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TQ inhibits hepatocellular carcinoma growth in vitro and in vivo
via repression of Notch signaling

Xiquan Ke'!, Yan Zhao!, Xinlan Lu', Zhe Wang? Yuanyuan Liu3, Mudan Ren?,
Guifang Lu?, Dan Zhang', Zhenguo Sun*, Zhipeng Xu®, Jee Hoon Song®, Yulan Cheng¢,
Stephen J. Meltzer?, Shuixiang He!

]Department of Gastroenterology, the First Affiliated Hospital, School of Medicine, Xi‘an Jiaotong University, Xi‘an,
Shaanxi 710061, P.R. China

2Department of Gastroenterology, Tongji Hospital, Tongji University School of Medicine, Shanghai 200065, P.R. China
3Department of Gastroenterology, Xi‘an Central Hospital, Xi‘an, Shaanxi 710000, P.R. China
4Department of Thoracic Surgery, Provincial Hospital Affiliated to Shandong University, Jinan, Shandong 250021, P.R. China

5Department of Gastroenterology, the Second Affiliated Hospital, Zhejiang University School of Medicine, Hangzhou,
Zhejiang 310009, P.R. China

®Division of Gastroenterology, Departments of Medicine and Oncology and Sidney Kimmel Comprehensive Cancer Center,
The Johns Hopkins University School of Medicine, Baltimore, MD 21287, USA

Correspondence to:
Shuixiang He, e-mail: hesx123@gmail.com
Stephen J. Meltzer, e-mail: smeltzer@jhmi.edu

Keywords: thymoquinone, hepatocellular carcinoma, Notch, cell cycle, apoptosis
Received: May 29, 2015 Accepted: September 10, 2015 Published: September 21, 2015

ABSTRACT

Thymoquinone (TQ) has been reported to possess anti-tumor activity in various
types of cancer. However, its effects and molecular mechanism of action in
hepatocellular carcinoma (HCC) are still not completely understood. We observed
that TQ inhibited tumor cell growth in vitro, where treatment with TQ arrested the cell
cycle in G1 by upregulating p21 and downregulating cyclinD1 and CDK2 expression;
moreover, TQ induced apoptosis by decreasing expression of Bcl-2 and increasing
expression of Bax. Simultaneously, TQ demonstrated a suppressive impact on the
Notch pathway, where overexpression of NICD1 reversed the inhibitory effect of TQ
on cell proliferation, thereby attenuating the repressive effects of TQ on the Notch
pathway, cyclinD1, CDK2 and Bcl-2, and also diminishing upregulation of p21 and Bax.
In a xenograft model, TQ inhibited HCC growth in nude mice; this inhibitory effect
in vivo, as well as of HCC cell growth in vitro, was associated with a discernible decline
in NICD1 and Bcl-2 levels and a dramatic rise in p21 expression. In conclusion, TQ
inhibits HCC cell growth by inducing cell cycle arrest and apoptosis, achieving these
effects by repression of the Notch signaling pathway, suggesting that TQ represents
a potential preventive or therapeutic agent in HCC patients.

INTRODUCTION [2-3]. Potentially curative treatments for carly-stage
HCC include surgical resection, liver transplantation,
Hepatocellular carcinoma (HCC) is the sixth and ablation. However, high rates of tumor recurrence
most frequently diagnosed cancer and the third after resection or ablation constitute a major challenge,
most common cause of cancer death worldwide. An with recurrence rates as high as 70% at 5 years [4].
estimated 748,300 new cases and 695,900 cancer deaths Palliative therapy for intermediate-advanced HCC
occurred from HCC in 2008. Half of these cases and includes transarterial chemoembolization (TACE)
deaths were estimated to occur in China [1]. HCC and sorafenib [5-7], but curative effect is difficult
incidence rates are increasing rapidly in many parts to achieve. Therefore, effective treatment agents are
of the world, including the United States and Europe urgently needed in this disease.
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Nigella sativa is a widely distributed plant in
Mediterranean countries, Pakistan and India, whose seed
(black cumin) has been commonly used as a spice, as well
as in preservatives and medications, over the past several
thousand years; this seed has biological activities including
anti-inflammatory, anti-tumor, antioxidant, anti-platelet,
anti-atherosclerotic, and anti-diabetic effects [8]. Nigella
has demonstrated clinical therapeutic activity in many
diseases, including bronchial asthma, diarrhea, headache,
gastrointestinal illnesses, eczema, hypertension, and obesity
[9]. Moreover, there are no obvious adverse effects of this
substance. Thymoquinone (TQ), or 2-isopropyl-5-methyl-1,
4-benzoquinone, is the most active monomer isolated from
black cumin, with a defined chemical structure (Fig. 1A).
Many studies demonstrate that TQ exhibits a broad
antitumor activity spectrum [10—13].

There are four transmembrane Notch proteins
(Notch 1-4) in mammals [14] and five ligands: Jagged
(Jagged 1, 2) and Delta-like (DLL-1, 3, 4), belonging
to two protein families [15]. Activation of Notch
signaling requires linking of the Notch receptor to its
respective ligand in a strictly controlled fashion. The
Notch intracellular domain (NICD) is released after
Notch receptors undergo a series of proteolytic cleavages
[16-17], and NICD then translocates into the nucleus
to modulate the expression of Hesl [18], Bel-2 [19],
and other target genes, which mediate cell proliferation,
differentiation and apoptosis, processes that are key to the
development and progression of cancer [20-24].

TQ has anti-neoplastic effects on a variety of human
cancer cells [10-13]. Recent preliminary reports showed
that TQ inhibits HCC growth in vitro [25], but potential
molecular mechanisms involved in this antitumor effect,
in particular its impact on the Notch pathway, along with
antitumor effects in vivo, have not been studied. Therefore,
the present study was conducted to explore the effects
and mechanisms of action of TQ against HCC growth
in vitro and in vivo.

RESULTS

TQ inhibits the growth of human HCC cells
in vitro

We examined the effect of TQ on HCC cell
proliferation in several HCC-derived cell lines (Hep3B,
SMMC7721, HepG2, Bel7402, MHCC97-L, MHCC97-H
and HHCC) by MTT assay. Cells with different degrees of
differentiation were treated with 20, 40, 60 and 80 uM TQ.
TQ significantly inhibited the proliferation of these tumor
cell lines in a dose- and time-dependent manner. This
anti-proliferative impact was observed within a 24-hour
period, and it continued to increase over the next 72 hours
(Fig. 1B-1H).

Notchl expression in human HCC cell lines and
normal liver cells

To explore whether Notchl is expressed in
HCC cells, qRT-PCR analysis was performed in seven
HCC cell lines and in primary normal liver epithelial
cells (L-02). All seven HCC cell lines expressed higher
levels of Notchl mRNA than did L-02 cells (P < 0.05).
Hep3B and SMMC7721 expressed the highest levels of
Notchl mRNA among the HCC cell lines tested (Fig. 2).
We therefore chose Hep3B and SMMC7721 for further
research.

TQ induces cell cycle arrest by upregulating
p21 and downregulating cyclinD1 and CDK2
expression

To investigate whether inhibition of cell proliferation
was associated with cell cycle arrest, we performed
flow cytometry to analyze cell cycle distribution
after treatment with TQ for 48 h. As shown in Fig. 3A-3B,
Hep3B cells treated with TQ (20, 40, and 60 pM)
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Figure 1: TQ inhibits proliferation HCC cell lines. A. Chemical structure of TQ. B-H. Cell inhibition rate after TQ treatment
relative to the controls. HCC cells were cultured in 96-well plates with ascending doses of TQ (20—-80 uM) for 24, 48 and 72 h, cell viability
was evaluated by MTT assay, the inhibition rate was calculated by formula: (1-treated group/control group) x 100%.
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Figure 2: Notchl mRNA activity in seven HCC cell lines and a normal liver cell for qRT-PCR. *p < 0.05.

A B c £ Otamumon) & OTQ(pmoll)
§ S S Py em———
S S 20 40 60 (¥ S 20 40 60
Hep3B SMMC-7721 P21 —— —— ——— R . e e — —
o 1001 P =3 control — 100+ trol
g &3 DMSO g e 1.0 1.04 16 21 26 1.0 10515 19 24
2 1 B = a2 2 80 g ?g 281 " )
< e FIEH m Tadom 8 | D Q400N CYCND ] i o, s o o g —
515 A TQ60uM  © -
g« [HH S 40 LG 1.0 0.98 0.6 0.4 0.1 1.0 0.98 0.8 0.5 0.2
g ol [IHE %
E E " g 20 CDK2 amm s s s e, o e, e
— e o iz
(’Q\@\ % qut* 0- 6\0\ » 1.0 1.06 0.7 0.3 0.1 1.0 097 0.7 04 0.2
Cell cycle distribution © Cell cycle distributiono B-actin WP - N — N N — — —
Hep3B SMMC7721

Figure 3: TQ induces G1 phase cell cycle arrest; p21, cylinD1 and CDK2 protein expression in Hep3B and
SMMC7721 cells. Cells were incubated with various concentrations of TQ for 48 h. Cell cycle distribution was analyzed by flow
cytometry. A. Proportion of cell population in Hep3B; B. cell distribution in SMMC7721. Results are represented as the means + SE (n = 3),
*p < 0.05 vs control and DMSO group. C. Expression of cell cycle-related protein (above-mentioned) and -actin proteins was determined
by western blot analysis.

demonstrated an increase in the proportion of cells in G0/ TQ induces cell apoptosis and regulates the

Gl phase (79 £5.1, 85 £5.5, 88 = 5.9) vs. control (0 uM) expression of Bcl-2 and Bax

or DMSO-treated cells (56 + 3.8 or 58 + 4.6, respectively),

as well as a decrease in the proportion of cells in S phase In addition to cell cycle arrest, we assumed that
(16 +3,13£3.2, 11 £ 2.1) vs. control or DMSO-treated inhibition of cell growth induced by TQ treatment
groups (27 + 2.9 or 26 + 2.8, respectively). In SMMC7721 could also have been caused by programmed cell death.
cells, TQ also induced G1-phase arrest in a concentration- Therefore, we investigated whether TQ induces apoptosis.
dependent manner. To clarify the mechanism of Gl We measured the number of apoptotic cells after
accumulation induced by TQ, we measured expression treatment with TQ for 48 h and observed that apoptotic
levels of the cell cycle-related proteins p21, cyclinD1, cells were dramatically increased in TQ-treated (20, 40,
and CDK2 using Western blot analysis. Results showed and 60 uM) Hep3B cells (15.38 + 3.78, 76.45 = 7.4,
that p21 was significantly upregulated, while cyclinD1 86.52 + 8.1) vs. control and DMSO-treated cells (4.87
and CDK2 were significantly downregulated in +1.32, 5.9 £ 2.1), while apoptotic cells numbered (6.23
a concentration-dependent manner following 48 h of TQ +1.07, 27.85 £ 5.67, 67.09 £ 6.97) in TQ-treated (20,
treatment (Fig. 3C). 40, and 60 pM) SMMC7721 cells and (5.55 + 1.39,
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5.23 £+ 2.04) in control and DMSO-treated SMMC7721
cells, respectively (Fig. 4A-4B). To further investigate
the molecular mechanisms underlying these pro-apoptotic
effects, we measured expression of the apoptosis-related
proteins Bcl-2 and Bax using Western blotting. TQ
decreased the expression of Bcl-2 and increased the
expression of Bax proteins (Fig. 4C).

The Notch pathway is involved in the anti-cancer
effect of TQ on human HCC cells

We hypothesized that TQ-induced growth suppression
of HCC cells could be related to the Notch signaling
pathway. To confirm this possibility, we determined
the effects of TQ on Notch signaling in Hep3B and
SMMC7721 cells. Western blotting demonstrated that TQ
inhibited the expression of Notchl, NICD1, Jaggedl and
Hesl in a concentration-dependent manner (Fig. 5SA). To
further elucidate the role of Notchl in the TQ response,
we transfected Hep3B and SMMC7721 cells with pIRES-
NICD1-EGFP vector, expressing human NICDI. Initial
testing verified that transfection of these cells with this vector
successfully and significantly promoted overexpression of
NICDI (Fig. 5B). We then explored whether the inhibitory
effect of TQ on cell growth and expression of cell cycle-
related and apoptosis-related proteins was related to
suppression of Notch signaling. After transient transfection
with the NICD1 vector for 6 h, Hep3B and SMMC7721 cells
were incubated in the presence or absence of TQ (60 M) for
48 h. The cells were then subjected to in vitro MTT assays
and WB analysis. Results showed that forced overexpression
of NICDI reversed the inhibitory effects of TQ on cell
growth. MTT assay results in control, TQ, pIRES-NICD1
and TQ+pIRES-NICD1 groups were 0.9 + 0.1, 88.15 £ 9.48,
43 + 3.81, and 57.5 + 10.1 in Hep3B cells, respectively,
while corresponding values were 0.8 = 0.2, 61.79 + 9.35,
29.7+4.1, and 40.8 £4.75 in SMMC7721 cells, respectively

(Fig. 5C). WB revealed that forced NICD1 overexpression
caused attenuation of TQ’s inhibitory effects on expression
of Notchl, Jaggedl, Hesl, cyclinD1, CDK2 and Bcl-2,
as well as on TQ-induced upregulation of p21 and Bax
(Fig. 5D). These results suggest that TQ inhibits tumor cell
growth via cell cycle arrest and apoptosis, induction at least
in part due to repression of Notch signaling.

TQ inhibits the growth of hepatocellular
carcinoma in vivo

In order to verify our in vitro observation and
to evaluate the anti-tumor efficacy of TQ in vivo,
we analyzed its influence on the growth of liver
tumor xenografts in athymic nude mice. TQ (5 mg/kg/d
and 20 mg/kg/d) was administered subcutaneously (s.c.)
beginning when Hep3B tumors reached 150 mm’.
As shown in Fig. 6A, TQ treatment caused a statistically
significant tumor volume decrease vs. the control
group (p <0.01) at day 31: the average tumor volumes
in TQ-treated (Smg/kg/d or 20 mg/kg/d) vs. solvent-
treated control mice were 710 + 37.6 or 537 £ 32.5 cm®
vs. 1022.3 £ 387.1 cm?, respectively (p < 0.05). There
was no statistical difference in average body weights
(22.6 £ 2.9 g in the Smg/kg/d group and 21.1 + 3.2 g
in the 20mg/kg/d group vs. 23.5 + 4.1 g in controls),
indicating that TQ exerted no obvious deleterious
side effects in tumor-bearing mice. Fig. 6B-6C shows
that tumor sizes and weights in TQ-treated mice were
significantly smaller than in solvent-treated mice.
In addition, H&E staining of the control and 5 mg/kg/d
TQ-treated groups confirmed that tumor xenografts
had been successfully established in both groups
(Fig. 7A-7B). H&E staining of kidney epithelial cells
in the 20 mg/kg/d TQ-treated group revealed normal
histology (Fig. 7C), further establishing that TQ
exerted minimal toxicity. We next investigated whether
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Figure 4: TQ induced cell apoptosis and effect on apoptosis-related factors. Cells were stained with AnnexinV and PI,
following the quantitative analysis of apoptosis in A. Hep3B cells and B. SMMC7721 cells by flow cytometry. C. TQ decreases expression
of Bcl-2 and increases Bax level, with Bel-2 and Bax measured using western blot analysis.
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Figure 5: TQ inhibits HCC cells growth by inducing cell cycle arrest and cell apoptosis via the inactivation of Notch
pathway genes. A. Effect of TQ on the Notch pathway, protein levels of Notch1 and NICD1 and Jagged1 as well as Hes1 were determined
by western blot. B. Verification of Overexpression NICD1 vector, expression of NICD1 in Hep3B and SMMC7721 after transfection
with the vector for 48 h was examined using western blot. C. Impact of NICD1 overexpression NICD1 on TQ-induced inhibition of
the growth of HCC cells. MTT assays were carried out to assess the anti-proliferative effect of TQ on 4 groups of cells; ‘pIRES-NICD1’
indicates the group transfected with a pIRES-NICD1-EGFP vector, *p < 0.05 and **p < 0.01 vs. TQ-treated group. D. Effect of NICD1
cDNA transfection with or without combination TQ treatment on activity of Notch and its downstream target gene; expression of Notch
pathway(Notchl, NICDI1, Jaggedl, Hes1) and cell cycle-related (p21, cyclinD1 and CDK2) as well as cell apoptosis-related (Bcl-2 and

Bax) proteins was measured by western blot analysis.

TQ-inhibited tumor growth in mice was associated with
inactivation of the Notch pathway and expression of p21
and Bcl-2, as in cultured cells. Immunohistochemical
staining of tumor tissue revealed that TQ treatment
at the doses of Smg/kg and 20mg/kg increased the
expression of p21 protein, while this treatment inhibited
the expression of NICDI1 and Bcl-2 vs. controls
(Fig. 7D-7L). Overall, these observations demonstrate
that TQ inhibits the growth of HCC cells both in vitro
and in vivo, associated with reduced activity of the
Notch signaling pathway and induction of cell cycle
arrest and apoptosis.

DISCUSSION

Herbs contain potent bioactive natural substances,
which are commonly used to treat a variety of diseases
including rheumatological disorders [26] and breast
cancer [27-28]. TQ extracted from Nigella sativa has
been used by multiple human societies for centuries,
and this substance has shown anti-tumor activity against
lymphoblastic leukemia, breast cancer, prostate, and
pancreatic cancer cells [10—13]. However, its effect and
underlying molecular mechanisms in HCC have not been
previously clarified. Our studies reveal, to our knowledge
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Figure 6: TQ inhibits tumor growth derived from Human Hep3B hepatocellular cells in nude mice. Tumor-bearing mice
were divided into three groups when volume of xenografts reached ~150 mm3. They were given s.c. injection of solvent, 5 mg/kg and
20 mg/kg TQ daily, respectively. A. Tumor volume and size was measured every two days as described in materials and methods; points,
mean tumor size (n = 5); bars, SE. *p < 0.05 and **p < 0.01 compared with the control group. B. Macroscopic appearance of xenografts
after TQ treatment for 31 days. C. Tumor weight of tumors after resection.
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Figure 7: The anti-cancer effects of TQ on HCC in vivo. H&E staining in control group A. and 5 mg/kg TQ treated group
B. Influence of TQ on kidney epithelial cells in 20 mg/kg TQ treated group C. by H&E method. Immunohistochemical detection of NICD1,
p21 and Bcl-2 at x200 magnification in the control, 5 mg/kg and 20 mg/kg TQ treated groups were demonstrated in D, E and F, G, H and 1,

J, K and L, respectively.

for the first time, that TQ induces anti-proliferative and
apoptotic effects in HCC in vitro and in vivo, at least
in part by inhibiting the Notch pathway. Based on our
findings that TQ inhibits growth of cancer cells without
conspicuous toxicity, this natural substance represents
a promising new agent for the treatment and/or prevention
of liver cancer.

Regulation of cell proliferation and differentiation is
closely associated with activation of cell cycle-dependent
cyclins, cyclin-dependent kinases (CDKs), and CDK
inhibitors. The D-type cyclins with their matched kinase
partners result in G1 progression, while cyclin E interacts
with CDK2 and plays a significant role in cell cycle
progression past the G1 phase [29]. p21, a key CDK
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inhibitor, can inactivate the cyclin/CDK complex, causing
efficient cell cycle arrest [30]. In this study, we found
that TQ effectively blocked G1l-phase HCC cells from
entering S-phase. Furthermore, our data illustrated that TQ
suppressed the expression of cyclinD1 and CDK2, while
simultaneously boosting p21 levels, which correlated
with G1-phase arrest and growth suppression. According
to reports by Shin [31], TQ induces cell cycle arrest by
increasing p21.

As is known, cancer development and progression
are attributed to destruction of the balance between cell
proliferation and apoptosis [32]. Apoptosis is mediated by
several cascade proteins, especially members of the Bel-2
family and Bax [33]. Bcl-2 is an anti-apoptotic protein,
while Bax (Bcl-2 Antagonist X) is a pro-apoptotic protein
with the ability to antagonize Bcl-2, thereby increasing
the activation of caspases, altering mitochondrial
permeability, and triggering mitochondrial pathway
apoptosis [34]. In the present study, we observed that TQ
treatment of HCC cells increased Bax expression and
diminished Bcl-2 expression. These expression alterations
of Bax and Bcl-2 highlight a high Bax/Bcl-2 ratio, which
is a significant factor in determining susceptibility to
apoptosis: high Bax/Bcl-2 ratios resulted in a higher
proportion of apoptotic cells than in control groups. These
results establish that the apoptosis-promoting effect of TQ
on Hep3B and SMMC7721 cells was at least in part due
to modulation of Bcl-2 and Bax.

The Notch pathway is genetically altered in many
hematopoietic and solid tumors, resulting in activation
or repression of this pathway in the context of other
oncogenic signaling pathways [35]. Many studies [21-24,
36-39] have confirmed that Notch can function as either
an oncogene or a tumor suppressor gene, manifesting
oncogenic roles in chronic lymphocytic leukemia (CLL),
lung adenocarcinoma, and colorectal cancer, but tumor-
suppressive activity in acute myeloid leukemia (AML),
lung squamous cell carcinoma, and cutaneous squamous
cell carcinoma. However, whether activated Notch inhibits
or promotes HCC cell growth is still controversial.
Qi et al. found that activated NOTCHI represses liver
cancer cells growth by the induction of cell cycle arrest
and apoptosis [40], suggesting that Notch functions as
a tumor suppressor in the liver. In contrast, two research
groups revealed that the activated intracellular domain
of Notchl [41] or Notch2 [42] induces liver cancer
development. In accordance with the reported conclusion
of Villanueva et al. [41], our result demonstrated that
levels of Notchl mRNA expression in HCC cell lines
were higher than in normal liver cells. Previous reports
[43—44] showed that Notch2 or Notch3 are involved in
gastric carcinogenesis or lung cancer progression. We
found no statistically significant differences in Notch2 or
Notch3 expression between HCC cells and normal liver
cells (Fig. S1, S2); therefore, we did not choose Notch2
or Notch3 for further studies. To further investigate the

possible molecular mechanism of TQ in the inhibition
of HCC growth, we measured protein levels of Notchl,
NICD1, Jaggedl and Hesl in HCC cells. Our results
indicated that expression levels of Notchl, NICDI,
Jaggedl and Hesl were markedly lower in TQ-treated
cells than in control cells.

Furthermore, we  observed that forced
overexpression of NICDI1 reversed the inhibitory
effects of TQ on HCC cell proliferation . Our results
also confirmed that TQ inhibited protein expression of
Notchl (receptor), Jaggedl (ligand), NICD1 (nuclear
transcriptional factor), and Hesl (downstream Notch
pathway target gene) after transfection of a NICD-
expressing vector, in agreement with our observed
effects of TQ on HCC cells before transfection,
suggesting that TQ attenuates Notch pathway activity.
TQ also suppressed cyclinD1, CDK2 and Bcl-2, while
blocking upregulation of p21 and Bax in Hep3B and
SMMC7721 cells after NICD transfection. These results
suggest that TQ inhibits the expression of cyclinD1,
CDK2 and Bcl-2 while accelerating the expression
of p21 and Bax, at least in part via repression of
Notch signaling. A number of studies have shown
that activated Notch can modulate expression of p21
and Bcl-2 [45-46], suggesting that p21 and Bcl-2 are
downstream of TQ- induced Notch inhibition, and
suggesting that TQ may restore normal proliferation and
apoptosis by downregulating the Notch pathway.

v-secretase is a proteolytic enzyme complex that
contains transmembrane domains, comprised of a catalytic
subunit (Presenilin-1 (PS-1) or PS-2) and accessory
subunits (Aphl, Pen-2 and nicastrin) [17]. Inhibition of
v-secretase (GSI) blocks NICD, which travels into the
nucleus, where it activates the expression of downstream
target genes [18-19]. We determined the percentage
of apoptotic cells after treatment with TQ 40 uM, GSI
(1 uM), or TQ+GSI for 48 h. Apoptotic cells numbered
(75.13 £ 7.1)% after 40 uM TQ treatment in Hep3B cells,
(4.32 + 1.27) in control group, (51 +£4.6)% in 1 uM GSI-
treated Hep3B cells, and (99 £ 0.5)% in the TQ+GSI
treatment group (Fig. S3). We could not perform further
research with GSI because we had already reached nearly
100% apoptosis in the combined treatment group.

Finally, our in vivo studies suggested that TQ
inhibits tumor formation in xenografted mice by
suppressing Notch-induced cell cycle arrest and apoptosis.

Several studies have illustrated the role of TQ in
cancer metastasis. Khan et al. reported that TQ inhibits
metastasis of MDA-MB-435 breast cancer cells by
decreasing epithelial-to-mesenchymal transition
(EMT) [47]. Siveen et al. found that TQ enhances
chemosensitization and anticancer activity of Bortezomib
in human multiple myeloma cells and mouse xenografts
via inhibition of the NF-kB pathway [48]. It has
reported that TQ represses tumor growth by modulating
p38, STAT-3, PPAR-y and other signaling pathways.
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[11, 49-52]. Hence, these events may also be responsible
for TQ-induced inhibitory effects on the growth of
HCC xenografts mice in our present study. It would be
interesting to evaluate whether TQ inhibits these other
pathways in future studies.

In summary, our study clarifies the inhibitory
effect of TQ on growth of HCC cells in vitro and in vivo.
Moreover, cell cycle arrest and apoptosis induced by TQ
may be attributed, at least in part, to repression of the
Notch signaling pathway. We have presented evidence
showing that cell cycle arrest and apoptosis associated
with Notch pathway inhibition are mechanisms by which
TQ can inhibit HCC growth. These observations suggest
that TQ should be considered as a promising agent for the
prevention or treatment of HCC.

MATERIALS AND METHODS

Reagents

Thymoquinone was purchased from Sigma-Aldrich
Co. (St. Louis, MO, USA). 3-(4,5-Dimethylthiazol-2-yl)-
2,5-diphenyltetrazolium bromide (MTT) and Dimethyl
sulfoxide (DMSO) were provided by Sigma Chemicals
Co. (St. Louis, MO, USA). Primary antibodies against
Notchl, NCDI1, Jaggedl, Hesl, Bcl-2, and Bax were
ordeded from Abcam (Cambridge, MA, USA). Anti-p21,
anti-cyclinD1, anti-CDK2 and anti-f-actin were obtained
from Cell Signaling Technology (Danvers, MA, USA).
Fetal bovine serum (FBS) was purchased from Gibco-BRL
(Rockville, MD, USA). Dulbecco’s Modified Eagle’s
Medium (DMEM) was ordered from Life Technologies
(Carlsbad, CA, USA).

Cell culture

The human HCC cell lines (Hep3B, SMMC7721,
HepG2, Bel7402, MHCC97-L, MHCC97-H and HHCC)
and normal liver cell line (L-02) were ordered from the
Shanghai Institutes of Biological Sciences. Cells were grown
in DMEM supplemented with 10% FBS, 100 U/mL
penicillin and 2.5 mmol/L glutamine. All cells were cultured
in a humidified incubator with 5% CO2 at 37°C.

Cell viability assay

We used MTT assay to detect live cells as
per manufacturer’s instructions. In Brief, Hep3B,
SMMC7721, HepG2, Bel7402, MHCC97-L, MHCC97-H
and HHCC cells were seeded in 96-well plates at a density
of 6000 per well, incubated in in appropriate medium for
24 to 48 h, then treated with ascending concentrations of
TQ (20-80 umol/L) for different time periods (24, 48 and
72 h). Cells were subsequently cultured d in medium with
0.5 mg/ml MTT for another 4 h. Following removal of
the supernatant and adding 150 pl DMSO, the optical
density(OD) at 490nm was determined by ELISA reader

(Bio-Rad, Hercules, CA, USA). The inhibition rate (IR)
of cell growth was calculated by formula: mean value of
(1-treated group/control group) x 100%.

Quantitative real-time RT-PCR

Total RNA was isolated from the cultured cells with
the RNeasy Mini kit (Invitrogen, CA, USA) according to
the manufacturer’s instructions. cDNA was synthesized
using SuperScript III First-Strand Synthesis Systemkit
(Invitrogen). Quantitative real-time PCR (qRT-PCR)
was carried out (Bio-Rad Laboratories, CA, USA) using
SYBR Premix Ex Tag 11 (Tli RNase H Plus) (TaKaRa,
Japan). The specific primers were as follows:Notchl,
forward 5-CCGCAGTTGTGCTCCTGAA-3"and reverse
5'-ACCTTGGCGGTCTCGTAGCT-3"; B-actin, forward
5'-CTCTTCCAGCCTTCCTTCCT-3" and  reverse
5'-AGCACTGTGTTGGCGTACAG-3'. The housekeeping
gene B-actin was used as an internal control. The analyses
of Notchl data were according to the 28 mVethod.

Expression plasmid construction and cell
transfection

The full coding region that encodes human
NICD1 (GenBank accession No. NM 017617.3)
was amplified by PCR using primers (forward
5'-CTCGAGAATATGGTGCTGCTGTCCCGCAAG-3’
and reverse 5-GGATCCGCACACAGACGCCCGAA
GG-3") from cDNA of U251 glioma cells [53]. The product
was cloned into the pPGEM-T Easy Vector (Promega, WI,
USA) and conducted sequence analysis. The correct
NICD1 cDNA subsequently was cloned into Xhol and
BamHI sites of the bicistronic expression vector pIRES2-
EGFP (enhanced green fluorescent protein) (Clontech Inc,
Palo Alto, CA), allowing for translation of both target
genes and the EGFP, and generated pIRES2-NICDI1-
EGFP. For transient transfection experiments, the cells
were cultured 24 h before transfection in a 6-cm dish at a
density of 2 x 10 cells per dish. Transfecttion of the cells
was performed using Lipofectamine 2000 (Invitrogen,
CA, USA) with pIRES-NICD1-EGFP vector (pIRES-
NICD1) and pIRES-EGFP empty vector (pIRES-EGFP)
(as a negative control) according to the manufacturer’s
protocol.

Cell cycle distribution analysis

Cells were incubated in 6-well plates at a density
of 1.6 x 10° cells per well, and dealt with various
concentrations of TQ for 48 h when grown to 60%
confluence. The cells from each well were collected and
fixed with 70% ethanol overnight, following suspended
by 0.5 ml PI (propidium iodide, Sigma-Aldrich) staining
solution (50 pg/ml PI, 0.2% TritonX-100 in PBS and
100 pg/ml RNase) for half an hour at room temperature
in dark place. Cell cycle distribution was determined
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by a FACS Calibur flow cytometer and the CellQuest
software (Becton-Dickinson). All of the cell cycle
experiments were conducted in triplicate.

Assessment of cell apoptosis

Quantitative analysis of apoptosis was valuated
using FITC Annexin V Apoptosis Detection Kit
(Joincare Biosciences, Zhuhai, China) according to the
manufacturer’s directions. Tumor cells were cultured at
a density of 1.6 x 109 cells per well into 6-well plates,
then were treated with indicated concentrations of TQ
(0, 20, 40, 60 and 80 uM) and incubated for 48 h. Cells
were resuspended by 500 pl 1x Annexin-binding buffer
and stained with 5 ul AnnexinV-FITC, followed addition
of 10 ul PI for 15 min. The percentage of apoptotic cells
was analyzed by FACS Calibur flow cytometer.

Western blot analysis

Western blot analysis was performed as previously
described [54]. Protein extraction was prepared from TQ-
treated and control group cells cultured in 6-cm dishes.
The cells were harvested and lysed in lysis buffer. The
protein (40—60 pg) was separated by 10% SDS-PAGE
and transferred onto polyvinylidene difluoride (PVDF)
membranes (Millipore, MA, USA) after its quantification.
The membranes were blocked with 5% non-fat milk in
tris-buffered saline with Tween (TBST) at 37°C for 2 h,
subsequently were incubated with the primary antibodies
overnight at 4°C, Horseradish peroxidase-linked anti-
rabbit IgG (1:3,000) was used as the secondary antibody,
then incubated at room temperature for 4 h. The
antigen-antibody complexes were detected by enhanced
chemiluminescence kit (Millipore, MA, USA). The band
density was measured using Image Lab 4.0 (Bio-Rad)
imaging software. Expression levels of the protein are
assessed by a densitometric ratio of the targeted protein to
the B-actin housekeeping protein.

Human liver tumor xenograft mouse model

Four-week-old male athymic nude mice (BALB/c),
weighing 18-22 g, were purchased from Shanghai
Laboratory Animal Center (Shanghai, China) and
maintained under specific pathogen-free conditions in
accordance with Laboratory Animal Centre of Xi’an
Jiaotong University animal care guidelines. Use and
treatment of the animal were approved by the Institutional
Animal Care and Use Committee of Xi’an Jiaotong
University. Hep3B cells (2 x 10°) were injected s.c. into
one flank. Tumor size and body weight was measured
every other day. Tumor volume (V) was calculated with
the formula V = (L x W?) x 0.5 where L is the length
of the tumor and the W is the width. When a volume of
xenografts reached ~150 mm?, 15 tumor-bearing mice

were randomly divided into the following 3 groups(n =5
in each group): control group given solvent (mixture of
PBS/cremophor/ethanol, 5:3:2), TQ 5 mg/kg/d group,
TQ 20 mg/kg/d group [12, 55]. When the tumor volumes
of the control group reached ~1,100 mm® (on day 31),
the experiment was ended and the mice were sacrificed.
Tumor tissue was immediately removed and fixed in
4% paraformaldehyde.

Immunohistochemistry

The study was approved by the Research Ethics
Committee of Xi’an Jiaotong University. HCC samples from
mice xenograft were examined immunohistochemically
by treptavidin-peroxidase (SP) method, as described
previously [56]. Briefly, paraformaldehyde-fixed paraffin
embedded tissues were cut into 4-pum sections. The sections
were dewaxed, dehydrated, following antigen retrieval in
a pressure cooking for 5 min then incubated with 0.3%
(v/v) hydrogen peroxide for 10 min to block non-specific
antigens and any endogenous enzyme. The sections were
incubated with normal goat serum for 10 min then with
the primary antibody against NICD1, P21 or Bcl-2 at 4°C
overnight. The slides were washed with PBS and incubated
with biotinylated goat anti-rabbit IgG (1:100 dilution;
Zhongshan Golden Bridge Biotechnology, Beijing, China)
for 20 min as the secondary antibodies. Each slide was
colored with DAB (Sigma, St. Louis, MO, USA) in a
dark room before incubated with peroxidase-conjugated
streptavidin (Zhongshan Golden Bridge Biotechnology) for
10 min. At last, all the sections were rinsed with running
water, counterstained by hematoxylin and dehydrated
in graded ethanol. The slides were read and marked by
two independent pathology experts under a microscope
(Olympus Optical Co, Tokyo, Japan). Haematoxylin and
eosin (H&E) staining was performed according to regular
procedures.

Statistical analysis

All experiments were repeated independently at least
3 times. Data are presented as the means + SEM. Statistical
comparisons were analyzed using one-way ANOVA or the
Student’s ¢-test. Differences were considered to indicate
statistically significant with P < 0.05. All tests and
p-values were two-sided. Statistical analysis was carried
out using SPSS20.0 software (SPSS Inc. Chicago, USA).

ACKNOWLEDGMENTS AND FUNDING

This project was supported by a grant from
the National Nature Science Foundation of China
(No. 30771895) and PHS grants CA190040, CA085069,
CA133012, DKO087454, and CA200483. SIM is an
American Cancer Society Clinical Research Professor.

www.impactjournals.com/oncotarget

Oncotarget



CONFLICTS OF INTEREST

The authors declare no conflict of interest.

REFERENCES

10.

11.

12.

. Jemal A, Bray F, Center MM, Ferlay J, Ward E, Forman D.

Global cancer statistics. CA Cancer J Clin. 2011; 61:69-90.

Siegel R, Ma J, Zou Z, Jemal A. Cancer statistics, 2014.
CA Cancer J Clin. 2014; 64:9-29.

Siegel R, Ward E, Brawley O, Jemal A. Cancer statistics,
2011: the impact of eliminating socioeconomic and racial
disparities on premat-ure cancerdeaths. CA Cancer J Clin.
2011; 61:212-236.

Forner A, Llovet JM, Bruix J. Hepatocellular carcinoma.
Lancet. 2012; 379:1245-1255.

Peng ZW, Zhang YJ, Chen MS, Xu L, Liang HH, Lin X,
Guo RP, Zhang YQ, Lau WY. Radiofrequency ablation
with or without transcatheter arterial chemoembolization
in the treatment of hepatocellular carcinoma: a prospective
randomized trial. J Clin Oncol. 2013; 31:426-432.

Llovet JM, Ricci S, Mazzaferro V, Hilgard P, Gane E,
Blanc JF, de Oliveira AC, Santoro A, Raoul JL, Forner A,
Schwartz M, Porta C, Zeuzem S, et al. Sorafenib in advanced
hepatocellular carcinoma. N Engl J Med. 2008; 359:378-390.

Zhu AX, Rosmorduc O, Evans TR, Ross PJ, Santoro
A, Carrilho FJ, Bruix J, Qin S, Thuluvath PJ,
Llovet JM, Leberre MA, Jensen M, Meinhardt G, et al.
SEARCH: A Phase III, Randomized, Double-Blind,
Placebo-Controlled Trial of Sorafenib Plus Erlotinib in
Patients With Advanced Hepatocellular Carcinoma. J Clin
Oncol. 2015; 33:559-566.

Padhye S, Banerjee S, Ahmad A, Mohammad R, Sarkar FH.
From here to eternity-the secret of Pharaohs: Therapeutic
potential of black cumin seeds and beyond. Cancer Ther.
2008; 6:495-510.

Ali BH, Blunden G. Pharmacological and toxicologi-
cal properties of Nigella sativa. Phytother Res. 2003;
17:299-305.

Abusnina A, Alhosin M, Keravis T, Muller CD,
Fuhrmann G, Bronner C, Lugnier C. Down-regulation of
cyclic nucleotide phosphodiesterase PDE1A is the key event
of p73 and UHRF1 deregulation in thymoquinone-induced
acute lymphoblastic leukemia cell apoptosis. Cell Signal.
2011; 23:152-160.

Woo CC, Hsu A, Kumar AP, Sethi G, Tan KH.
Thymoquinone inhibits tumor growth and induces apoptosis
in a breast cancer xenograft mouse model: the role of p3
MAPK and ROS. PloS one. 2013; 8:€75356.

Kaseb AO, Chinnakannu K, Chen D, Sivanandam A,
Tejwani S, Menon M, Dou QP, Reddy GP. Androgen
Receptor and E2F-1-Targeted Thymoquinone Therapy for

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

Hormone-Refractory Prostate Cancer. Cancer Res. 2007;
67:7782-7788.

Banerjee S, Kaseb AO, Wang Z, Kong D, Mohammad M,
Padhye S, Sarkar FH, Mohammad RM. Antitumor activity
of gemcitabine and oxaliplatin is augmented by thymo-
quinone in pancreatic cancer. Cancer research. 2009;
69:5575-5583.

Blaumueller CM, Qi H, Zagouras P, Artavanis-Tsakonas S.
Intracellular cleavage of Notch leads to a heterodimeric
receptor on the plasma membrane. Cell. 1997; 90:281-291.
Mumm J S, Kopan R. Notch signaling: from the outside in.
Dev Biol. 2000; 228:151-165.

Rand MD, Grimm LM, Artavanis-Tsakonas S, Patriub V,
Blacklow SC, Sklar J, Aster JC. Calcium depletion
dissociates and activates heterodimeric notch receptors. Mol
Cell Biol. 2000; 20:1825-1835.

Fortini ME. y-Secretase-mediated proteolysis in cell-surface-
receptor signalling. Nat Rev Mol Cell Biol. 2002; 3:673—-684.
Iso T, Kedes L, Hamamori Y. HES and HERP families:
multiple effectors of the Notch signaling pathway.
J Cell Physiol. 2003; 194:237-255.

Meng RD, Shelton CC, Li YM, Qin LX, Notterman D,
Paty PB, Schwartz GK. y-Secretase inhibitors abro-
gate oxaliplatin-induced activation of the Notch-1 signal-
ing pathway in colon cancer cells resulting in enhanced
chemosensitivity. Cancer Res. 2009; 69:573-582.

Reynolds TC, Smith SD, Sklar J. Analysis of DNA sur-
rounding the breakpoints of chromosomal translocations
involving the B T cell receptor gene in human lymphoblastic
neoplasms. Cell. 1987; 50:107-117.

Licciulli S, Avila JL, Hanlon L, Troutman S, Cesaroni M,
Kota S, Keith B, Simon MC, Puré E, Radtke F,
Capobianco AJ, Kissil JL. Notchl
Kras-induced lung adenocarcinoma and controls tumor cell
survival via p53. Cancer Res. 2013; 73:5974-5984.
Sonoshita M, Itatani Y, Kakizaki F, Sakimura K,
Terashima T, Katsuyama Y, Sakai Y, Taketo MM.
Promotion of Colorectal Cancer Invasion and Metastasis
Through Activation of Notch-Dab1-Abl-RhoGEF Protein
Trio. Cancer Discov. 2014; 5:198-211.

Wang Y, Wu X, Ou L, Yang X, Wang X, Tang M, Chen E,
Luo C. PLCe knockdown inhibits prostate cancer cell pro-

is required for

liferation via suppression of Notch signalling and nuclear
translocation of the androgen receptor. Cancer Lett. 2015;
362:61-69.

Kunnimalaiyaan S, Trevino J, Tsai S, Gamblin TC,
Kunnimalaiyaan M. Xanthohumol-mediated suppression
of Notchl signaling is associated with antitumor activity
in human pancreatic cancer cells. Mol Cancer Ther. 2015;
14:1395-403.

Ashour AE, Abd-Allah AR, Korashy HM, Attia SM,
Alzahrani AZ, Saquib Q, Bakheet SA, Abdel-Hamied HE,
Jamal S, Rishi AK. Thymoquinone suppression of the

WWw

.impactjournals.com/oncotarget

32619

Oncotarget



26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

human hepatocellular carcinoma cell growth involves
inhibition of IL-8 expression, elevated levels of TRAIL
receptors, oxidative stress and apoptosis. Molecular and
cellular biochemistry. 2014; 389:85-98.

Lapane KL, Sands MR, Yang S, McAlindon TE, Eaton CB.
Use of complementary and alternative medicine among
patients with radiographic-confirmed knee osteoarthritis.
Osteoarthritis and Cartilage. 2012; 20:22-28.

Burstein HJ, Gelber S, Guadagnoli E, Weeks JC. Use of alter-
native medicine by women with early-stage breast cancer.
N Engl J Med. 1999; 340:1733—1739.

Moran MS, Ma S, Jagsi R, Yang TJ, Higgins SA,
Weidhaas JB, Wilson LD, Lloyd S, Peschel R, Gaudreau B,
Rockwell study of
complementary/alternative medicine (CAM) utilization dur-

S. A prospective, multicenter
ing definitive radiation for breast cancer. Int J Radiat Oncol
Biol Phys. 2013; 85:40-46.

Sherr CJ. G1 phase progression: cycling on cue. Cell. 1994;
79:551-555.

Cornils H, Kohler RS, Hergovich A, Hemmings BA.
Human NDR kinases control G1/S Cell Cycle transition
by directly regulating p21 stability. Mol Cell Biol. 2011;
31:1382-1395.

Shin SB, Woo SU, Yim H. Differential Cellular Effects
of Plkl Inhibitors Targeting the ATP-Binding Domain
or Polo-Box Domain. J Cell Physiol. 2015; doi:10.1002/
jcp.25042. [Epub ahead of print].

Evan GI, Vousden KH. Proliferation, cell cycle and
apoptosis in cancer. Nature. 2001; 411:342-348.

Youle RJ, Strasser A. The BCL-2 protein family: opposing
activities that mediate cell death. Nat Rev Mol Cell Biol.
2008; 9:47-59.

Martinou JC, Youle RJ. Mitochondria in apoptosis: Bcl-2
family members and mitochondrial dynamics. Dev Cell.
2011;21:92-101.

Ntziachristos P, Lim JS, Sage J, Aifantis 1. From fly
wings to targeted cancer therapies: a centennial for notch
signaling. Cancer Cell. 2014; 25:318-334.

Fabbri G, Rasi S, Rossi D, Trifonov V, Khiabanian H,
Ma J, Grunn A, Fangazio M, Capello D, Monti S,
Cresta S, Gargiulo E, Forconi F, et al. Analysis of the
chronic lymphocytic leukemia coding genome: role
of NOTCH1 mutational activation. J Exp Med. 2011;
208:1389-1401.

Kannan S, Sutphin RM, Hall MG, Golfman LS, Fang W,
Nolo RM, Akers LJ, Hammitt RA, McMurray JS,
Kornblau SM, Melnick AM, Figueroa ME, Zweidler-
McKay PA. Notch activation inhibits AML growth and
survival: a potential therapeutic approach. J Exp Med. 2013;
210:321-337.

Cancer Genome Atlas Research Network: Comprehensive

genomic characterization of squamous cell lung cancers.
Nature. 2012; 489:519-525.

39.

40.

41.

42.

43.

44.

45.

46.

47.

48.

Wang NJ, Sanborn Z, Arnett KL, Bayston LJ, Liao W,
Proby CM, Leigh IM, Collisson EA, Gordon PB, Jakkula
L, Pennypacker S, Zou Y, Sharma M, et al. Loss-of-
function mutations in Notch receptors in cutaneous and lung
squamous cell carcinoma. Proc Natl Acad Sci USA. 2011;
108:17761-17766.

QiR, AnH, YuY, Liu S, Xu H, Guo Z, Cheng T, Cao X.
Notchl signaling inhibits growth of human hepatocellu-
lar carcinoma through induction of cell cycle arrest and
apoptosis. Cancer Res. 2003; 63:8323-8329.

Villanueva A, Alsinet C, Yanger K, Hoshida Y, Zong Y,
Toffanin S, Rodriguez-Carunchio L, Solé M, Thung S,
Stanger BZ, Llovet JM. Notch signaling is activated
in human hepatocellular carcinoma and induces tumor
formation in mice. Gastroenterology. 2012; 143:1660—
1669. e7.

Dill MT, Tornillo L, Fritzius T, Terracciano L, Semela D,
Bettler B, Heim MH, Tchorz JS. Constitutive Notch2
signaling induces hepatic tumors in mice. Hepatology.
2013; 57:1607-1619.

Huang TT, Ping YH, Wang AM, Ke CC, Fang WL,
Huang KH, Lee HC, Chi CW, Yeh TS. The recipro-
cal regulation loop of Notch2 pathway and miR-23b in
controlling gastric carcinogenesis. Oncotarget. 2015;
6:18012-26.

Cai X, Luo J, Yang X, Deng H, Zhang J, Li S, Wei H,
Yang C, Xu L, Jin R, Li Z, Zhou W, Ding J, et al. In vivo
selection for spine-derived highly metastatic lung cancer
cells is associated with increased migration, inflammation
and decreased adhesion. Oncotarget. 2015; 6:22905-22917.

Cialfi S, Palermo R, Manca S, De Blasio C,
Vargas Romero P, Checquolo S, Bellavia D, Uccelletti D,
Saliola M, D’Alessandro A, Zolla L, Gulino A, Screpanti I,
et al. Loss of Notchl-dependent p21 Wafl/Cipl expres-
sion influences the Notchl outcome in tumorigenesis.
Cell Cycle. 2014; 13:2046-2055.

Domingo-Domenech J, Vidal SJ, Rodriguez-Bravo V,
Castillo-Martin M, Quinn SA, Rodriguez-Barrueco R,
Bonal DM, Charytonowicz E, Gladoun N, de la Iglesia-
Vicente J, Petrylak DP, Benson MC, Silva JM, et al.
Suppression of acquired docetaxel resistance in prostate
cancer through depletion of notch-and hedgehog-dependent
tumor-initiating cells. Cancer cell. 2012; 22:373-388.
Khan MA, Tania M, Wei C, Mei Z, Fu S, Cheng J, Xu J, FuJ.
Thymoquinone inhibits cancer metastasis by downregulating
TWIST!1 expression to reduce epithelial to mesenchymal tran-
sition. Oncotarget. 2015; 6:19580-19591.

Siveen KS, Mustafa N, Li F, Kannaiyan R, Ahn KS,
Kumar AP, Chng WJ, Sethi G. Thymoquinone overcomes
chemoresistance and enhances the anticancer effects of
bortezomib through abrogation of NF-«B regulated gene
products in multiple myeloma xenograft mouse model.
Oncotarget. 2014; 5:634-648.

WWw

.impactjournals.com/oncotarget

32620

Oncotarget



49.

50.

51.

52.

53.

Li F, Rajendran P, Sethi G. Thymoquinone inhibits
proliferation, induces apoptosis and chemosensitizes
human multiple myeloma cells through suppression of
signal transducer and activator of transcription 3 activation
pathway. Br J Pharmacol. 2010; 161:541-554.

Woo CC, Loo SY, Gee V, Yap CW, Sethi G, Kumar AP,
Tan KH. Anticancer activity of thymoquinone in breast
cancer cells: possible involvement of PPAR-y pathway.
Biochem Pharmacol. 2011; 82:464-475.

Sethi G, Ahn KS, Aggarwal BB. Targeting nuclear
factor-kB activation pathway by thymoquinone: role in
suppression of antiapoptotic gene products and enhance-
ment of apoptosis. Mol Cancer Res. 2008; 6:1059-1070.
Woo CC, Kumar AP, Sethi G, Tan KH. Thymoquinone:
potential cure for inflammatory disorders and cancer.
Biochem Pharmacol. 2012; 83:443-451.

Zhang Y, Li B, Ji ZZ, Zheng PS. Notchl regulates
the growth of human colon cancers. Cancer. 2010;
116:5207-5218.

54.

55.

56.

Yang X, Song JH, Cheng Y, Wu W, Bhagat T, Yu Y,
Abraham JM, Ibrahim S, Ravich W, Roland BC,
Khashab M, Singh VK, Shin EJ, et al. Long non-coding
RNA HNF1A-AS1 regulates proliferation and migration in
oesophageal adenocarcinoa cells. Gut. 2014; 63:881-890.

Jafri SH, Glass J, Shi R, Zhang S, Prince M, Kleiner-
Hancock H. Thymoquinone and cisplatin as a therapeutic
combination in lung cancer: /n vitro and in vivo. J Exp Clin
Cancer Res. 2010; 29:87.

Orloff M, Peterson C, He X, Ganapathi S, Heald B,
Yang YR, Bebek G, Romigh T, Song JH, Wu W,
David S, Cheng Y, Meltzer SJ, et al. Germline mutations
in MSR1, ASCCI1, and CTHRCI in patients with Barrett
esophagus and esophageal adenocarcinoma. JAMA. 2011;
306:410-419.

www.impactjournals.com/oncotarget

32621

Oncotarget



