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Figure 3: MiRNA regulation of target genes.A. andB. The most frequently validated miRNA and target ge@edhe enlarged
leading miRNA-targets nodes generated using the validated miRNA-target pairs. The network edges are coded by degree of expressional
PL51% P51%$ DVVRFLDWLRQV REWDLQHG LQ 7&*$% &5& SDWLHQWV 0L51% QRGHV DUH L

QRGHV UHAHFWV WKH QXPEHU RI FRQQHFWLRQV ZLWK ELJJHU QRGHV UHSUHVHQW L
KRAS should be taken with precaution in light of the recent results by ChivetkalH105].
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