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Preclinical model in HCC: the SGK1 kinase inhibitor SI113 blocks 
tumor progression in vitro and in vivo and synergizes with 
radiotherapy
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ABSTRACT
The SGK1 kinase is pivotal in signal transduction pathways operating in cell 

transformation and tumor progression. Here, we characterize in depth a novel potent 
and selective pyrazolo[3,4-d]pyrimidine-based SGK1 inhibitor. This compound, named 
SI113, active in vitro in the sub-micromolar range, inhibits SGK1-dependent signaling 
in cell lines in a dose- and time-dependent manner. We recently showed that SI113 
slows down tumor growth and induces cell death in colon carcinoma cells, when 
used in monotherapy or in combination with paclitaxel. We now demonstrate for the 
first time that SI113 inhibits tumour growth in hepatocarcinoma models in vitro and 
in vivo. SI113-dependent tumor inhibition is dose- and time-dependent. In vitro and 
in vivo SI113-dependent SGK1 inhibition determined a dramatic increase in apotosis/
necrosis, inhibited cell proliferation and altered the cell cycle profile of treated 
cells. Proteome-wide biochemical studies confirmed that SI113 down-regulates the 
abundance of proteins downstream of SGK1 with established roles in neoplastic 
transformation, e.g. MDM2, NDRG1 and RAN network members. Consistent with 
knock-down and over-expressing cellular models for SGK1, SI113 potentiated and 
synergized with radiotherapy in tumor killing. No short-term toxicity was observed in 
treated animals during in vivo SI113 administration. These data show that direct SGK1 
inhibition can be effective in hepatic cancer therapy, either alone or in combination 
with radiotherapy.
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INTRODUCTION

Hepatocellular carcinoma (HCC) is a major health 
problem, accounting for more than 782,000 new cases per 
year worldwide [1,2].The disease is generally diagnosed 
at advanced stages and lacks effective treatment [3]. 
Therefore, it is important to elucidate molecular 
mechanisms that can be used to identify pharmacological 
targets for the treatment of HCC [4]. Increasing efforts 
have been recently devoted to the development of 
radiotherapy-based approaches for conservative or rescue 
treatment of HCC [5]. Focal irradiation and/or resection 
are indicated in very early to intermediate stages. HCC 
patients unsuitable for conservative therapies are then 
ideal candidates for experimental, combined radio-
biological approaches.

The serum- and glucocorticoid-regulated kinase 
1 (SGK1) is a member of the AGC (protein A, G, C, 
families) kinase group, and shares structural and 
functional similarities with the AKT family of kinases 
[6]. mTORC2 phosphorylates the SGK1 hydrophobic 
motif (H-motif) on serine 422 [7], thus priming the 
kinase for phosphorylation by 3-phosphoinositide-
dependent kinase-1 (PDK1) [8]. SGK1 is regulated 
by insulin, IGF-1, cAMP, glucocorticoids [9–12] and 
IL-2 [13] and transduces survival signals in normal and 
cancer cells. Increased SGK1 expression has been found 
in several human tumors, including prostate carcinoma 
[14],non-small cell lung cancer [15] and HCC [16–18]. 
Conversely, SGK1 knock-out models were shown to be 
resistant to chemically-induced colon carcinogenesis 
[19]. SGK1 regulates cell survival, proliferation and 
differentiation via phosphorylation of Mouse Double 
Minutes 2 (MDM2), which leads to the ubiquitylation 
and proteosomal degradation of p53 [20]. SGK1 also 
activates transcription of RANBP1, a major regulator 
of the RAN GTPase, thus affecting mitotic stability 
and paclitaxel sensitivity in colon carcinoma cells 
[21]. Finally, SGK1 activates N-Myc down-regulated 
gene 1 (NDRG1), by catalysing its phosphorylation on 
threonine 346. The NDRG1 factor is considered to be a 
specific SGK1 substrate [22]. However, in some breast 
cancer cells lines displaying low/undetectable levels of 
SGK1, and sensitive to Akt1 specific inhibitors, a marked 
phosphorylation of NDRG1 was detected, that was 
suppressed by Akt inhibitors, differently from resistant 
cells [23], suggesting that under certain conditions Akt 
can also phosphorylate SGK1 targets. NDRG1 has an 
important role in cell proliferation and differentiation 
[24,25] and a debated role in oncogenesis, as it mainly 
behaves like an oncosuppressos in several tumor 
models [26, 27], yet appears to be a key determinant of 
resistance towards alkylating chemotherapy in malignant 
gliomas [28] and is associated with aggressive tumor 
behavior in HCC [29], where NDRG1 suppression 
induces apoptosis [30].

We recently identified a small molecule, SI113, that 
is particularly effective in inhibiting SGK1 kinase activity, 
while being much less effective on AKT1, ABL and SRC 
activities [31, 32]. SI113 was able to induce cell death 
in various malignant cell lines, including MCF7 breast 
carcinoma, A-172 malignant glioma and RKO colon 
carcinoma and synergized with paclitaxel in induction of 
apoptosis [31]. We now present in vitro data obtained in 
HepG2 and HuH-7 cell lines, as well as in vivo data from 
HCC xenografts in NOD/SCID mice, indicating that SI113 
inhibits liver cancer cell proliferation, induces apoptosis 
and necrosis and potentiates the effects of radiotherapy, 
mimicking some of the effects of SGK1 knock-down. 
Based on the apparent lack of toxicity and the consistent 
effectiveness of SI113 in mice, this molecule is of potential 
value in the treatment of human HCC, either alone or in 
combination with radiotherapy.

RESULTS

SI113, a new inhibitor of SGK1, strongly reduces 
cell viability in HCC cells

HepG2 and HuH-7 cell lines were plated 
(see Methods section). After 24 h, when cells were 
approximately 60% confluent, SI113 was added in 
increasing concentrations (12.5, 25 and 50 μM), and cell 
viability was estimated after 48 and 72 h. In both cell 
lines, SI113 yielded a significant time- and dose-dependent 
reduction in the number of viable cells (Figure 1, panel A 
and B). All subsequent experiments were performed using 
12.5 μM SI133, unless otherwise indicated.

SI113 inhibits cell cycle progression and induces 
apoptosis in HuH-7 and HepG2 cell lines  
in a time-dependent manner

We used flow cytometry to assess whether SI113 
affected cell cycle progression. SI113 inhibited cell cycle 
progression in both HepG2 and HuH-7 cell systems. 
In HepG2, a significant reduction of cell population in 
the G2/M phase was observed after 72 h of treatment, 
concomitant with a significant increase in the percentage 
of <G1 hypodiploid cells (Figure 2, panel A). In HuH-7 
cells, the effect of SI113 was already evident after 48 h and 
more significant at 72 h (Figure 2, panel C, Supplementary 
File S2 for quantitative data and significance, and 
Supplementary Figure S1–S4 for cell cycle and Guava 
graphs). HepG2 and HuH-7 cells treated with SI113 for 
24, 48 and 72 h were also analyzed by Guava Nexin Assay. 
A significant increase in total cell death was demonstrated 
in SI113-treated cells at each time point in both HepG2 
and HuH-7cultures (Figure 2, panel B and D).

In particular, in HepG2 cells (Figure 2, panel B), 
treatment with SI113 for 24 h yielded a significant increase 
in early apoptotic cells, which gradually became more 
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significant as the treatment was prolonged to 48 h and 72 
h. In HuH-7cells treated with SI113 (Figure 2, panel D), 
late apoptotic cells increased progressively after 48 and 
72 h. All differences with the corresponding controls 
were highly significant, as indicated in Figure Legends 
and Supplementary File S2. These data indicate therefore 

that SI113 gradually suppressed the fraction of cycling 
cells and concomitantly activated the apoptotic response 
pathways over time. These results were further confirmed 
in Guava-based multi caspase assays and Western blot for 
active caspase 3, which showed a clear pro-apototic effect 
of SI113 (Supplementary Figure S5).

Figure 1: Cell Growth inhibition induced by SI113 in HepG2 and HuH-7 in human HCC cell lines. A. HepG2 human 
liver hepatocellular carcinoma cell line. B. HuH-7 human liver hepatocellular carcinoma cell line. The histograms represent the number 
of cells treated with SI113 (12.5, 25 or 50 μM) for 48 and 72 h and are expressed as percentage of the number of control cells (HepG2 ctrl 
48 h 89453 ± 4527, 72 h 500523 ± 46423; HuH-7 ctrl 48 h 92787 ± 3378, 72 h 145333 ± 13889) treated with vehicle alone at 48 and 72 h. 
Results represent the mean ± S.E. of six independent experiments for each cell line.
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Evidence for selectivity of SGK1 targeting 
by SI113

To verify the functional SGK1 specificity of SI113-
dependent effects on cell proliferation and survival, we 
produced HuH-7 cell clones stably expressing either the 
shRNA for SGK1 (ShSGK1-HuH-7cells) or a scrambled 
shRNA (Scrl-HuH-7cells). SGK1 silencing was verified by 
Western blot using anti-SGK1 antibodies (Figure 3, panel A). 
Considering the low proliferation rate and increased 
apoptosis typically observed in SGK1-silenced cell lines 
[20], different cell numbers were plated. ScrlHuH-7 (1.5 × 
104 cells) and ShSGK1 (2.5 × 104 cells) were plated and, 
after 24 h (when approximately 60% confluent), SI113 or 
vehicle were added. Cell proliferation and viability were 
estimated after 72 h, when both vehicle-treated cultures 
had reached comparable cell numbers (ScrlHuH-7 cultures: 
571333 ± 38456 cells; ShSGK1-HuH-7 cultures, 557333 
± 44779 cells). We found that SI113 did not affect the 
viability of ShSGK1 cells (dashed right histogram), while 
significantly affecting that of Scrl-HuH-7 cells, in which 
the number of viable cells decreased to 30% upon SI113 
treatment (P = 0.008) (Figure 3, panel B).

Stable Scrl or shSGK1-expressing HuH-7 cells 
treated with SI113 for 72 h were also Guava Nexin 
assayed (Figure 3, panel C). The early apoptosis fraction 
significantly increased in ShSGK1-HuH-7 compared with 
Scrl-HuH-7 cells, consistent with previous observations 
[21]. SI113 treatment for 72 h increased all stages of cell 
death, i.e. early apoptotic, late apoptotic and necrotic/
dead cells, selectively in Scrl-HuH-7. SI113 had instead 
no pro-apoptotic effect in ShSGK1-HuH-7cells, in 
which a modest decrease in late apoptotic cells - if any - 
was recorded compared with vehicle-treated controls. 
All differences with the corresponding controls were 
significant and are indicated in Figure Legends and 
Supplementary File S2. Taken together, these data strongly 
suggest that SGK1 function is necessary for SI113 to elicit 
its pro-apoptotic effect.

Identification of differentially expressed proteins 
in cells treated with SI113

We recently identified several proteins either 
down-regulated or up-regulated upon SGK1 specific 
RNA silencing. Among those, we focused on the RAN/

Figure 2: Time course of SI113 induced cell cycle regulation and necro/apoptosis in HepG2 and HuH-7. Histograms 
represent cell cycle distribution of HCC cell lines treated with vehicle alone or SI113 (12.5 μM) for 48 or 72 h. A. HepG2 cell line. 
C. HuH-7cell line. Data are the average ± S.D. of three independent experiments. B. HepG2 cell line and D. HuH-7 cell line were 
treated with SI113 (12.5 μM) or vehicle alone for 24, 48 and 72 h. The percentage of cells stained with either Annexin V, or 7-ADD, 
or both (calculated using the Guava Annexin assay) is shown in the graph, representing the average of three independent experiments. 
Histograms depict the percentage of early apoptotic Annexin V(+)/7-AAD(−), late apoptotic Annexin V(+)/7−AAD(+) and necrotic/
dead Annexin V(−)/7-AAD(+) cells, after exposure to SI113, as indicated. Data are the average ± S.E. of three independent experiments.
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Figure 3: Target specificity for SI113. A. SGK1 expression in ShSCRLHuH-7 cells (left) and ShSGK1HuH-7 cells (right). GAPDH was 
used as a loading control. B. HuH-7cell line. The histograms represent the number of ShSCRL and shSGK1 cells treated for 72 h with either 
SI113 (12.5 μM) or vehicle alone. Results are expressed as the percentage relative to the baseline (Scrl 571333 ± 38456; ShSGK1 557333 ± 
44779) in either cell line treated with vehicle alone. Results represent the mean ± S.E. of three independent experiments.*P ≤ 0.05; **P ≤ 0.01; 
***P ≤ 0.001. C. ShSCRL and ShSGK1 HuH-7 cell lines were treated with SI113 (12.5 μM) or vehicle alone for 72 h. Percentages of cells 
stained with either Annexin V, or 7-ADD, or both (calculated using the Guava Annexin assay) are represented in the graphs. Histograms depict 
the percentage of cells in early apoptosis, late apoptosis, or necrosis/death after exposure to SI113, as indicated. Data are the average ± S.E. 
of three independent experiments. The percentage of apoptotic cells in vehicle treated ShSGK1 HuH-7 cells (third column) is compared with 
vehicle treated ShSCRL cells (first column). The percentage of SI113 treated ShSGK1 HuH-7 cells (fouth column) is compared with vehicle 
treated ShSGK1 HuH-7 cells (third column). The percentage of apoptotic cells in SI113 treated ShSGK1 HuH-7 cells (fourth column) is not 
significantly different from the percentage of apoptotic cells in vehicle treated ShSCRL cells. *P ≤ 0.05; **P ≤ 0.01; ***P ≤ 0.001.
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RANBP1 network, which pointed to SGK1 as a key 
regulator of mitotic stability and paclitaxel resistance 
[21,31]. We now extended our proteomic analysis 
to HCC cells treated for 72 h with either SI113 or 
vehicle alone.

After automatic spot detection, background 
subtraction and volume normalization, we detected about 
650 protein spots in HuH-7 cells treated with SI113 and 
620 protein spots in vehicle-treated HuH-7cells. The 
groups were thus compared, and 87 spots of interest 
(matches) were used for tandem mass spectrometry 
analysis. Only reproducibly detected spots were 
subjected to statistical analysis. A list of significant up- 
or down-regulated proteins is provided (Supplementary 
Figure S6). Among differentially expressed proteins, 
RAN-specific GTPase-activating protein (spot #22) and 
GTP-binding nuclear protein RAN (spot #76) appeared 
to be down-regulated following SI113-dependent 
inhibition of SGK1 (Figure 4, panel A), mimicking 
what was previously detected upon SGK1 specific RNA 
silencing [21].

Pathway analysis

The software IPA (Ingenuity® Systems, http://
www.ingenuity.com) was used to evaluate significant 
pathways and networks associated with the differentially 
expressed proteins. We first explored the network 
characteristics of the differentially expressed proteins in 
treated HCC cells relative to their controls. IPA analysis 
predicted five networks (Supplementary Figure S7) of 
interacting protein clusters according to the identifiers’ 
HomoloGene to the ortholog information in the 
Ingenuity Knowledge Base (IKB). Network 1, with 
a score of 63, comprised 27 nodes that had functions 
associated with carbohydrate metabolism, energy 
production, nucleic acid metabolism (Supplementary 
Figure S8). Network 2 had functions associated with 
amino acid metabolism, small molecule biochemistry, 
cellular growth and proliferation (Figure 4, panel B 
and Supplementary Figure S10). Next, we explored the 
statistically enriched Molecular and Cellular Functions 
(P value ≤ 0.05, Fisher’s exact test implemented in the 
IPA, corrected with Benjamini-Hochberg method), and 
identified functions, including: I) Post-Translational 
Modification (P = 1.49−6), II) Protein Synthesis 
(P = 1.49−6), III) Amino Acid Metabolism (P = 6.94−6), 
IV) Small Molecule Biochemistry (P = 6.94−6), V) 
DNA Replication, Recombination, and Repair (P = 
1.37−5). Last, we searched for links to diseases and 
bio-functions and found that differentially expressed 
proteins were connected with: I) Cancer (n molecules 
= 67, P = 3.19−2), II) Cellular Growth and Proliferation 
(n molecules = 35, P = 6.56−5), III) Cell Death and 
Survival (n molecules = 30, P = 1.10E-03), respectively.

SI113 and protein expression in HepG2 
and HuH-7 cells

We also analyzed the expression of proteins that 
are SGK1 targets and/or substrates by mono-dimensional 
SDS–polyacrylamide gel electrophoresis followed by 
Western blot.

After treatment of HuH-7 and HepG2 cells with SI113 
for 72 h, the expression of RAN, RANBP1, p-NDRG1, 
NDRG1, pMDM2 and MDM2 was examined (Figure 4, 
panels C and D). In treated samples, expression of RAN and 
RANBP1 as well as phosphorylation of p-MDM2 (serine 
166) were reduced, consistent with previously published 
observations [20,24]. Phosphorylation of pNDRG1 was 
clearly reduced in HuH-7 cells (Figure 4, panel D), whereas 
in HepG2 cells it paralleled the reduction in NDRG1 total 
abundance (Figure 4, panel C).

SI113 treatment produced a consistent tumor 
suppression activity in HCC xenografts 
in immunocompromised mice

HuH-7 cells (2.5 × 106) were implanted in the flanks 
of NOD/SCID female mice for in vivo treatment with 
SI113. We carried out two sets of experiments. In the 
first one, 10 mice were used, randomly subdivided into 
two batches. Treatment with SI113 started when tumor 
volume reached 100 mm3, as assessed by manual caliper 
measurement. The drug (or vehicle) was administered 
daily and tumor growth was monitored every 4 days. 
Mice were sacrificed when at least one tumor in either of 
the two groups reached the volume of 700 mm3. Tumors 
were then excised and weighed, while samples were 
prepared for histology. An impressive reduction in tumor 
growth was recorded in the treated batch compared with 
controls (Figure 5, panel A, left). The difference was 
already significant on the fourth day after the treatment 
start and remained significant throughout the duration 
of the experiment. On day 20, mice in the control group 
reached the pre-set volume end point (688.57 ± 75.4 mm3), 
whereas mice in the treated group showed a remarkably 
smaller tumor volume (108.48 ± 22.9 mm3, P = 0.0009). 
Measurements of the tumor weights (2.17 ± 0.29 g in 
controls and 0.75 ± 0.10 g in the treated group, P = 0.007) 
further confirmed the effectiveness of the treatment 
(Figure 5 panel A, right). In tumor samples analyzed 
by H&E staining (Figure 5, panel B), necrotic and dead 
cells were significantly less represented in samples from 
control compared with treated animals (P = 0.01). Data 
automatically analyzed for staining intensity and specificity 
are shown in graphic form (Figure 5, panel B, right).

In a second experimental set, 20 mice were enrolled 
and randomly divided into two batches. HuH-7 cells 
(3.5 × 106) were implanted in the flank of female NOD/
SCID mice as above, but tumors were allowed to grow 
for 6 days before starting the treatment. CT scanning 
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Figure 4: The addition of SI113 induces the inhibition of p-NDRG1/NDRG1 and p-MDM2/MDM2 and downregulates 
the RAN/RANBP1 axis. A. RANBP1 and RAN spots in 2DE gels from HuH-7 cells untreated (left lanes) and treated (right lanes) with 
12.5 μM SI113 for 72 h. 2DE tables for the identified proteins with specific values under treatment vs. control are shown in Supplementary 
Figure S2 (right panel). Signal intensity values (mean ± S.D.) for treated and untreated HuH-7 cells were calculated from RANBP1 and 
RAN densitometric scanning from three independent 2DE gel experiments. B. Functional pathway analysis (IPA software). Network 
analysis of protein expression was performed using the Ingenuity software. Each network displays the protein products as nodes (different 
shapes representing the functional classes of proteins) and the biological relationships between the nodes as lines. The length of each line 
reflects the amount of literature evidence supporting the node-to-node relationship. The color intensity of each node indicates the degree 
of up-regulation (red) or down-regulation (green) of the respective proteins. The characteristics of the differentially expressed proteins 
in both conditions by IPA analysis prediction were classified in 5 networks and reported in Supplementary Figure S3 and S4. C. Protein 
abundance in HepG2 and D. HuH-7cell lines. GAPDH was used as a loading control. Signal intensity values (mean ± S.D.) for RANBP1, 
RAN, p-NDRG1/NDRG1 and p-MDM2/MDM2, were obtained via densitometric scanning of gels from three independent experiments in 
treated and untreated HepG2 and HuH-7 cells and are expressed as the percentage of the control and shown under each lane in the blots.
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Figure 5: SI113 tumor suppressive activity in HCC xenograft models. A. NOD/SCID female mice bearing HCC tumors were 
either untreated or treated with SI113; tumor volumes were measured as indicated in the text. Points, mean; bars, S.D (left panel). On the right 
panel, histograms represent tumor weights from mice treated with intraperitoneal administration of either SI113 (8 mg/kg/day) or vehicle alone 
(mean from 5 mice per group). B. Microscopic images (10×) of tumor sections (left panel) stained with conventional H & E. Histograms show 
the extent of necrosis, represented as the mean of 5 mice per group, after treatment with intraperitoneal administration of either SI113 (8 mg/kg/
day) or vehicle alone (right panel). C. Mice bearing ectopic HCC xenografts (depicted in red) underwent Computed Tomography before (left 
panel) and after (right panel) intraperitoneal administration of either SI113 (8 mg/kg/day) or vehicle alone. Representative images are shown. 
D. NOD/SCID female mice bearing HCC tumors. Tumor volumes measured as indicated in the text. Points, mean; bars, S.D (upper panel). The 
histogram represents mean tumor weights (10 mice per group after intraperitoneal SI113 administration (8 mg/kg/day) or vehicle alone (bottom 
panel). Representative images of xenograft specimens are shown (right panel).*P ≤ 0.05; **P ≤ 0.01; ***P ≤ 0.001.
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was performed immediately before and on the last day of 
treatment, before sacrifice (Figure 5, panel C). At treatment 
onset, the mean tumor volume was 761 ± 40.4 mm3. Mice 
were randomly assigned to either treatment or control 
groups, as before. SI113 or vehicle were administered for 
12 days and tumor volumes were recorded every 3 days, 
until at least one tumor in either of the two groups reached 
a volume of 4500 mm3 (Figure 5, panel D, top/left).

Tumor volumes in the treated group were already 
significantly smaller than in the control group on the third 
day of treatment and remained significantly smaller until 
the mice were sacrificed. Weights of the excised tumors 
(Figure 5, panel D, bottom/left) confirmed that mean value 
of the tumors from the treated group was significantly 
smaller than that from the control group (1.38 ± 0.17 g 
vs. 3 ± 0.39 g, respectively; P = 0.001). Representative 
images of the two tumor groups are provided in Figure 5, 
panel D, right). No side effects, e.g. weight loss, diarrhea, 
dermatitis, ulceration, or signs of liver failure were noted 
in SI113 treated mice. Differences in tumor volumes at 
various times are detailed in the Figure.

Synergy of SI113 with radiation-induced growth 
inhibition and cell death indicates a possible role 
of SGK1 in radio-resistance

The data so far indicate a detrimental effect of 
SI113 on HCC progression. We therefore explored the 
possibility that SI113-dependent inhibition of SGK1 
might synergize with radiation therapy in HCC treatment. 
Curves of sensitivity to ionizing radiations for HepG2 and 
HuH-7 cells demonstrated a dose-dependent effect on cell 
viability (details in Supplementary Figure S9).

To verify whether the level of SGK1 expression 
affected radiosensitivity of liver cancer cell lines, we used 
lentiviral vectors to produce stably transduced HepG2 
and HuH-7 cell lines expressing either SGK1 specific 
ShRNA (ShSGK1 cells) or wild type SGK1 (p-Hiv-
EGFP-SGK1 cells) to induce SGK1 silencing or over 
expression, respectively. After irradiation, cell viability 
in these cell lines was compared to that of ShSCRL cells 
and p-HIV-EGFP lines, respectively. With both 8 and 
10 Gy doses, SGK1 silencing determined a significant 
reduction in the number of viable cells, whereas SGK1 
overexpression determined a protective effect, denoted 
as a significant increase in the number of viable cells, 
compared with control cells (Figure 6, panel A). The 
actual differences in cell number between engineered cells 
lines and their corresponding controls, together with the 
level of significance, are detailed in Figure Legend and in 
Supplementary File S2.

We then evaluated the effect of SI113 on 
radiosensitivity in HepG2 and HuH-7 cells 24 h after 
plating. Cells were exposed to no radiation (0 Gy), 8 Gy 
or 10 Gy, with or without treatment with SI113 (72 h), 
and assayed for cell viability. In both cell lines, SI113 

or radiation, as single agents, significantly reduced the 
number of viable cells, as expected. The combination of 
SI113 and radiation reduced the number of viable cells 
more than either agent alone (Figure 6, panel B).

We also examined the effects of SI113 and radiation 
on the induction of apoptosis in both cell lines using the 
Guava Nexin assay, as described above. In both cell lines, 
treatment with either SI113 or radiation significantly 
increased apoptosis. Treatment with both agents together 
determined a more pronounced response than either agent 
alone, reaching 93.5% in cells treated with SI113 plus 10 
Gy radiation (Figure 6, panel C). Slightly different results 
were obtained in HuH-7 cells, as total cell death (early 
apoptosis, late apoptosis and necrosis) recorded with 
single treatments increased significantly only when SI113 
was added. The combined treatment also dramatically 
increased the percentage of total dead cells in this cell line, 
suggesting that the combination determined progression 
through advanced phases of apoptosis and caused the 
death of those cells that survived radiation administration 
protocols (Figure 6, panel C). The actual differences in 
the percentage of cells in the different phases of apoptosis, 
together with the level of significance are detailed in 
Figure Legend, and the graphs listed in Supplementary 
Figure S10.

MDM2 phosphorylation experiments provided 
mechanistic insight into the apoptotic process triggered by 
treatment with SI113 or radiation. SGK1 stabilizes MDM2 
via phosphorylation on serine 166, thereby facilitating 
p53-dependent death [20]. Consistently, we found that 
treatment of both HepG2 and HuH-7 cells, with either 
SI113 (72 h) or 8 Gy radiation, significantly reduced 
MDM2 phosphorylation on serine 166. The combined 
treatment with SI113 and 8 Gy radiation induced a further 
reduction in serine 166 phosphorylation, suggesting that 
radiation synergizes with SGK1 inhibition in reducing 
MDM2 phosphorylation and stability (Figure 6, panel D).

DISCUSSION

SGK1 has been recently attributed a role in 
neoplastic transformation [11–14], and SGK1 specific 
inhibitors have been tested in several neoplastic models, 
including colon carcinoma [33–35]. In HCC, SGK1 
expression is particularly relevant in highly malignant 
tumors characterized by epithelial-to-mesenchimal 
transition (EMT) that supports the underlying liver 
cirrhosis [17]. A new SGK1 inhibitor [31] has now been 
tested in two well-established cellular models of HCC, i.e. 
HepG2 and HuH-7.

We show that SI113-dependent SGK1 inhibition 
recapitulates the effects of SGK1-specific silencing on cell 
cycle [20,21]. In both cell lines, SI113 treatment reduced the 
fraction of cycling cells transiting through G2/M phase and 
induced a concomitant increase in cell death, consistent with 
the ability of SGK1 to regulate transcription of RANBP1 
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Figure 6: SGK1 inhibition influences cellular radiosensitivity: SI113 synergizes with radiotherapy in HepG2 and HuH-
7 cells. A. ShSGK1 HepG2 and HuH-7 cells, pHIV-EGFP-SGK1 HepG2 and HuH-7cells were treated with and without radiation, as 
indicated, at different doses. Histograms represent the number of viable cells in each condition. B. HepG2 (top) and HuH-7 (bottom) cell 
lines. Histograms represent cell numbers after treatment with SI113 (12.5 μM, 72 h) in the absence or presence of radiation (8 or 10 Gy). 
Results are expressed as the percentage of the number of control cells (HepG2 0 Gy 126000 ± 3058; HuH-7 0 Gy 147666 ± 1454) treated with 
vehicle alone, and represent the mean ± S.E. of six independent experiments for each cell line. C. HepG2 (top) and HuH-7 (bottom) cell lines 
were treated with SI113 (12.5 μM) or vehicle alone for 72 h in the presence or absence of radiation (8 or 10 Gy). Percentages of cells stained 
with either Annexin V or 7-ADD (calculated using the Guava Annexin V assay) are shown in the graphs. Histograms depict the percentage 
of early apoptotic (Annexin V(+)/7-AAD(−)), late apoptotc (Annexin V(+)/7−AAD(+)) and necrotic/dead (Annexin V(−)/7-AAD(+)) cells, 
after treatment with SI113 and/or radiation. D. Immunoblot of P-MDM2/MDM2 72 h after single or combination treatments. As a control, 
GAPDH was determined in the same blots using an anti-GAPDH antibody in both HepG2 (top) and HuH-7 (bottom) cell extracts.
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[21], a key regulator of the mitotic machinery [36–40]. We 
also report the identification of 85 proteins differentially 
modulated by SGK1, some of which are related to RAN 
and RANBP1 (Supplementary Figure S6). SGK1 inhibition 
results in down-regulation of RHOA [41,42], PAK2 [43]and 
PHB [44], all of which are involved in progression through 
G2/M. These proteins are also over-expressed in conditions 
associated with liver metastasis, mitotic instability and drug 
resistance [42–44]. On the other hand, ST-13 [45,46] and 
MLC [47], two down-regulated proteins in HCC, appear to 
be over-expressed upon SI113-dependent SGK1 inhibition.

Our previous work suggests that SI113 inhibits 
SGK1 [31,32]. In the present paper, we demonstrate 
that the expression of SGK1 is mandatory for SI113 to 
decrease HCC cell viability and trigger apoptosis; these 
effects are instead not detected in ShSGK1 cells. In these 
cells, in fact, SI113 had no pro-apoptotic effect, whereas 
a modest decrease in late apoptotic cells was recorded 
compared with vehicle-treated SGK1 silenced cells. 
These apparently incongruous results clearly indicate 
that SGK1 expression is necessary for SI113 to elicit 
its pro-apoptotic effect. On the other hand, however, 
it is possible that, in the absence of SGK1, other 
unknown SI113 molecular targets exert some effect. 
This possibility must be taken into account in case of 
tumors that are insensitive to SI113 or do not express 
a functional SGK1. SGK1 pharmacological inhibition 
also recapitulates the effects of SGK1 specific silencing, 
on p53 degradation, enhancing the apoptotic response 
to cellular stresses. Post-translational modifications 
of p53, which may be important in HCC regulation of 
cell metabolism in non-transformed hepatocytes [48], 
are probably crucial in regulating cell proliferation 
[49, 50]. Both RANBP1/RAN and MDM2/p53 pathways 
are attributed a central role in cell transformation, in 
regulation of cell proliferation and in response to mitotic 
errors. Since SGK1 acts as a critical regulator in both 
these pathways, we consider that SGK1 overexpression 
may also have a central role in cancer.

The expression level of MDM2 affects cell 
radiosensitivity, where decreased levels of MDM2 
sensitize cells to ionizing radiations [51], especially 
in tumors expressing wild-type p53. It is therefore 
conceivable that the level of expression of SGK1 also 
affects radiosensitivity. Indeed, we found that SGK1 gene 
silencing yielded a clear-cut increase in radiosensitivity, 
whereas its overexpression induced radioresistance. 
Moreover, SI113-dependent inhibition of SGK1 
synergized with radiotherapy in reducing the fraction of 
viable cells and causing necro/apoptosis. Interestingly, 
the combined radiation/SI113 therapy induced an almost 
complete dephosphorylation of MDM2 on serine 166. We 
also demonstrate that SI113 treatment inhibits NDRG1 
phosphorylation in HuH-7 cell lines and yields a decrease 
in NDRG1 overall abundance in HepG2 cells. This finding 
may add another possible mechanism through which 

SGK1 inhibition might be beneficial in hepatocarcinoma 
treatment; indeed, NDRG1 has been proposed as a 
potential therapeutic target for HCC [29].

We finally present in vivo assays to test the effect 
of SI113 in human hepatocarcinoma cells xenografted 
in immunodeficient mice. The analysis of tumor volume 
and weight demonstrates that SI113 arrests tumor growth, 
whereas histology demonstrates high levels of necrosis 
in tumors from treated animals. No signs of toxicity 
were observed by histological examination of the livers 
from S113-treated mice, nor did the mice show signs of 
generally adverse side effects.

In conclusion, SI113, alone or in synergy with 
radiotherapy, arrests tumor growth and induces apoptosis 
and necrosis. These effects are specifically related to 
SGK1 inhibition, which ultimately turns off several 
pathways (e.g. RAN/RANBP1, MDM2/p53, NDRG1) 
that represent convergent targets of the oncogenic 
function of SGK1.

These results have potential relevance to possible 
applications in human cancer therapy. In recent years, 
several drugs have been developed to target the mTOR/
AKT1 pathways [52]. These drugs appear to be less 
effective in tumors characterized by high levels of 
SGK1 expression [23], moreover they are endowed 
with intrinsic toxicity, as expected on the basis of the 
phenotypes observed in mTOR and/or AKT1 knock-out 
murine models [53, 54]. In contrast, SGK1 knock-out mice 
display very subtle phenotypes, elicited in the presence 
of particular metabolic conditions or cellular stresses 
[19, 55]. Although more exhaustive toxicity studies of 
SI113 are needed, from a theoretical point of view, SGK1 
inhibition is predicted to be quite safe in normal cells, yet 
is expected to be powerful in inhibiting proliferation and 
survival in cancer cells.

MATERIALS AND METHODS

HCC cell lines

Human HCC cell lines HuH-7 and HepG2 
were obtained from ATCC (Georgetown University 
in Washington, DC) and cultured as indicated in 
Supplementary File S1.

Recombinant DNAs

pHIV-EGFP-SGK1 for SGK1 expression and 
pLKO.1-puro-ShSGK1 for RNA interference experiments 
were prepared as indicated in Supplementary File S1 
and used to generate lentiviral particles in HEK293T 
packaging cells. Details for the preparation of virus 
particles are provided in Supplementary File S1. For 
negative controls, viral particles were produced in 
HEK293T cells using either ShScrl (Sigma SHC002V) or 
pHIV-EGFP, as indicated.
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Infection of cell lines

ShSGK1-HuH-7/HepG2 cells

Supernatants from ShSGK1-HEK293T cells were 
collected and used for transduction of HepG2 and HuH-
7 cells in the presence of 8 μg/mL polybrene (Sigma) 
and selected in the presence of puromycin (1.2 μg/mL). 
Transduced cells (ShSGK1-HuH-7/HepG2 cells) were 
compared with control cells (ShScrlHuH-7/HepG2 cells).

pHIV-EGFP-SGK1 HuH-7/HepG2 cells

Supernatants from pHIV-EGFP-SGK1-HEK293T 
cells were collected and used for transduction of HepG2 
and HuH-7cells in the presence of 8 μg/mL polybrene 
(Sigma). Transduced cells (pHIV-EGFP-SGK1HuH-7/
HepG2 cells) were compared with control cells (pHIV-
EGFP HuH-7/HepG2 cells).

SI113 treatment

SI113 was developed as previously reported [32].
The drug was diluted (10 mM) in dimethyl sulfoxide 
(DMSO) and stored at −20°C for in vitro studies. For 
in vivo experiments, SI113 (50 mM in DMSO) was 
diluted 1:5 with saline solution to bring the final 
concentration to 10 mM. Forty-three μl of this solution 
were injected by intraperitoneal administration in 
xenografted NOD/SCID female mice, to obtain a 
final in vivo concentration of approximately 12.5 μM 
corresponding to 8 mg/kg/day, assuming a volume of 
drug distribution into the animal of 35 ml.

Proliferation assays

Cell proliferation was evaluated by measuring the 
total number of cells with a Burker chamber. Unless 
otherwise specified, HCC cells were plated at a density 
of 2 × 105 cells/ml in six-well plates. Viability assays by 
trypan blue exclusion dye was performed on adherent 
cells incubated in the absence or presence of SI113, as 
indicated. Viable cells at each time point were expressed 
as the percentage of viable cells compared with the 
vehicle-treated controls.

Mouse xenograft model and tumor growth delay 
experiments

Female NOD/SCID mice (4-week-old, Harlan, 
Indianapolis, IN) were maintained under pathogen-free 
conditions and given food/water ad libitum. Experiments 
were carried out in accordance with the Catanzaro 
University Institutional Animal Care and Use Committee 
guidelines, using an approved protocol. At 6 weeks 
of age, mice were subcutaneously injected either with 
2.5 × 106 or 3.5 × 106 HuH-7 cells, depending on specific 
experimental design, suspended in 200 μl of a 1:1 solution 

containing DMEM without serum and Matrigel solution 
(BD Collaborative Research), in the dorsal posterior-
lateral right region. Tumors were allowed to grow for 
different times in separate experiments, as indicated in the 
Results section. Mice were randomly assigned to 2 groups 
of five or ten animals each and administered with either 
SI113 (treated group) or vehicle alone (DMSO, control 
group) for five days/week. Tumors were measured every 
3 or 4 days by caliper in two perpendicular diameters 
(a = smaller diameter; b = larger diameter) and the tumor 
volume was calculated in accordance with the formula: V 
= π/6 × a2 × b. Mice were subjected to CT scan (Toshiba 
CT System, Model TSX-021B) after anesthetic induction, 
before and after the treatment. Mice, under general 
anesthesia, were sacrificed by vertebral dislocation.

Immunoblot analysis

SGK1 kinase activity on MDM2 and NDRG1 was 
evaluated by Western blotting using phospho-specific 
antibodies, according to previously published methods 
[20,22]. The inhibitory effect of SI113 on MDM2 and 
NDRG1 phosphorylation was monitored as detailed in 
Supplementary File S1.

Proteomic analysis, nanoscale LC-MS/MS 
analysis and pathway analysis

Proteomic analysis and pathway analysis were 
performed according to previously published methods [56–58], 
see Supplementary File S1 for a detailed description.

Cell cycle analysis

Propidium iodide staining was used to evaluate cell 
cycle effects of SI113 alone or in combination with radiation. 
HuH-7 and HepG2 cells were treated with SI113 as indicated. 
Cells, fixed in 70% ethanol, were incubated for 1 h at room 
temperature in PBS containing propidium iodide (20 μg/
ml), 0.1% NP40 and 40 μg/ml ribonuclease, and analyzed 
by fluorescence activated cell sorter (FACS) analysis using 
a FACScan© cytometer (Becton Dickinson) using CellQuest 
software according to previously published methods.

Apoptosis assay

Guava Nexin Assay was performed as previously 
published [31]. Four populations of cells can be 
distinguished in this assay: non-apoptotic cells Annexin 
V(−) and 7-AAD(−); early apoptotic cells Annexin V(+) 
and 7-AAD(−); late stage apoptotic cells Annexin V(+) 
and 7AAD(+); necrotic/dead cells Annexin V(+) and 
7AAD(−). The results include counts and percentages 
of cells in each of the quadrant-defined populations, as 
well as the mean fluorescence intensity of Annexin V and 
7-AAD for each population.
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Multi caspase assay was conducted using the 
Guava Caspase Kit (Millipore 4500-0500) following the 
manufacturer’s instructions. Briefly, cells were stained 
with the Guava Caspase 7 AAD reagent (Millipore 
4000-0290) in the presence of 7AAD as an indicator of 
cell membrane integrity. Four populations of cells can 
be distinguished in this assay : Lower-left quadrant: 
viable cells [Caspase Reagent(−) and 7-AAD(−)]; 
Lower-right quadrant: cells in the middle stages of 
apoptosis [Caspase Reagent(+) and 7-AAD(−)]; Upper-
right quadrant: cells in the late stages of apoptotic or 
dead [Caspase Reagent(+) and 7-AAD(+)]; Upper-
left quadrant: necrotic cells [Caspase Reagent(−) and 
7-AAD(+)]. More details are given in Supplementary 
File S1.

Radiation therapy

Cells were plated in 100-mm Ø tissue culture 
dishes, allowed to attach for 24 h, and treated with 
two different doses of radiation (8 and 10 Gy) at room 
temperature (1.8 Gy/min, 98 cm Source Surface Distance 
(SSD) by using a 6 MV photon linear accelerator 
(CLINAC 600 Varian).

Hematoxylin and eosin staining

Nine paraffin-embedded tissue blocks of human 
hepatocellular carcinoma xenografts were prepared. 
Sections were stained with conventional hematoxylin 
and eosin (H & E) and analyzed under a Nikon 
ECLIPSE 55i microscope with digital camera (HESP 
Technology).

Statistical analysis

Tests were done in triplicate and experiments 
performed at least three times. Results are expressed as 
a mean ± Standard Error (S.E.) or Standard Deviation 
(S.D.). Differences between groups were analyzed using 
the Student’s two-tailed t test (GraphPad Prism v5). 
Asterisks denote statistical significance as indicated in the 
legends.

ACKNOWLEDGMENTS AND FUNDING

This work was supported in part by PRIN 
2010–2011, prot.2010JCWWKM_002, PRIN2010-
2011 prot 2010-5YY2HL and AIRC IG 14534. R.A. 
is the recipient of a FIRB BFR12NSCF_003 Young 
Investigator grant.

CONFLICTS OF INTEREST

No, there is no conflict of interest.

REFERENCES

1. Forner A, Llovet JM, Bruix J. Hepatocellular carcinoma. 
Lancet. 2012; 379:1245–55.

2. Siegel RL, Miller KD, Jemal A. Cancer statistics, 2015. CA. 
Cancer J. Clin. 2015; 65:5–29.

3. Tazi EM, Essadi I, M’rabti H, Touyar A, Errihani PH. 
Systemic treatment and targeted therapy in patients with 
advanced hepatocellular carcinoma. N. Am. J. Med. Sci. 
2011; 3:167–75.

4. Topp ZZ, Sigal DS. Beyond chemotherapy: systemic treat-
ment options for hepatocellular carcinoma. Transl. Cancer 
Res. 2:482–491.

5. Sanuki N, Takeda A, Kunieda E. Role of stereotactic body 
radiation therapy for hepatocellular carcinoma. World J. 
Gastroenterol. 2014; 20:3100–11.

6. Bruhn MA, Pearson RB, Hannan RD, Sheppard KE. Second 
AKT: the rise of SGK in cancer signalling. Growth Factors. 
2010; 28:394–408.

7. García-Martínez JM, Alessi DR. mTOR complex 2 
(mTORC2) controls hydrophobic motif phosphorylation 
and activation of serum- and glucocorticoid-induced protein 
kinase 1 (SGK1). Biochem. J. 2008; 416:375–85.

8. Hong F, Larrea MD, Doughty C, Kwiatkowski DJ, 
Squillace R, Slingerland JM. mTOR-raptor binds and 
 activates SGK1 to regulate p27 phosphorylation. Mol. Cell. 
2008; 30:701–11.

9. Faletti CJ, Perrotti N, Taylor SI, Blazer-Yost BL. Sgk: an 
essential convergence point for peptide and steroid hor-
mone regulation of ENaC-mediated Na+ transport. Am. J. 
Physiol. Cell Physiol. 2002; 282:C494–500.

10. Perrotti N, He RA, Phillips SA, Haft CR, Taylor SI. 
Activation of serum- and glucocorticoid-induced protein 
kinase (Sgk) by cyclic AMP and insulin. J. Biol. Chem. 
2001; 276:9406–12.

11. Menniti M, Iuliano R, Föller M, Sopjani M, Alesutan I, 
Mariggiò S, Nofziger C, Perri AM, Amato R, Blazer-Yost B, 
Corda D, Lang F, Perrotti N. 60kDa lysophospholipase, a 
new Sgk1 molecular partner involved in the  regulation of 
ENaC. Cell. Physiol. Biochem. 2010; 26:587–96.

12. Boito R, Menniti M, Amato R, Palmieri C, Marinaro C, 
Iuliano R, Tripodi G, Cusi D, Fuiano G, Perrotti N. 
RFX-1, a putative alpha Adducin interacting protein in a 
human kidney library. FEBS Lett. 2005; 579:6439–43.

13. Amato R, Menniti M, Agosti V, Boito R, Costa N, 
Bond HM, Barbieri V, Tagliaferri P, Venuta S, Perrotti N. 
IL-2 signals through Sgk1 and inhibits proliferation and 
apoptosis in kidney cancer cells. J. Mol. Med. (Berl). 2007; 
85:707–21.

14. Isikbay M, Otto K, Kregel S, Kach J, Cai Y, Vander Griend DJ, 
Conzen SD, Szmulewitz RZ. Glucocorticoid receptor activity 
contributes to resistance to androgen-targeted therapy in pros-
tate cancer. Horm. Cancer. 2014; 5:72–89.



Oncotarget37524www.impactjournals.com/oncotarget

15. Abbruzzese C, Mattarocci S, Pizzuti L, Mileo AM, Visca P, 
Antoniani B, Alessandrini G, Facciolo F, Amato R, 
D’Antona L, Rinaldi M, Felsani A, Perrotti N, et al. 
Determination of SGK1 mRNA in non-small cell lung can-
cer samples underlines high expression in squamous cell 
carcinomas. J. Exp. Clin. Cancer Res. 2012; 31:4.

16. Chung EJ1, Sung YK, Farooq M, Kim Y, Im S, Tak WY, 
Hwang YJ, Kim YI, Han HS, Kim JC, Kim MK. Gene 
expression profile analysis in human hepatocellular carci-
noma by cDNA microarray. Mol. Cells. 2002; 14:382–7.

17. Won M, Park KA, Byun HS, Kim YR, Choi BL, Hong JH, 
Park J, Seok JH, Lee YH, Cho CH, Song IS, Kim YK, 
Shen HM, et al. Protein kinase SGK1 enhances MEK/ERK 
complex formation through the phosphorylation of ERK2: 
Implication for the positive regulatory role of SGK1 on the 
ERK function during liver regeneration. J. Hepatol. 2009; 
51:67–76.

18. Wang X, Bhattacharyya D, Dennewitz MB, 
Kalinichenko VV, Zhou Y, Lepe R, Costa RH. Rapid hepa-
tocyte nuclear translocation of the Forkhead Box M1B 
(FoxM1B) transcription factor caused a transient increase 
in size of regenerating transgenic hepatocytes. Gene Expr. 
2003; 11:149–62.

19. Nasir O1, Wang K, Föller M, Gu S, Bhandaru M, 
Ackermann TF, Boini KM, Mack A, Klingel K, Amato R, 
Perrotti N, Kuhl D, Behrens J, et al. Relative resistance 
of SGK1 knockout mice against chemical carcinogenesis. 
IUBMB Life. 2009; 61:768–76.

20. Amato R, D’Antona L, Porciatti G, Agosti V, Menniti M, 
Rinaldo C, Costa N, Bellacchio E, Mattarocci S, Fuiano G, 
Soddu S, Paggi MG, et al. Sgk1 activates MDM2-dependent 
p53 degradation and affects cell proliferation, survival, and 
differentiation. J. Mol. Med. (Berl). 2009; 87:1221–39.

21. Amato R, Scumaci D, D’Antona L, Iuliano R, Menniti M, 
Di Sanzo M, Faniello MC, Colao E, Malatesta P, 
Zingone A, Agosti V, Costanzo FS, Mileo AM, et al. Sgk1 
enhances RANBP1 transcript levels and decreases taxol 
sensitivity in RKO colon carcinoma cells. Oncogene. 2013; 
32:4572–8.

22. Murray JT, Campbell DG, Morrice N, Auld GC, 
Shpiro N, Marquez R, Peggie M, Bain J, Bloomberg GB, 
Grahammer F, Lang F, Wulff P, Kuhl D, et al. Exploitation 
of KESTREL to identify NDRG family members as physi-
ological substrates for SGK1 and GSK3. Biochem J. 2004; 
384:477–88.

23. Sommer EM, Dry H, Cross D, Guichard S, Davies BR, 
Alessi DR. Elevated SGK1 predicts resistance of breast can-
cer cells to Akt inhibitors. Biochem. J. 2013; 452:499–508.

24. Zarrinpashneh E, Poggioli T, Sarathchandra P, Lexow J, 
Monassier L, Terracciano C, Lang F, Damilano F, Zhou JQ, 
Rosenzweig A, Rosenthal N, Santini MP. Ablation of SGK1 
impairs endothelial cell migration and tube formation lead-
ing to decreased neo-angiogenesis following myocardial 
infarction. PLoS One. 2013; 8:e80268.

25. Sahin P, McCaig C, Jeevahan J, Murray JT, Hainsworth AH. 
The cell survival kinase SGK1 and its targets FOXO3a 
and NDRG1 in aged human brain. Neuropathol. Appl. 
Neurobiol. 2013; 39:623–33.

26. Li Y, Pan P, Qiao P, Liu R. Downregulation of N-myc 
downstream regulated gene 1 caused by the methylation of 
CpG islands of NDRG1 promoter promotes proliferation 
and invasion of prostate cancer cells. Int J Oncol. 2015. doi 
10.3892/ijo.2015.3086.

27. Liu W, Yue F, Zheng M, Merlot A, Bae DH, Huang M, 
Lane D, Jansson P, Lui GY, Richardson V, Sahni S, 
Kalinowski D, Kovacevic Z, et al. The proto-oncogene 
c-Src and its downstream signaling pathways are inhibited 
by the metastasis suppressor, NDRG1. Oncotarget. 2015; 
6:8851–74.

28. M , Hodecker S, Osswald M, Meisner C, et al. mTOR  target 
NDRG1 confers MGMT-dependent resistance to alkyl-
ating chemotherapy. Proc. Natl. Acad. Sci. U.S.A. 2014; 
111:409–14.

29. Yan X, Chua M-S, Sun H, So S. N-Myc down-regulated 
gene 1 mediates proliferation, invasion, and apoptosis 
of hepatocellular carcinoma cells. Cancer Lett. 2008; 
262:133–42.

30. Kwak MS, Yu SJ, Yoon JH, Lee SH, Lee SM, Lee JH, 
Kim YJ, Lee HS. Synergistic anti-tumor efficacy of doxoru-
bicin and flavopiridol in an in vivo hepatocellular  carcinoma 
model. J Cancer Res Clin Oncol. 2015; May 20; 10.1007/
s00432-015-1990-6. [Epub ahead of print].

31. D’Antona L1, Amato R, Talarico C, Ortuso F, Menniti M, 
Dattilo V, Iuliano R, Gigliotti F, Artese A, Costa G, 
Schenone S, Musumeci F, Abbruzzese C, et al. SI113, 
a Specific Inhibitor of the Sgk1 Kinase Activity that 
Counteracts Cancer Cell Proliferation. Cell. Physiol. 
Biochem. 2015; 35:2006–2018.

32. Ortuso F, Amato R, Artese A, D’antona L, Costa G, 
Talarico C, Gigliotti F, Bianco C, Trapasso F, Schenone S, 
Musumeci F, Botta L, Perrotti N, et al. In silico identifi-
cation and biological evaluation of novel selective serum/
glucocorticoid-inducible kinase 1 inhibitors based on the 
pyrazolo-pyrimidine scaffold. J. Chem. Inf. Model. 2014; 
54:1828–32.

33. Towhid ST, Liu GL, Ackermann TF, Beier N, Scholz W, 
Fuchβ T, Toulany M, Rodemann HP, Lang F. Inhibition 
of colonic tumor growth by the selective SGK inhibitor 
EMD638683. Cell Physiol Biochem. 2013; 32:838–48.

34. Liu G, Honisch S, Liu G, Schmidt S, Pantelakos S, 
Alkahtani S, Toulany M, Lang F, Stournaras C. Inhibition 
of SGK1 enhances mAR-induced apoptosis in MCF-7 
breast cancer cells. Cancer BiolTher. 2015; 16:52–9 
10.4161/15384047.2014.986982 25427201.

35. Sherk AB, Frigo DE, Schnackenberg CG, Bray JD, Laping NJ, 
Trizna W, Hammond M, Patterson JR, Thompson SK, 
Kazmin D, Norris JD, McDonnell DP. Development of a 
small-molecule serum- and glucocorticoid-regulated kinase-1 



Oncotarget37525www.impactjournals.com/oncotarget

antagonist and its evaluation as a prostate cancer therapeutic. 
Cancer Res. 2008; Sep 15;68:7475–83.

36. Zhang MS, Arnaoutov A, Dasso M. RanBP1 Governs 
Spindle Assembly by Defining Mitotic Ran-GTP Production. 
Dev. Cell. 2014; 31:393–404.

37. Di Fiore B, Ciciarello M, Mangiacasale R, Palena A, 
Tassin AM, Cundari E, Lavia P. Mammalian RanBP1 
 regulates centrosome cohesion during mitosis. J. Cell Sci. 
2003; 116:3399–411.

38. Rensen WM, Roscioli E, Tedeschi A, Mangiacasale R, 
Ciciarello M, Di Gioia SA, Lavia P. RanBP1 downregula-
tion sensitizes cancer cells to taxol in a caspase-3-dependent 
manner. Oncogene. 2009; 28:1748–58.

39. Tedeschi A, Ciciarello M, Mangiacasale R, Roscioli E, 
Rensen WM, Lavia P. RANBP1 localizes a subset of 
mitotic regulatory factors on spindle microtubules and 
 regulates chromosome segregation in human cells. J. Cell 
Sci. 2007; 120:3748–61.

40. Li HY, Ng WP, Wong CH, Iglesias PA, Zheng Y. 
Coordination of chromosome alignment and mitotic pro-
gression by the chromosome-based Ran signal. Cell Cycle. 
2007; 6:1886–95.

41. Delprato A. Topological and functional properties of the 
small GTPases protein interaction network. PLoS One. 
2012; 7:e44882.

42. Wong CM, Wei L, Au SL, Fan DN, Zhou Y, Tsang FH, 
Law CT, Lee JM, He X, Shi J, Wong CC, Ng IO. MiR-
200b/200c/429 subfamily negatively regulates Rho/ROCK 
signaling pathway to suppress hepatocellular carcinoma 
metastasis. Oncotarget. 2015; 6:13658-70.

43. Chen H, Miao J, Li H, Wang C, Li J, Zhu Y, Wang J, 
Wu X, Qiao H. Expression and prognostic significance of 
p21-activated kinase 6 in hepatocellular carcinoma. J. Surg. 
Res. 2014; 189:81–8.

44. Xu Z, Wu J, Zha X. Up-regulation of prohibitin 1 is 
involved in the proliferation and migration of liver cancer 
cells. Sci. China. Life Sci. 2011; 54:121–7.

45. Zhou X1, Xie G, Wang S, Wang Y, Zhang K, Zheng S, 
Chu L, Xiao L, Yu Y, Zhang Y, Liu X. Potent and specific 
antitumor effect for colorectal cancer by CEA and Rb dou-
ble regulated oncolytic adenovirus harboring ST13 gene. 
PLoS One. 2012; 7:e47566.

46. Yu D Bin, Zhong SY, Yang M, Wang YG, Qian QJ, 
Zheng S, et al. Potent antitumor activity of double-regulated 
oncolytic adenovirus-mediated ST13 for colorectal cancer. 
Cancer Sci. 2009; 100:678–83.

47. Huang AH, Pan SH, Chang WH, Hong QS, Chen JJ. Yu 
SLPARVA Promotes Metastasis by Modulating ILK 

Signalling Pathway in Lung Adenocarcinoma. PLoS One. 
2015; 10:e0118530.

48. Berkers CR, Maddocks ODK, Cheung EC, Mor I, 
Vousden KH. Metabolic regulation by p53 family members. 
Cell Metab. 2013; 18:617–33.

49. Hussain SP, Schwank J, Staib F, Wang XW, Harris CC. 
TP53 mutations and hepatocellular carcinoma: insights into 
the etiology and pathogenesis of liver cancer. Oncogene. 
2007; 26:2166–76.

50. Ciciarello M1, Mangiacasale R, Casenghi M, Zaira 
Limongi M, D’Angelo M, Soddu S, Lavia P, Cundari E. 
p53 displacement from centrosomes and p53-mediated G1 
arrest following transient inhibition of the mitotic spindle. 
J. Biol. Chem. 2001; 276:19205–13.

51. Perry ME. Mdm2 in the response to radiation. Mol. Cancer 
Res. 2004; 2:9–19.

52. Luo Y, Shoemaker AR, Liu X, Woods KW, Thomas SA, de 
Jong R, Han EK, Li T, Stoll VS, Powlas JA, Oleksijew A, 
Mitten MJ, Shi Y, et al. Potent and selective inhibitors 
of Akt kinases slow the progress of tumors in vivo. Mol. 
Cancer Ther. 2005; 4:977–986.

53. Chen WS1, Xu PZ, Gottlob K, Chen ML, Sokol K, 
Shiyanova T, Roninson I, Weng W, Suzuki R, Tobe K, 
Kadowaki T, Hay N. Growth retardation and increased 
apoptosis in mice with homozygous disruption of the Akt1 
gene. Genes Dev. 2001; 15:2203–8.

54. Carnero A, Paramio JM. The PTEN/PI3K/AKT Pathway 
in vivo, Cancer Mouse Models. Front. Oncol. 2014; 4:252.

55. Wulff P, Vallon V, Huang DY, Völkl H, Yu F, Richter K, 
Jansen M, Schlünz M, Klingel K, Loffing J, Kauselmann G, 
Bösl MR, Lang F, et al. Impaired renal Na(+) retention in 
the sgk1-knockout mouse. J. Clin. Invest. 2002; 110:1263–8.

56. Di Domenico M, Scumaci D, Grasso S, Gaspari M, 
Curcio A, Oliva A, Ausania F, Di Nunzio C, Ricciardi C, 
Santini AC, Rizzo FA, Romano Carratelli C, Lamberti M, 
et al. Biomarker discovery by plasma proteomics in famil-
ial Brugada Syndrome. Front Biosci (Landmark Ed). 2013; 
18:564–71.

57. Morelli M, Scumaci D, Di Cello A, Venturella R, 
Donato G, Faniello MC, Quaresima B, Cuda G, Zullo F, 
Costanzo F. DJ-1 in endometrialcancer: a possible bio-
marker to improve differential diagnosis between subtypes. 
Int J Gynecol Cancer. 2014; 24:649–58. doi: 10.1097/
IGC.0000000000000102. PubMed PMID: 24614826.

58. Krämer A, Green J, Pollard J, Tugendreich S. Causal 
Analysis Approaches in Ingenuity Pathway Analysis (IPA). 
Bioinformatics 2013. PMID: 24336805.


