specifically, we analyzed upstream events of Wnt
signaling including β-catenin nuclear translocation and
loss of E-cadherin and APC functions, and downstream
events including c-Myc and Cyclin-D1 nuclear expression.
We performed a comparative evaluation of these molecules
in an animal model of chemically-induced CRC and in
human tissues obtained from patients suffering from IBD
or at sequential stages of SCC, from low grade dysplasia to
advanced carcinoma. The animal model used in this study
consisted in syngenic immunocompetent BDIX rats, set
up in our laboratory, in which colorectal adenocarcinoma
was chemically induced by 1,2-dimethylhydrazine (DMH)
administration. The DMH rodent models are widely used
to study chemically-induced colon cancer [25, 26], and
provide a useful preclinical model for studying early
carcinogenesis and sporadic cancer development. The
main purposes of the study were: i) To validate the animal
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model as a preclinical model of colorectal cancer that
mimics the molecular events of Wnt signaling during IBD
and SCC carcinogenesis in humans and that may therefore
be useful for testing chemopreventive or therapeutic
drugs targeting this pathway; ii) to assess the diagnostic
and predictive values, in terms of responsiveness to
Wnt-targeting therapies, of the Wnt/β-catenin signaling
components, using a multiparametric approach.

defined the timing of the sequential steps during cancer
insurgence and progression in rats. Results are resumed in
Figure 1. Starting from the 6th week after the first DMHadministration, IBD-like morphological modifications
were recovered, with crypt architectural distortion,
inflammatory infiltrations in the lamina propria and basal
plasmacytosis (Figure 1, step1). The areas of colonic
mucosa exhibiting these IBD-like alterations became
more represented with the on-going of time, up to the
14th week. Starting from the 16th week, rat tissue showed
histological features of dysplastic colorectal epithelium,
with hyperchromatic, crowded and elongated nuclei
confined to the basal half of the epithelial cells, and sparse
goblet mucinous cells, similarly to the LD recovered in
human tissues (Figure 1, step2). Starting from the 18th
weeks, histological features of HD were prominent,
with colon epithelial cells showing stratified, enlarged,
pleomorphic and hyperchromatic nuclei, with cytoplasmic
mucin vacuoles inconspicuous and almost absent (Figure

RESULTS
Histological validation of the DMH rat model
We preliminary assessed whether our experimental
model of DMH-induced colon carcinogenesis in BDIX rats
mimicked the histopatological lesion of IBD, dysplasia
and sporadic colorectal cancer recovered in humans, and

Figure 1: Histology of colonic mucosa in rat model of DMH-induced colorectal cancer. Resuming scheme reporting the

histology of normal mucosa (NM), IBD, dysplasia and colorectal cancer and the timing of the sequential steps during DMH-induced
colon carcinogenesis in BDIX rats, compared with human tissues. Sections from rat colon resected from the 6th to the 30th week after the
first DMH administration were subjected to histological examination, and compared to human specimens diagnosed as IBD, low grade
dysplasia (LD), high grade dysplasia (HD), in situ carcinoma (IS) or advanced carcinoma (K). Colon from untreated animals or normal
colon biopsy specimens were used as reference for normal mucosa (NM) morphology.
www.impactjournals.com/oncotarget

980

Oncotarget

1, step3). Colorectal tissues explanted from rats after 2224 weeks from the first DMH-administration, showed
histopathological characteristics of well differentiated and
moderately differentiated adenocarcinoma, with glandular
structures present in more than 50% of total tissue,
and submucosal invasion confined to lamina propria,
similarly to human IS (Figure 1, step4 ). Starting from
the 24th week, IS areas were mixed with areas exhibiting
histological features of K, with poorly differentiated
and undifferentiated morphology, with rare glandular
structures (less than 50% of total tissue) and submucosal
invasion through the muscularis mucosa (Figure 1, step5).

sequential stages of sporadic colorectal cancer, for the
expression of the Wnt pathway components reported
in the scheme of Figure 2. Specifically we analyzed the
onco-protein ß-catenin, the epithelial differentiation
marker E-cadherin, the tumor suppressor APC, and the
two onco-proteins c-Myc and Cyclin-D1, which upregulations are ß-catenin/LEF1-dependent and drive cell
proliferation. Since the subcellular localization of a protein
can provide important clues on its function (Figure 2), for
each molecules we performed a quantitative analysis not
only of the expression (total) but also of the intracellular
distribution (nuclear and/or membranous), following the
criteria reported in Materials and Methods and Table 1.
Colorectal tissues from untreated rats or healthy patients
were used as reference of the expression and distribution
of the molecules examined in normal mucosa. For the
quantitative analyses, mean score values and significance
(P by the Student’s t test) for each carcinogenetic
stage vs NM and vs the previous stage are reported in
Supplementary Table S2.

Comparative analysis in humans and rats of Wnt/
β-catenin components
Colorectal tissues explanted from rats and classified
in the different histopathological groups (IBD, LD,
HD, IS and K) were compared with human tissues,
obtained from patients suffering from IBD and at the

Figure 2: Resuming scheme of the Wnt pathway components and carcinogenetic stages analyzed in this study. For each
molecular components, the function in Wnt signaling (left column), the expression pattern in normal mucosa in absence of Wnt signaling
(second column) and the modification indicative of Wnt signaling activation (third column), are reported.
www.impactjournals.com/oncotarget
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Table 1: Resuming table of the criteria used for quantifying immunohistochemical
staining and arbitrary score values assigned.
Biomarker expression
Intensity vs CtrII Step
Score Value assigned
- /± (same as the background or few higher than the background) 1
+ (higher than the background)
10
++ (much higher than the background)
20
Biomarker subcellular localization
% of positive cells
Score Value assigned
< or near 10%
5
>10% and <50%
10
>50%
20

β-catenin during carcinogenesis

staining was also observed in numerous cells. Specifically,
2 human LD tissues were negative for nuclear β-catenin
while the remaining 3 showed nuclear positivity in 1050% of cells (2 out of 3 samples) or in more than 50% of
cells (1 out of 3 sample). In rat LD tissues, a quite similar
result was obtained, with nuclear positivity observed in
10-50% of cells (2 out of 5 samples) or in more than 50%
of cells (3 out of 5 samples). In all samples of HD from
humans and rats, β-catenin staining localized mainly in

In all samples of normal mucosa from humans and
rats, β-catenin staining localized at the cell membrane,
while cytoplasmic and nuclear staining was generally
absent (Figure 3). In human and rat LD, membranous
β-catenin was still present in the majority of colonic
epithelial cells but β-catenin cytoplasmic and nuclear

Figure 3: Comparative analysis of β-catenin expression and subcellular localization during the colorectal carcinogenesis
in humans and rats. Left panels: Immunohistochemical analysis of colorectal tissues explanted from rats and classified in the different
histopathological groups (LD, HD, IS and K), compared with human tissues obtained from patients at the sequential stages of SCC from low
grade dysplasia (LD) to invasive adenocarcinoma (K); for each representative image, a detail at higher magnification of colonic epithelial
cells is shown on the right inset. Original magnification (OM): 20x, inset: 40x. Right panels: quantitative analyses of the expression and
localization (nuclear and membranous), estimated as percentage of samples in which positive cells were less than 10% (negative or weakly
positive), from 10 to 50%, and more than 50% of the cells constituting the epithelial mucosa (top bar graphs), and as trend vs normal
mucosa (NM), reported as Fold vs NM, calculated as described in Materials and Methods (bottom bar graphs).
www.impactjournals.com/oncotarget
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the nucleus (more than 50% of colonic epithelial cells),
and less in the cytoplasm, and membranous β-catenin was
negative or weakly positive (less that 10% of positive
cells). In human and rat IS tissues, nuclear β-catenin is
still present in the majority of cells of all samples (Figure

3, upper bar graphs), but membranous β-catenin staining
was also observed in 1 out of 5 samples, that exhibited
10-50% of positive cells. Finally, in advanced carcinoma
from humans, membranous β-catenin was predominant
vs nuclear β-catenin, that was observed only in 1 out of

Figure 4: Comparative analysis of E-Cadherin (A) and APC (B) expression and subcellular localization during the
colorectal carcinogenesis in humans and rats. Left panels: Immunohistochemical analysis of colorectal rat tissues classified in
the different histopathological groups (LD, HD, IS and K), compared with human tissues obtained from patients at the sequential stages
of SCC from low grade dysplasia (LD) to invasive adenocarcinoma (K). OM: 20x, inset: 40x. Right panels: quantitative analyses of the
expression and localization (total and nuclear), estimated as percentage of samples in which positive cells were less than 10% (negative
or weakly positive), from 10 to 50%, and more than 50% of the cells constituting the epithelial mucosa (top bar graphs), and as trend vs
normal mucosa (NM), reported as Fold vs NM (bottom bar graphs).
www.impactjournals.com/oncotarget
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5 samples, with 10-50% of positive nuclei. β-catenin
localization at the cell membrane was also observed in the
100% of the rat tissues histologically classified as K, but,
differently from humans, in rats all 5 samples also showed
nuclear and cytoplasmic staining.
The trend of expression and distribution of β-catenin

during the carcinogenentic process vs NM, quantified by
assigning a score for each pattern of staining intensity
and subcellular localization (Supplementary Table S2
and Supplementary Figure S1), was reported in Figure
3 as Fold vs NM. Despite the few differences observed
in the advanced carcinoma, a similar trend of β-catenin

Figure 5: Comparative analysis of c-Myc (A) and Cyclin-D1 (B) expression and subcellular localization during the
colorectal carcinogenesis in humans and rats. Left panels: Immunohistochemical analysis of colorectal rat tissues classified in
the different histopathological groups (LD, HD, IS and K), compared with human tissues obtained from patients at the sequential stages
of SCC from low grade dysplasia (LD) to invasive adenocarcinoma (K). OM: 20x, inset: 40x. Right panels: quantitative analysis of the
expression and localization (total and nuclear), estimated as percentage of samples in which positive cells were less than 10% (negative or
weakly positive), from 10 to 50%, and more than 50% of the cells constituting the epithelial mucosa (top bar graphs), and as trend vs normal
mucosa (NM), reported as Fold vs NM (bottom bar graphs).
www.impactjournals.com/oncotarget
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Figure 6: Comparative analysis of expression and subcellular localization of β-catenin and E-cadherin (A), c-Myc and
Cyclin-D1 (B) and of APC (C) in IBD from humans and rats. In each panel: representative images of the immunohistochemical
analysis performed in human and rat IBD are shown; for each representative image, a detail at higher magnification of colonic epithelial
cells is shown on the right inset; OM: 20x, inset: 40x. Bar graphs report the quantitative analyses of the expression and localization of each
biomarker, estimated as percentage of samples in which positive cells were less than 10% (negative or weakly positive), from 10 to 50%,
and more than 50% of the cells constituting the epithelial mucosa (top bar graphs), and as trend vs normal mucosa (NM), reported as Fold
vs NM (bottom bar graphs).
www.impactjournals.com/oncotarget
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expression was recorded in human and rat samples.
Specifically, from LD to IS, nuclear β-catenin was upregulated vs NM (Figure 3, red bars in the graphs) while
membranous β-catenin was significantly down-regulated
vs NM (Figure 3, green bars the in graphs), reaching the
maxima values of up- and down-regulation, respectively,
in HD lesions. In human K, β-catenin exhibited a pattern
of intracellular distribution near to NM.

was almost completely lost. Interestingly, in advanced
carcinoma, 100% of human and rat samples showed
E-cadherin expressed in 10-50% of colonic epithelial cells,
mainly located at the cell-cell junctions (Figure 4A).
Although minor differences, in human and rat
samples E-cadherin showed a similar trend of expression
and localization from LD to K vs normal mucosa (Figure
4A and Supplementary Figure S1B). In particular,
membranous E-cadherin, from LD to IS, was gradually
down-regulated vs NM (Figure 4A, green bars in the
graphs), reaching a minimum value between HD and
IS lesions, while in K it tends to recover a pattern of
expression similar to NM.

E-cadherin during carcinogenesis
In normal mucosae from humans and rats, total
E-cadherin was conspicuously expressed and localized
almost exclusively at the cell membrane (Figure 4A). In
human LD, membranous E-cadherin was still present in
all samples analyzed but the number of positive cells was
slightly lower than in NM (10-50% of positive cells in 3
out of 5 samples; more than 50% of positive cells in 2 out
of 5 samples). In rat LD, E-cadherin was still expressed
in the majority of colonic epithelial cells but 2 out of 3
samples showed less than 10% of positivity located on
cell membrane (Figure 4A). Between HD and IS stages,
E-cadherin expression was consistently reduced in both
human and rat, and in IS lesions membranous E-cadherin

APC during carcinogenesis
In all normal mucosae from humans and rats, total
APC was expressed in the 10-50% of colonic epithelial
cells and localized in the nucleus as well as in the
cytoplasm (Figure 4B). In human and rat LD, the number
of APC positive cells increased (more than 50% of positive
cells), but the augmented expression was mainly observed
in the cytoplasm, since the number of cells exhibiting
nuclear positivity was unmodified as compared to NM. In

Figure 7: Resuming scheme of the multiparametric analysis performed on human tissues from IBD to K stages.

We combined the quantitative results (Supplementary Table S2) in a multiparametric panel including both expression and subcellular
localization of all markers analyzed. negative: biomarkers with mean score values ≤ 6; positive: biomarkers with mean score values
≥10; low-positive: biomarkers with mean score values ˃6 and ˂10. Molecular changes that could be considered crucial for staging and
responsiveness to Wnt-targeting drugs are indicated on the bottom. Hypothetical prediction of responsiveness to Wnt-targeting therapies
is indicated on the top.
www.impactjournals.com/oncotarget
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HD lesions, only 2 out of 5 samples, from humans, and 4
out of 5 samples, from rats, exhibited APC in the nucleus
(10-50% of positive nuclei), and in IS and K nuclear APC
was almost completely negative or weakly positive in all
samples examined.
As also reported for β-catenin and E-cadherin,
in tissues from humans and rats, APC showed a similar
trend of expression and localization from LD to K vs NM
(Figure 4B and Supplementary Figure S1C). In particular,
in LD, total APC was up-regulated vs NM (Figure 4B,
red bars in the graphs), but, from LD to K, was gradually
down-regulated, reaching minimum values between IS and
K lesions. Concomitantly, from HD stage, APC nuclear
localization decreased and at IS and K stages was almost
completely negative.

classified as IBD), and in human specimens from patients
suffering from IBD (Chron’s disease or ulcerative
rectocolitis).
In human and rat IBD tissues, membranous
β-catenin was present in the majority of colonic epithelial
cells, similarly to what observed in NM, while nuclear
β-catenin was slightly up-regulated vs NM, with positive
nuclei observed in 10-50% of colonic epithelial cells
(Figure 6A and Supplementary Figure S1A). Conversely,
E-cadherin expression and subcellular localization were
virtually unmodified in IBD as compared to NM, even if in
rat samples the percentage of cells exhibiting E-cadherin
located at the cell membrane was lower than in NM
(Figure 6A and Supplementary Figure S1B).
In IBD samples from humans and rats, APC
exhibited nuclear localization in 10-50% of cells, as also
observed in NM, but was up-regulated in total expression
vs NM (2-fold and 1.8-fold in human and rat, respectively)
(Figure 6C and Supplementary Figure S1C).
c-Myc expression and nuclear localization were
significantly up-regulated in IBD vs NM from humans
and rats (Figure 6B and Supplementary Figure S1D),
even if with minor differences. Specifically, in human
IBD total c-Myc was 14-fold higher vs NM, while in
rats this increment was only of 3.6-fold. Conversely, in
human IBD, Cyclin-D1 was not significantly modified
vs NM (P ˃ 0.05, Supplementary Table S2), although
of a weak increment of total expression was recorded,
and it was virtually absent in cell nuclei (Figure 6B and
Supplementary Figure S1E). Indeed, in rat IBD tissues
Cyclin-D1 resulted dramatically up-regulated vs NM (10fold for total expression), and in all samples analyzed this
onco-protein localized in the nucleus of 10-50% of colonic
epithelial cells (4 out of 5 samples) or in more than 50% of
cells (1 sample) (Figure 6B).

c-Myc and Cyclin-D1 during carcinogenesis
In normal mucosae from humans and rats, total
c-Myc and Cyclin-D1 were virtually absent (less than 10%
of positive cells), with nuclei almost completely negative
except for few c-Myc+ cells located at the basal portion
of the crypts, where proliferative progenitors of colonic
epithelial cells reside. In all samples of LD and HD from
humans more that 50% of cells were c-Myc+ (Figure 5A),
that localized mainly in the nucleus, while Cyclin-D1 was
virtually not expressed (Figure 5B). In humans, nuclear
positivity for c-Myc persisted in IS lesions, but 4 out of
5 samples also exhibited 10-50% of Cyclin-D1+ cells. In
K, c-Myc was expressed only in 1 out of 5 samples, with
nuclei virtually negative (Figure 5A), while Cyclin-D1
was expressed in all samples analyzed and exhibited
nuclear localization in the majority of cells (Figure 5B).
Although minor differences, in human and rat
samples c-Myc and Cyclin-D1 showed similar trends of
expression and localization from LD to K vs NM (Figure
5 and Supplementary Figure S1D and E). In detail, c-Myc
was dramatically up-regulated in LD vs NM (Figure 5A,
red bars in the graphs), but, from LD to K, was gradually
down-regulated even if it retained the nuclear localization,
reaching a minimum value in K lesions. Concomitantly,
Cyclin-D1, that was negative in low and high grade
dysplastic lesions, was up-regulated in neoplastic lesions
(IS and, even more, in K) vs NM, with a maximum value
in advanced carcinoma (Figure 5B, red bars in the graphs).

Multiparametric analysis of Wnt signaling
components in IBD and during carcinogenesis
We finally combined the quantitative results
obtained on human samples from IBD to K stages
(Supplementary Table S2 and Supplementary Figure S1),
in a multiparametric panel including both expression and
subcellular localization of all markers analyzed (Figure
7). Using the criteria reported in Materials and Methods,
we defined as negative the biomarkers with mean score
values ≤ 6, positive those with mean score values ≥10
and low-positive the biomarkers that had mean scores
from ˃6 and ˂10. As resumed in Figure 7, using this
multiparametric approach each histopathological group
(IBD, LD, HD, IS and K) resulted associated with a
distinctive molecular pattern of expression and subcellular
localization of β-catenin, E-cadherin, APC, c-Myc and
Cyclin-D1. In general, upstream events of Wnt signaling,
such as β-catenin nuclear translocation, were already

Expression of β-catenin, E-cadherin, APC, c-Myc
and Cyclin-D1 in IBD
Owing the role recently ascribed to Wnt-pathway
activation in IBD-associated carcinogenesis [22],
we finally examined the expression and subcellular
localization of β-catenin, E-cadherin, APC, c-Myc and
Cyclin-D1, in rat colonic mucosae resected at the 6th-8th
weeks after the first DMH administration (histologically
www.impactjournals.com/oncotarget
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present in IBD and at the early stage of LD, but in LD
nuclear β-catenin increased from low-positive to positive
as compared to IBD. Going ahead, loss of nuclear APC
characterized the passage from LD to HD while loss of
E-cadherin occurred between HD and IS.
As it concerns events downstream the ß-catenin/
LEF1 interaction, nuclear c-Myc expression was positive
already in IBD and at the early stages of neoplastic
transformation and was lost between IS and K, while
Cyclin-D1 expression characterized the later stages of in
situ and, even more, advanced carcinoma. Upstream and
downstream events of Wnt signaling (Figure 2) seemed
to be wholly activated in the IS stage, while at K stage
the molecular pattern resembled to normal mucosa except
for the high positivity for Cyclin-D1 and the absence of
nuclear APC.

In this study, we focused our analyses on
ß-catenin, E-cadherin, APC, c-Myc and Cyclin-D1,
which expressions and subcellular localizations could be
indicative of Wnt signaling activation. Specifically, the
first molecule explored was the onco-protein ß-catenin,
which stabilization and nuclear translocation regulate
the TCF/LEF-mediated transcription of Wnt pathway
target genes [16-20]. Thus, ß-catenin decrease at the
cell membrane and its nuclear import have been used as
main indicators of Wnt pathway activation. The second
molecules analyzed was the epithelial differentiation
marker E-cadherin. Due to the tight interaction of
β-catenin with E-cadherin at the cell-cell junction,
activation of Wnt signaling has also been related to
dysregulation of cadherin expression, which is often
associated with dysplasia, tumor formation, and metastasis
[29, 30]. This causal relationship between E-cadherin and
Wnt signaling makes E-cadherin an additional molecular
marker that we took into account in the setting up of our
analyses. The third molecule that we analyzed was the
onco-suppressor APC that, besides its function at the
destruction complex, in the nucleus has a crucial role
in blocking the transcriptional activity of β-catenin and
in participating to the β-catenin nuclear export toward
the cytoplasm either for degradation or for assembly
at adherent junctions [31, 32]. For this reason, in our
analyses APC nuclear localization was considered as an
indicator of APC functionality and was evaluated together
with total APC expression. Finally, total expression and
nuclear localization of the onco-proteins c-Myc and
Cyclin-D1, which up-regulations are ß-catenin/LEF1dependent, have been analyzed as additional biomarkers
indicative of downstream events of Wnt signaling.
The first result that we obtained in this study was the
validation of our pre-clinical model of CRC. As in other
DMH-induced rodent model, in our rat model of colorectal
cancer, carcinogenesis develops through a multistep
process similar to human colon carcinogenesis (Figure
1). In this pre-clinical model we determined the timing
of the sequential steps of the carcinogenetic process,
from IBD (6th week after the first DMH administration)
to LD, HD, IS and K (from 16th, 18th, 22nd and 24th week,
respectively). Moreover, the comparative evaluation of
ß-catenin, E-cadherin, APC, c-Myc and Cyclin-D1 in rat
and in human, demonstrated that our preclinical model,
although minor differences, mimics the molecular events
of Wnt signaling during IBD and SCC carcinogenesis
in humans. Indeed, we recorded, already in IBD and in
early stages of neoplastic transformation (LD and HD),
changes in the expression and tissue distribution of these
molecules, indicative of Wnt/ß-catenin pathway activation,
while Cyclin-D1 was modified at later stages, in IS and,
even more, in K. Indeed, the Wnt/ß-catenin pathway
have an active role from IBD to IS, with upstream and
downstream events of Wnt signaling wholly activated at
the IS stage, while in advanced carcinoma the role of this

DISCUSSION
Nowadays, each existing biomarker used or
proposed for CRC early diagnosis, staging and prognosis
alone is poorly specific and the absolute positive and
negative serological and/or immunohistochemical
markers are still lacking. The more promising approach
for developing more specific diagnostic/prognostic tools
might be to combine several positive or negative indicators
in multiparametric platforms, that allow simultaneous
detection of multiple serological or immunohistochemical
markers for CRC. Moreover, since target-specific cancer
therapy has remarkably improved the outcomes of patients
and represents the frontline approach for cancer treatment,
the development of such multiparametric platforms would
also represent high-performance technological tools
useful for designing personalized therapies, adapted to the
aggressiveness of each individual tumor.
In the last years the researches on the molecular
mechanisms driving the Wnt/β-catenin signaling pathway
are in increasing and conspicuous funds are invested by
several pharmaceutical and biotech companies for the
development of innovative antitumor drugs targeting
its molecular components [26]. Indeed, Wnt/β-catenin
pathway activation not only is involved in colorectal
cancer development but also seems to be a common event
to IBD and early stages of colon carcinogenesis [22], and
deregulation or constitutive activation of this pathway
could represent the connection between colonic chronic
inflammation and increased risk of developing SCC.
Thus, drugs targeting this pathway could be also useful
for developing chemopreventive strategies against CRC
[17, 19, 20, 27, 28].
In this context, knowledge on the sequential
molecular events of Wnt-signaling cascade in IBD and
during colon carcinogenesis, in addition to providing
new diagnostic/prognostic markers, could be helpful
for optimizing the treatment protocol and improve the
therapeutic efficacy of these drugs.
www.impactjournals.com/oncotarget
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pathway seems to overshadow, as indicated by the absence
on nuclear ß-catenin.
The most important and innovative result concerns
the design of a multiparametric panel obtained by
combining both expression and subcellular localization
of all molecules analyzed (Figure 7). By assigning an
arbitrary score to expression level and localization of
each biomarker examined, and defining two cut-off for
classifying negative, positive and low-positive results,
we propose an algorithm that could be useful to the
histopathologists and oncologists for diagnostic and
therapeutic purposes (Figure 7). We obtained evidence
that this multiparametric analysis, when combined with
the histology, not only might allow a more accurate
diagnosis, by discriminating between early and late phase
within each stage, but could also predict response to Wnttargeting chemotherapy (Figure 7). The main therapeutic
approaches that are currently explored in this field,
some of which are under Phase 1/2 clinical investigation
(Supplementary Table S3) [33], imply the use of drugs
targeting molecules participating to upstream events,
such as Wnt ligands [34], Fzd receptors [35], LPR coreceptors [36, 37], Dishevelled [38] and others [27], or
drugs targeting downstream events such as β-catenin/TCF
or β-catenin/CBP interactions [39, 40]. As schematized
in Figure 7, our multiparametric approach suggests that:
i) drugs targeting upstream events could be useful for
chemopreventive strategies and for treatment of patients
suffering for IBD, low and high dysplasia as well as noninvasive carcinoma; ii) drugs targeting downstream events
could be more effective when used for treatment of late
HD and IS; iii) the advanced carcinoma could be not
responsive to drugs targeting upstream events and poor
responsive to drugs targeting downstream events.
In conclusion, we demonstrated that crucial
components of the Wnt/β-catenin pathway, when
evaluated
by
immunohistochemistry
using
a
multiparametric approach that includes the analysis
of both expression and localization, could be potent
markers for diagnosis, prevention and therapy in IBD and
sporadic colorectal cancer, also possessing a predictive
value for responsiveness to Wnt-targeting therapies.
Even if the biomarkers included in this study should be
validated with a larger number of samples to increase the
statistical significance, our results provide the basis for the
development of a multiparametric platform that might be
used to design “specific maps” for CRC early diagnosis
and staging, and that would represent an useful tool for
determining the responsiveness to new drugs targeting
the Wnt signaling. Even if clinically useful agents
that specifically inhibit Wnt signaling cascade are not
currently available, several therapeutic strategies in this
sense are in currently developing and need to be validate
[27, 34-39]. In this context, the model of DMH-induced
carcinogenesis in rats, that mimics the molecular events
of Wnt signaling during IBD and SCC carcinogenesis in
www.impactjournals.com/oncotarget

humans, may be a useful preclinical model for evaluating
the chemopreventive or therapeutic efficacy of these
drugs.

MATERIALS AND METHODS
Animal model of colorectal carcinogenesis and
animal tissue specimens
Inbred male BDIX rats (Charles River, Calco,
Italy), 8 weeks old and weighing 220–250g, were housed
for 7 days, in a pathogen-free animal facility with free
access to water and food in accordance with European
Community guidelines. Experiments were approved by
the local committee on animal experimentation, and were
performed under strict governmental and international
guidelines. Following a 1-week acclimation period,
and after rat anesthetization by inhalation of 1-bromo2-chloro-1,1,1-trifluoroethane (Fluka, Sigma-Aldrich,
St. Louis, MO), carcinogenesis was induced by DMH
administered subcutaneously at the dose of 30mg/kg,
once a week for 5 weeks. Untreated animals (n=5) were
used as control group to obtain normal colonic mucosa.
DMH-treated rats (n=5 animals for each time point) were
sacrificed, by inhalation of an overdose of CO2, once every
two week, starting from the 6th to the 30th week after the
first DMH administration. At autopsy, the entire colon
rectum was excised, flushed with saline, pre-fixed in 10%
buffered formalin for 2h and cut transversally in ringshaped pieces of about 1mm thick. After additional 22h of
formalin fixation, samples were embedded in paraffin in a
routine manner for histological and immunohistochemical
analyses. Sections from each paraffin block of rat or
human tissues were stained with H&E for the histological
examination.

Human specimens
Paraffin-embedded human colon specimens (n=30),
taken for diagnostic purposes or after surgical excision of
localized disease, were collected from pathology archives
and analyzed anonymously in adherence to ethical
standards. In this study we used the following samples:
5 specimens from patients suffering from IBD (Chron’s
disease or ulcerative rectocolitis), 5 from low grade
dysplasia (LD), 5 from high grade dysplasia (HD), 5 from
in situ carcinoma (IS) and 5 from advanced carcinoma (K).
Normal colon biopsy specimens (NM, n=5) were obtained
from patients in whom colonoscopy was performed to
rule out colorectal disease. The diagnosis was based on
histopathological examination of routinely processed
tissue together with clinical and laboratory data. Serial
sections from each sample were subjected to hematoxylineosin (H&E) staining or to immunohistochemical analyses
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as described below.

For the multiparametric analysis of all molecules
analyzed, we defined the following cut-off for negative,
positive and low-positive results, based on the arbitrary
score assigned for each staining pattern of expression and
localization (Table 1):
negative: biomarkers with mean score values ≤ 6,
i.e. the sum of score assigned to −/± intensity (score=1)
plus score assigned to % of positive cells ˂10% (score=5)
positive: biomarkers with mean score values ≥10
low-positive: biomarkers with mean score values ˃6
and ˂10

Histology, immunohistochemical analyses and
scoring
Sections from each paraffin block of rat or human
tissues were stained with H&E for the histological
examination. Based on histological features, each rat
sample, obtained from the control group and from
the DMH-treated group, was classified as normal
mucosa (NM) or included within the different
histopathological groups (IBD, LD, HD, IS and K). For
immunohistochemical analyses, serial sections from rat
or human tissues were collected on SuperFrost® Plus
coated slides (Menzel-gläser, Braunschweig, Germany)
and immuno-stained for ß-catenin, E-cadherin, APC,
c-Myc and Cyclin-D1, using the specific antibodies and
the working dilution reported in Supplementary Table
S1. The specificity of each antibody has been preliminary
assessed by Western blot analysis, taking into account
the production of a single band matched to the proper
molecular weight, as previously reported [41]. Tissue
sections were incubated in 1% BSA for 15min at room
temperature to block non-specific background, and then
incubated overnight with the specific antibodies. Primary
antibody reaction was revealed using the KIT DAKO
Cytomation LSAB 2® System HRP (Liquid DAB) that
employs the streptavidin-biotin complex method. After
peroxidase reaction, sections were counterstained with
hematoxylin. For each specimen examined and on a
section close to that used for immuno-staining, background
controls were performed by omitting the specific primary
antibody (Ctr II step). In all samples from patients and
rats, the quantitative analyses of the expression (total)
and distribution (nuclear and/or membranous) of all
molecules analyzed was performed by evaluating, for each
histopathological group as well as in normal mucosa:
the percentage of samples in which positive cells
were less than 10% (negative or weakly positive), from 10
to 50%, and more than 50% of the cells constituting the
epithelial mucosa;
the staining intensity (for total expression) and the
percentage of positive cells (for nuclear or membranous
localization), as compared to the background control
(Ctr II step), following the criteria reported in Table 1.
For each staining pattern of expression and localization,
a score value was arbitrary assigned (Table 1) and the
mean scores, obtained for each marker from all samples
classified in the same histopathological group (HpG),
were plotted. The trend of expression and intracellular
distribution of the different markers analyzed vs normal
mucosa (NM) has been also reported as fold vs NM,
calculated by the formula:

Statistical analysis
For statistical analysis, groups were compared using
the two-tailed Student’s t test and a P value threshold of <
0.05. Data of the mean scores obtained for each biomarker
were presented as mean ± SD. (*P < 0.05; **P < 0.01;
***P < 0.001)

ACKNOWLEDGMENTS
This work was supported by National Research
Council of Italy, and by the Italian Ministry of Health
(postdoctoral fellowship to NM) and partially by
MIUR (CNR Research Project on Aging, Grant n.
B81J12001510001 to PP). The authors thank Dr. Pasquina
M.C. Tomaiuolo, from the Department of Surgery at the
Catholic University of Rome, for contributing to the
collection of human samples from pathology archives, Dr.
Matilde Paggiolu for scientific secretariat support and Dr.
Pamela Papa for administrative support.

Disclosure of Potential Conflict of Interest
The authors disclose no potential conflicts of
interest.

REFERENCES

Fold vs NM =
www.impactjournals.com/oncotarget

990

1.

Siegel R, Naishadham D and Jemal A. Cancer statistics. CA
Cancer J Clin. 2013; 63(1):11-30.

2.

Finlay IG and McArdle CS. Occult hepatic metastases of
colorectal carcinoma. Br J Surg. 1986; 73(9):732-735.

3.

Bird NC, Mangnall D and Majeed AW. Biology of
colorectal liver metastases: a review. J Surg Oncol. 2006;
94(1):68–80.

4.

Scheele J, Stangl R and Altendorf-Hofmann A. Hepatic
metastases from colorectal carcinoma: Impact of
surgical resection on the natural history. Br J Surg. 1990;
77(11):1241-1246.

5.

Ballantyne GH and Quin J. Surgical treatment of liver
metastases in patients with colorectal cancer. Cancer. 1993;
71(12 suppl):4252-4266.
Oncotarget

6.

7.

8.

9.

Wolmark N, Rockette H, Wickerham DL and Fisher B.
Adjuvant therapy of Dukes’ A, B and C adenocarcinoma
of the colon with portal vein fluoracil hepatic infusion:
Preliminary results of national surgical adjuvant breast and
bowel project protocol C-02. J Clin Oncol. 1990; 8(9):14661475.

catenin signaling pathway as a novel cancer drug target.
Curr. Cancer Drug. Targets. 2004; 4(8):653-671.
20. Anastas JN and Moon RT. WNT signaling pathways as
therapeutic targets in cancer. Nat. Rev. Cancer. 2013;
13(1):11-26.
21. Morin PJ, Sparks AB, Korinek V, Barker N, Clevers H,
Vogelstein, B and Kinzler KW. Activation of -cateninTcf signaling in colon cancer by mutations in -catenin or
APC. Science. 1997; 275(5307):1787–1790.

Douillard JY, Cunningham D, Roth AD, Navarro M, James
RD, Karasek P, Jandik P, Iveson T, Carmichael J, Alakl
M, Gruia G, Awad L and Rougier P. Irinotecan combined
with fluorouracil compared with fluorouracil alone as firstline treatment for metastatic colorectal cancer: a multicentre
randomised trial. Lancet. 2000; 355(9209):1041-1047.

22. Claessen MM, Schipper ME, Oldenburg B, Siersema PD,
Offerhaus GJ and Vleggaar FP. WNT-pathway activation
in IBD-associated colorectal carcinogenesis: potential
biomarkers for colonic surveillance. Cell Oncol. 2010;
32(4):303-310.

Goldberg RM, Sargent DJ, Morton RF, Fuchs CS,
Ramanathan RK, Williamson SK, Findlay BP, Pitot HC and
Alberts SR. A randomized controlled trial of fluorouracil
plus leucovorin, irinotecan, and oxaliplatin combinations
in patients with previously untreated metastatic colorectal
cancer. J Clin Oncol. 2004; 22(1):23-30.

23. Bos CL, Diks SH, Hardwick JC, Walburg KV,
Peppelenbosch MP and Richel DJ. Protein phosphatase
2A is required for mesalazine-dependent inhibition of
Wnt/beta-catenin pathway activity. Carcinogenesis. 2006;
27(12):2371-2382.

Grothey A and Sargent D. Overall survival of patients with
advanced colorectal cancer correlates with availability
of fluorouracil, irinotecan, and oxaliplatin regardless of
whether double or single-agent therapy is used first line. J
Clin Oncol. 2005; 23(36):9441-9442.

24. Munding J, Ziebarth W, Pox CP, Ladigan S, Reiser M,
Hüppe D, Brand L, Schmiegel W, Tannapfel A and
Reinacher-Schick AC. The influence of 5-aminosalicylic
acid on the progression of colorectal adenomas via the
β-catenin signaling pathway. Carcinogenesis. 2012;
33(3):637-643.

10. Saltz LB, Cox JV, Blanke C, Rosen LS, Fehrenbacher L,
Moore MJ, Maroun JA, Ackland SP, Locker PK, Pirotta
N, Elfring GL and Miller LL. Irinotecan plus fluorouracil
and leucovorin for metastatic colorectal cancer. Irinotecan
Study Group. N Engl J Med. 2000; 343(13):905-914.

25. Rogers AE and Nauss KM. Rodent models for carcinoma of
the colon. Digest Dis Sci. 1985; 30(12 suppl):87S-102S.
26. Jackson PE, Cooper DP, O’Connor PJ and Povey AC. The
relationship between 1,2-dimethylhydrazine dose and the
induction of colon tumors: tumor development in female
SWR mice does not require a k-ras mutational event.
Carcinogenesis. 1999; 20(3):509-513.

11. Madka V and Rao CV. Anti-inflammatory Phytochemicals
for Chemoprevention of Colon Cancer. Curr Cancer Drug
Targets. 2013; 13(5):542-557.
12. Dreesen O and Brivanlou AH. Signaling pathways in cancer
and embryonic stem cells. Stem Cell Rev. 2007; 3(1):7-17.

27. Curtin JC. Novel drug discovery opportunities for colorectal
cancer. Expert Opin Drug Discov. 2013; 8(9):1153-1164.

13. Whittaker S, Marais R and Zhu AX.The role of
signaling pathways in the development and treatment of
hepatocellular carcinoma. Oncogene. 2010; 29(36):49895005.

28. Patel R, Ingle A and Maru GB. Polymeric black tea
polyphenols inhibit 1, 2-dimethylhydrazine induced
colorectal carcinogenesis by inhibiting cell proliferation
via Wnt/β-catenin pathway. Toxicol Appl Pharmacol. 2008;
227(1):136–146.

14. Pandurangan AK. Potential Targets for Prevention of
Colorectal Cancer: a Focus on PI3K/Akt/mTOR and Wnt
Pathways. Asian Pac J Cancer Prev. 2013;14(4):2201-2205.

29. Takeichi M. Cadherins in cancer: implications for invasion
and metastasis. Curr Opin Cell Biol. 1993; 5(5):806-811.

15. Eaden JA, Abrams KR and Mayberry JF. The risk of
colorectal cancer in ulcerative colitis: a meta-analysis. Gut.
2001; 48(4):526–535.

30. Hajra KM and Fearon ER. Cadherin and catenin alterations
in human cancer. Genes Chromosomes Cancer. 2002;
34(3):255–268.

16. Nelson WJ and Nusse R. Convergence of Wnt, -Catenin,
and Cadherin Pathways. Science. 2004; 303(5663):14831487.

31. Neufeld KL, Zhang F, Cullen BR and White RL. APCmediated downregulation of beta-catenin activity involves
nuclear sequestration and nuclear export. EMBO Rep.
2000; 1(6)519-523.

17. Moon RT, Kohn AD. De Ferrari GV and Kaykas A. WNT
and beta-catenin signaling : diseases and therapies. Nat Rev
Genet. 2004; 5(9):691-701.

32. Henderson BR and Fagotto F. The ins and outs of APC and
beta-catenin nuclear transport. EMBO Rep. 2002; 3(9):834–
839.

18. Najdi R, Holcombe RF and Waterman ML. Wnt signaling
and colon carcinogenesis: beyond APC. J Carcinog. 2011;
10:5. doi:10.4103/1477-3163.78111.

33.

19. Luu HH, Zhang R, Haydon RC, Rayburn E, Kang Q, Si W,
Park JK, Wang H, Peng Y, Jiang W and He TC. Wnt/betawww.impactjournals.com/oncotarget

991

U.S. National Institutes of Health Service. ClinicalTrials.
gov. http://clinicaltrials.gov (10 October 2013, date last
accessed).
Oncotarget

34. He B, Reguart N, You L, Mazieres J, Xu Z, Lee AY,
Mikami I, McCormick F and Jablons DM. Blockade of
Wnt-1 signaling induces apoptosis in human colorectal
cancer cells containing downstream mutations. Oncogene.
2005; 24(18):3054-3058.
35. DeAlmeida VI, Miao L, Ernst JA, Koeppen H, Polakis P
and Rubinfeld B. The soluble wnt receptor Frizzled8CRDhFc inhibits the growth of teratocarcinomas in vivo. Cancer
Res. 2007; 67(11):5371-5379.
36. Gong Y, Bourhis E, Chiu C, Stawicki S, DeAlmeida VI,
Liu BY, Phamluong K, Cao TC, Carano RA, Ernst JA,
Solloway M, Rubinfeld B, Hannoush RN, Wu Y, Polakis
P and Costa M. Wnt isoform-specific interactions with
coreceptor specify inhibition or potentiation of signaling
by LRP6 antibodies. PLoS One. 2010; 5(9):e12682.
37. Ettenberg SA, Charlat O, Daley MP, Liu S, Vincent KJ,
Stuart DD, Schuller AG, Yuan J, Ospina B, Green J, Yu
Q, Walsh R, Li S, Schmitz R, Heine H, Bilic S, Ostrom
L, Mosher R, Hartlepp KF, Zhu Z, Fawell S, Yao YM,
Stover D, Finan PM, Porter JA, Sellers WR, Klagge IM
and Cong F. Inhibition of tumorigenesis driven by different
Wnt proteins requires blockade of distinct ligand-binding
regions by LRP6 antibodies. Proc Natl Acad Sci USA.
2010; 107(35):15473-15478.
38. Grandy D, Shan J, Zhang X, Rao S, Akunuru S, Li H, Zhang
Y, Alpatov I, Zhang XA, Lang RA, Shi DL and Zheng
JJ. Discovery and characterization of a small molecule
inhibitor of the PDZ domain of dishevelled. J Biol Chem.
2009; 284(24):16256-16263.
39. Lepourcelet M, Chen YN, France DS, Wang H, Crews
P, Petersen F, Bruseo C, Wood AW and Shivdasani RA.
Small-molecule antagonists of the oncogenic Tcf/betacatenin protein complex. Cancer Cell. 2004; 5(1):91-102.
40. Eguchi M, Nguyen C, Lee SC and Kahn M. ICG-001, a
novel small molecule regulator of TCF/beta-catenin
transcription. Med Chem. 2005; 1(5):467-472.
41. Serafino A, Moroni N, Psaila R, Zonfrillo M, Andreola F,
Wannenes F, Mercuri L, Rasi G and Pierimarchi P. Antiproliferative effect of atrial natriuretic peptide on colorectal
cancer cells: evidence for an Akt-mediated cross-talk
between NHE-1 activity and Wnt/β-catenin signaling.
BBA-Mol Basis Dis. 2012; 1822(6):1004-1018.

www.impactjournals.com/oncotarget

992

Oncotarget

