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ABSTRACT

Myeloid-related protein 8 (MRP8) and 14 (MRP14) are abundantly expressed in
several kinds of benign and malignant tumors. However, little is known about their
clinicopathological significance in intrahepatic cholangiocarcinoma (ICC), biliary
intraepithelial neoplasia (BilIN), intraductal papillary neoplasm of bile duct (IPNB), or
inflammatory hepatic biliary ducts epithelium (IHBD). This study aimed to investigate
the diagnostic and prognostic values of MRP8 and MRP14 as new biomarkers for ICC.
We examined MRP8 and MRP14 expression levels by immunohistochemistry in IHBD
(n = 15), BilIN (BilIN1 = 24, BilIN2 = 9, BilIN3 = 5), IPNB (n = 18) and ICC (n =
416). The differential diagnostic and prognosis values were also evaluated. The results
showed that the ratio of tumor-infiltrating MRP8 and MRP14 positive immune cells,
relative to biliary epithelial cells, was significantly increased in ICC tissues compared
with nonmalignant tissues, including IHBD, BilIN1, BilIN2, BilIN3, and IPNB (P value
< 0.05). In addition, over-expression levels of MRP8 and MRP14 were correlated with
overall survival (OS) and time to recurrence (TTR) by univariate analysis; MRP8/
MRP14 combination was an independent prognostic factor for OS and TTR. MRP8 and
MRP14 expression might help to identify the benign bile duct diseases from ICC, as
high expression of MRP8 and MRP14 suggests a poor prognosis after surgical resection.

Early diagnosis of ICC is possible to carry out
radical surgery. Biliary intraepithelial neoplasia (BilIN)
and intraductal papillary neoplasm of bile duct (IPNB) are

INTRODUCTION

Intrahepatic cholangiocarcinoma (ICC) is a poorly

understood biliary malignancy that accounts for an estimated
10-15% of all primary liver cancers [1] and approximately
8% of cholangiocarcinomas [2]. However, in the United
States, the age-adjusted incidence of ICC increased from
0.32 per 100,000 individuals in 1975 to 0.85 per 100,000
individuals in 2000, and is still increasing [3, 4].

two proposed benign bile duct diseases for the development
and progression of ICC. It was reported that the protein
expression pattern of mucin core proteins (MUCs)/
cytokeratins (CKs) and P16/EZH2/Mmil in neoplastic
biliary epithelia differed according to the pathway of
cholangiocarcinogenesis, via BilIN or IPNB lineage [5, 6].
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Partial hepatectomy remains the gold standard of
curative treatment for ICC [7, 8]. However, prognosis
after partial hepatectomy is unsatisfactory, with a high
incidence of locoregional recurrence and/or distant
metastases [9—11]. Identifying effective novel prognostic
biomarkers that might be related to the development and
progression of ICC may help provide new therapeutic
strategies.

Myeloid-related protein (MRP) has been implicated
in multiple stages of tumorigenesis, progression and
prognosis. MRP carries out a wide range of intracellular
and extracellular functions, such as regulation of
calcium homeostasis, cell proliferation, apoptosis, cell
invasion and motility, cytoskeleton interactions, protein
phosphorylation, regulation of transcriptional factors,
autoimmunity, chemotaxis, inflammation and pluripotency
[12].

In this study, we analyzed the involvement of MRPS
and MRP14 in the progression of cholangiocarcinogenesis
through BilIN and IPNB, and investigated its role in tumor
progression of ICC.

RESULTS

MRPS8 and MRP14 Expression-level Profiles of
IHBD, BilIN1, BilIN2, BilIN3, IPNB, and ICC

MRPS8 and MRP14 were mostly detected in tumor-
infiltrating immune cells (neutrophils and monocytes;
Supplementary Figure S1) or biliary epithelial cell
infiltrating immune cells (Figure 1), as reported previously
[13]. The expression level represented by the ratio of
infiltrating MRP8 and MRP14 positive cells compared
with the number of biliary epithelial cells was calculated.
The results showed that the ratio of MRP8 positive cells
to biliary epithelial cells in ICC was higher than in IHBD
(P <0.0001), BilIN1 (P < 0.0001), BilIN2 (P = 0.0031),
BilIN3 (P = 0.0453), and IPNB (P < 0.0001). The ratio of
MRP14 positive cells to biliary epithelial cells in ICC was
higher than in IHBD (P < 0.001), BilIN1 (P < 0.0001),
BilIN2 (P = 0.0084), BilIN3 (P =0.0261), and IPNB (P <
0.0001) (Figure 2). In addition, the correlation coefficients
between MRP8 and MRP14 were » = 0.838 (P < 0.001)
and r = 0.823 (P < 0.001), respectively (Supplementary
Figure S2).

Diagnostic value

The sensitivity and specificity of the detection of
MRP8 are summarized in Supplementary Table S1. The
sensitivity and specificity of MRP8 for discriminating
ICC from IHBD, BilIN1, BilIN2, BilIN3, and IPNB
were 0.7524 and 0.8000, 0.5889 and 0.8750, 0.5361
and 1.0000, 0.5313 and 1.0000, and 0.8341 and 0.8333,
respectively. The sensitivity and specificity of MRP14 for
discriminating ICC from IHBD, BilIN1, BilIN2, BilIN3,

and IPNB were 0.8846 and 0.8000, 0.8341 and 0.7083,
0.6370 and 0.7780, 0.5962 and 1.0000, and 0.7716 and
0.8333, respectively. In addition, discriminating efficacy
was represented by area under the curve (AUC) of ROC
curves. For MRPS, the AUC was 0.8191 for ICC/IHBD,
0.7860 for ICC/BilIN1, 0.7882 for ICC/BilIN2, 0.7606 for
ICC/BilIN3, and 0.8806 for ICC/IPNB. For MRP14, the
AUC was 0.8978 for ICC/IHBD, 0.8254 for ICC/BIlIN1,
0.7567 for BilIN2, 0.7894 for ICC/BilIN3, and 0.8791 for
ICC/IPNB (Figure 2).

Prognostic significance

In the prognostic group, among 416 patients at the
last follow-up, 309 had died and 319 had tumor recurrence.
To enhance the prognostic value, the expression level
represented by MRP8 and MRP14 positive cells to the
biliary epithelial cell number was combined. Kaplan-
Meier analysis in both the primary cohort and the testing
cohort showed that the overall survival (OS) and time
to recurrence (TTR) rates were statistically better in the
combined low-MRP group than those in at least one high-
MRP group, with the exception of OS in the testing group
(P = 0.041 for OS and P = 0.020 for TTR in primary
cohort; P =0.067 for OS and P = 0.047 for TTR in testing
cohort, Supplementary Figure S3).

In addition, results from the Kaplan-Meier analyses
that combined primary and testing cohorts showed that
the OS and TTR rates were significantly better in the
combined low-MRP group than those in at least one
high-MRP group (P = 0.001 for OS, P = 0.002 for TTR,
Figure 3).

Univariate analysis showed that serum-alpha
fetal protein (AFP), -carcino embryonic antigen
(CEA), -carbohydrate antigen 199 (CA199), -albumin
(ALB), -gamma-glutamyl transferase (GGT), -alanine
transaminase (ALT), -alkaline phosphatase (ALP), tumor
size, tumor number, micro-vascular invasion, tumor-nodes-
metastases (TNM), MRP8 number, MRPS ratio, MRP14
number, MRP8 ratio, and combined MRP8/MRPI14
ratio were predictors for OS in a combined primary and
testing cohort. Furthermore, liver cirrhosis, serum-CEA,
-CA199, -GGT, -ALP, tumor size, tumor number, micro-
vascular invasion, TNM, MRP8 number, MRPS ratio,
MRP14 number, MRP14 ratio, and MRP8/MRP14 ratio
combination were predictors for TTR in combined primary
and testing cohorts. Multivariate Cox regression analysis
indicated that serum-AFP, -CEA, -ALB, -ALP, tumor size,
tumor number, TNM, and MRPS ratio were independent
prognostic factors for OS in ICC patients after the surgical
resection. In addition, liver cirrhosis, serum-CEA, -ALP,
tumor size, tumor number, TNM, and MRP8/MRP14 ratio
combination were independent prognostic factors for TTR
in ICC patients after the surgical resection in combined
primary and testing cohort (Table 1). Similarly, univariate
analysis in the primary cohort showed that serum-CEA,
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Figure 1: Expression of MRP8 and MRP14 in IHBD, BilIN1, BilIN2, BilIN3, IPNB, ICC. H&E staining section shows
histopathology of IHBD (A), BilIN1 (D), BinIN2 (G), BinIN3 (J), IPNB (M), ICC (P); MRP8 staining shown in IHBD (B), BilIN1 (E),
BinIN2 (H), BinIN3 (K), IPNB (N), ICC (Q); MRP14 staining shown in IHBD (C), BilIN1 (F), BinIN2 (I), BinIN3 (L), IPNB (O), ICC

(R) (200x magnification).

-CA199, -ALB, -GGT, -ALT, -ALP, tumor size, TNM, and
MRP8/MRP14 ratio combination were predictors for OS;
serum-ALB, -ALP, tumor size, TNM, and MRP8/MRP14
ratio combination were predictors for TTR (Supplementary
Table S2). In the testing cohort, serum-AFP, -CEA,
-CA199, -ALB, -GGT, -ALP, tumor size, tumor number,
micro-vascular invasion, TNM, and MRP8 number were
predictors for OS; liver cirrhosis, serum-CEA, -CA199,
-GGT, -ALP, tumor size, tumor number, micro-vascular
invasion, TNM, MRPS ratio, MRP8 number, MRP14 ratio
were predictors for TTR (Supplementary Table S3).

DISCUSSION

ICC is a unique liver cancer that differs from
hepatocellular carcinoma (HCC) [14], hilar and distal bile duct
cholangiocarcinoma [15] because of its different mechanisms

of carcinogenesis, biologic behaviors, clinical features,
imaging manifestations and therapeutic strategies. Despite
great clinical achievements in the treatment of ICC during
the past few decades, the prognosis of patients with ICC is
still unsatisfactory, with a high incidence of locoregional
recurrence and/or distant metastases [9—11]. Unfortunately,
there are limited prognostic markers for ICC, and the disease
requires a distinct prognostic predictive model.

Improving the survival rate of patients with
a malignant tumor after surgical resection requires
clinicians to engage in the active treatment of recurrence
and investigate the biological and clinicopathological
characteristics that reflect tumor behavior, such as
progressive or metastatic capability [16, 17].

MRPS8 and MRP14 belong to the S100 gene family,
which is the largest subfamily of EF-hand calcium-binding
proteins. At least 25 distinct members of this subgroup have
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Figure 2: The MRP8 and MRP14 expression level in IHBD, BilIN1, BilIN2, BilIN3, IPNB, ICC and the ROC curve. A
scatter plot of MRP8 A. and MRP14 B. positive cells to the total number of biliary epithelial cells was obtained from the TMAs. Mann-
Whitney test showed a significant difference between ICC and IHBD, BilIN1, BilIN2, BilIN3, IPNB. ROC curve analyses and AUC
showed that MRP8 C. and MRP14 D. have good performance to distinguish ICC from IHBD, BilIN1, BilIN2, BilIN3, IPNB.

been described [18]. S100 proteins form either homodimeric
or heterodimeric complexes with one another [19, 20]
and have a wide range of intracellular and extracellular
functions. Intracellular functions include: regulation of
calcium homeostasis, cell cycle, cell growth and migration,
phosphorylation, cytoskeletal components and transcriptional
factors. In contrast to their intracellular function, extracellular
S100 proteins act in a cytokine-like manner by binding to
cell surface receptors, such as the receptor for advanced
glycation end products (RAGE) and toll-like receptors
(TLRs) [18, 21].

There is increasing interest in the S100 proteins and
their relationship with inflammatory bile duct diseases
[22], BilIN and ICC [23], as well as both malignant and

benign gallbladder diseases [24], because of their altered
expression in various malignancies. In a recent study, the
prognostic significance of S100A4 in ICC was evaluated
[25]. However, the report did not address the diagnostic
or prognostic role of MRP8 or MRP14 in IHBD, BilIN,
IPNB, and ICC. Despite the statistical power analysis
(Supplementary Table S4) showed that it may be need
to more large scale validation, however, it is still a first
observation of diagnostic role of MRP8 and MRP14 in
ICC and benign biliary tissues.

In this study, the diagnostic and prognostic values
of MRP8 and MRP14 in BilIN, IPNB, and ICC were
investigated. We show, for the first time, that MRPS8 and
MRP14 are significantly increased in infiltrating immune
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Figure 3: Kaplan-Meier curves of OS and TTR differences among ICC patients in combined primary and testing
cohorts. MRP8 combined with MRP14 A. and B. was found to be significant for both OS and TTR (by the log-rank test).

cells of ICC tissues, compared with other nonmalignant
tissues, such as IHBD, BilIN1, BilIN2, BilIN3, and IPNB.
Moreover, high expression levels of MRP8 and MRP14
were indicative of a poor prognosis for ICC patients after
surgical resection.

In addition, we introduced a novel scoring method
for evaluating the MRP protein expression level, which
is represented by MRP positive cells/biliary epithelial
cell number. Furthermore, X-Tile plots were created for
assessment of a best cutoff point for continuous variables
and optimized cutoff points based on outcome. Our
results found novel cutoff points, such as serum-AFP of
7.5 ng/ml, -CEA of 5.2 ng/ml, -CA199 of 40 U/L, -ALB
of 37.3 mg/ml, -GGT of 54 U/L, -ALT of 50 U/L, -ALP
of 113 U/L, tumor size of 4 cm, MRP8 number of 8,
MRPS ratio of 0.0498, MRP14 number of 5, and MRP8
ratio of 0.0025. Thus the novel assay method and cutoff
points proposed in this study may significantly enhance
the inter-laboratory assay and intra-laboratory assay
reproducibility.

Accumulating evidence shows that stromal cells in
neoplastic tissues play central roles in tumor progression
and cancer metastasis [26]. These stromal cells include
fibroblasts, vascular cells, and infiltrating leukocytes, as
well as bone marrow-derived myeloid cells, including
macrophages, neutrophils, mast cells, myeloid cell-
derived suppressor cells and mesenchymal stem cells
[27]. In addition, MRP8 and MRP14 proteins are highly
expressed in tumor-infiltrating myeloid cells in many
epithelial tumors. Therefore, MRP8 and MRP14 proteins
are important constituents of the micro-environment that
critically contributes to the development of tumors [28,
29]. Our study has shown, for the first time, that MRPS8
and MRP14 protein expressions are significantly increased

in ICC tissues and correlate with the prognosis of ICC
patient after surgical resection.

In conclusion, the expressions of MRP8 and MRP14
were significantly increased in infiltrating immune cells of
ICC tissues compared with IHBD, BilIN1, BilIN2, BilIN3,
and IPNB. The numbers of MRP8 and MRP14 positive
cells, compared with the total number of biliary epithelial
cells, are useful markers for predicting the progression and
prognosis of ICC. MRP8 might have a synergistic effect
with MRP14 in predicting the prognosis of ICC patients
after surgical resection.

MATERIALS AND METHODS

Patients

Four hundred and sixteen ICC specimens were
surgically resected and diagnosed at the Eastern
Hepatobiliary Surgery Hospital from July 2000 to
December 2008, among which 207 cases comprised the
primary cohort and 209 cases comprised the testing cohort.
Biliary lesions were surgically resected and diagnosed at
the same hospital from March 2008 to September 2013.
The biliary lesions were divided into intrahepatic biliary
epithelium (IHBD) with inflammation (n = 18), BilIN1 (n =
25), BilIN2 (n = 12), BilIN3 (n = 5), and IPNB (n = 19)
(Supplementary Table S5). Hematoxylin and eosin (H&E)-
stained slides made from each formalin-fixed paraffin-
embedded tissue that had undergone surgical resection
were reviewed by two experienced hepatopathologists
(WM Cong and H Dong). IHBD was defined as the mildly
hyperplastic epithelium with intraepithelial neutrophils and
lymphocytic infiltration, lacking a definite disturbance of
cell polarity [23]. The histopathologic definition of BilIN
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Table 1: Univariate and multivariate analyses of factors associated with OS and TTR in combined

primary and testing cohorts

Factors OS TTR

Univariate HR Multivariate D Univariate HR Multivariate p

P 95% Cl P 95% Cl

Age: <53 vs. >53 0.719 0.100
Sex: male vs. female 0.946 0.310
Liver cirrhosis: no vs. yes 0.360 0.014 [0.732]0.558-0.961 | 0.024
HBsAg: negative vs. positive 0.071 0.079
Serum AFP, pg/L: <low vs. >high <0.0001 |1.336]1.039-1.717| 0.024 0.054
Serum CEA, pg/L: <low vs. >high | <0.0001 [1.6961.272-2.262 | <0.0001 0.001 [1.596] 1.138-2.23510.007
Serum CA199, U/ml: <low vs. >high| <0.0001 0.010
Serum ALB, g/L: <low vs. >high <0.0001 |0.565]0.413-0.773 | <0.0001 0.236
Serum GGT, U/L: <low vs. >high <0.0001 0.005
Serum ALT, U/L: <low vs. >high 0.038 0.247
Serum ALP, U/L: <low vs. >high <0.0001 <0.0001 |1.462]1.153-1.853 (0.002
Tumor size, cm: <low vs. >high <0.0001 |1.734]1.300-2.313 | <0.0001 | <0.0001 |1.752| 1.222-2.511]0.002
Tumor number: single vs. multiple | <0.0001 [1.499(1.133-1.983| 0.005 | <0.0001 |1.563|1.185-2.063 (0.002
Micro-vascular invasion: no vs. yes | <0.0001 0.028
TNM: I vs. [T vs. Il vs. IV <0.0001 |1.200|1.067-1.350| 0.002 | <0.0001 |1.130| 1.008-1.268 | 0.036
MRPS8 number: <low vs. >high 0.021 0.021
MRPS ratio: <low vs. >high 0.007 |[1.584]1.076-2.333| 0.020 0.012
MRP14 number: <low vs. >high 0.005 0.005
MRP14 ratio: <low vs. >high 0.003 0.005
MRPS ratio/MRP14 ratio 0.002 0.002 [1.740] 1.137-2.662 | 0.011
combination: all low vs.
at least one high

Note: OS, overall survival; TTR, time to recurrence; Cl, confidence interval; HBsAg, hepatitis B surface antigen; AFP, alpha-
fetoprotein; CEA, carcino embryonic antigen; CA199, carbohydrate antigen 19-9; ALB, albumin; GGT, gamma -glutamyl
transpeptidase; ALP, alkaline phosphatase; TB, total bilirubin; ALT, alanine transaminase; TNM, tumor-nodes-metastases.

was based on the classification proposed by Zen et al. [30].
Based on atypia, BilIN was classified into three grades:
BilIN-1 (low-grade lesion), BilIN-2 (high-grade lesion), and
BilIN-3 (carcinoma in situ). Liver cirrhosis was conformed
pathologically. The definition of ICC and IPNB was
based on the classification proposed by the World Health
Organization [31].

Follow-up

For prognostic evaluation, the follow-up period
of all 416 ICC patients lasted until September 2014 and
complete follow-up data for patients in the prognostic
group were available. The overall survival (OS) was
defined as the length of time between surgery and death,
or the last follow-up examination. The time to recurrence

(TTR) was calculated from the date of tumor resection
until the detection of tumor recurrence, death or last
observation. Detailed follow-up procedures are described
in the Supplementary Data. The median OS time was 27
months (range 0.1-89 months) and the median TTR time
was 7 months (range 0.1-85 months).

Tissue microarrays, immunohistochemistry and
scoring

Tissue  microarrays,  immunohistochemistry
and scoring of all specimens were selected randomly
and tissue microarrays were constructed from
two representative cores from each specimen.
Immunohistochemistry was performed and samples were
measured as reported previously [32]. Briefly, H&E-
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stained 4-pum-thick sections were placed on slides coated
with 3-aminopropyltriethoxysilane. Paraffin sections
were deparaffinized in xylene and rehydrated through
decreasing concentrations of ethanol (100%, 95%, and
85%, 5 min each). Antigens were retrieved by microwave
irradiation for 3 min in pH 6.0 citric buffer and cooled
at room temperature for 60 min. Endogenous peroxidase
activity was blocked by incubation of the slides in 3%
H,0O,/phosphate-buffered saline, and nonspecific binding
sites were blocked with goat serum. Primary antibodies
were diluted as follows: rabbit monoclonal antibody
against MRP8 (ab 92331; Abcam; Clone ID: EPR3554,
1/5000 dilution); rabbit polyclonal antibody against
calgranulin B (S100A9/MRP14) (sc-20173; Santa Cruz;
1/2500 dilution). The expression levels of MRP8 and MRP
14 were represented by the ratio of number of positive
cells to the biliary epithelial cell number.

The imaging system comprised a Leica CCD camera,
DFC420, connected to a Leica DM IRE2 microscope (Leica
Microsystems Imaging Solutions, Cambridge, UK). All
samples had one field captured from each core under high-
power magnification (200 x) using Leica QW in Plus V3
software. Therefore, a total of two photographs from each
sample were used to count the cell number using Image-
Pro Plus v6.0 software (Media Cybernetics, Bethesda, MD.
USA). Next, the ratio (relative positive numbers) of MRP8
and MRP 14 positive cells (absolute positive numbers) to
the total number of biliary epithelial cells was calculated
[33]. Finally, the mean ratios were calculated from two
photographs and used as the ratio of specimen.

Statistical analysis

Statistical analyses were carried out with SPSS 13.0
software (SPSS, Chicago, IL, USA) and GraphPad Prism
5.01. The significance of expression level for markers
between ICC, IHBD and neoplasia was analyzed by
the Mann-Whitney test. To evaluate the discriminating
efficacy, receiver operating characteristic (ROC) analysis
was performed. For calculating the best cut-off points
for OS and TTR, the X-Tile statistical package (version
3.5.0, Yale University, New Haven, CT, USA) was
used. X-tile plot illustrates the presence of substantial
tumor subpopulations and shows the robustness of
the relationship between a biomarker and outcome by
construction of a two dimensional projection of every
possible subpopulation [34]. X-tile plots were created for
assessment of level of quantitative factors including serum
AFP, -CEA, -CA199, -ALB, -GGT, -ALT, -ALP, tumor
size, MRP8 number, MRP8 ratio, MRP14 number, MRP14
ratio. Statistical significance was assessed using the cut-
off points derived from 416 cases by a standard log-rank
method, with P values obtained from a lookup table
(each cut-off and p values for OS and TTR was showed
in Supplementary Table S6). Univariate and multivariate
Cox regression analyses were performed to determine the

predictors of ICC. All statistical tests were two-sided, and
a P value of < 0.05 was considered statistically significant.
Kaplan-Meier analysis and the log-rank test were used to
compare the time of categorization of continent patients.
G Power (version Win3.1.9.2) was used to perform the
statistical power analyses [35].

ACKNOWLEDGMENT AND FUNDING

Grant Support: National Natural Science Foundation
of China (81201937, 81472769 and 81272662).

CONFLICTS OF INTEREST

The authors have no conflicts to disclose.

REFERENCES

1. Chen Q, Yang LX, Li XD, Yin D, Shi SM, Chen EB, Yu
L, Zhou ZJ, Zhou SL, Shi YH, Fan J, Zhou J, Dai Z. The
elevated preoperative neutrophil-to-lymphocyte ratio pre-
dicts poor prognosis in intrahepatic cholangiocarcinoma
patients undergoing hepatectomy. Tumour Biol. 2015;
36:5283-5289.

DeOliveira ML, Cunningham SC, Cameron JL, Kamangar
F, Winter JM, Lillemoe KD, Choti MA, Yeo CJ, Schulick
RD. Cholangiocarcinoma: thirty-one-year experience
with 564 patients at a single institution. Ann Surg. 2007;
245:755-762.

3. Shaib Y, El-Serag HB. The epidemiology of cholangiocar-
cinoma. Semin Liver Dis. 2004; 24:115-125.

Shaib YH, Davila JA, McGlynn K, El-Serag HB. Rising
incidence of intrahepatic cholangiocarcinoma in the United
States: a true increase. J Hepatol. 2004; 40:472-477.

5. Sasaki M, Yamaguchi J, Itatsu K, Ikeda H, Nakanuma Y.
Over-expression of polycomb group protein EZH2 relates
to decreased expression of p16 INK4a in cholangiocarcino-
genesis in hepatolithiasis. J Pathol. 2008; 215:175-183.
Zen Y1, Sasaki M, Fujii T, Chen TC, Chen MF, Yeh TS,
Jan YY, Huang SF, Nimura Y, Nakanuma Y. Different
expression patterns of mucin core proteins and cytokeratins
during intrahepatic cholangiocarcinogenesis from biliary
intraepithelial neoplasia and intraductal papillary neoplasm
of the bile duct—an immunohistochemical study of 110
cases of hepatolithiasis. J] Hepatol. 2006; 44:350-358.

Tan JC, Coburn NG, Baxter NN, Kiss A, Law CH. Surgical
management of intrahepatic cholangiocarcinoma—a pop-
ulation-based study. Ann Surg Oncol. 2008; 15:600—608.

8. Farges O, Fuks D, Boleslawski E, Le Treut YP, Castaing
D, Laurent A, Ducerf C, Rivoire M, Bachellier P, Chiche L,
Nuzzo G, Regimbeau JM. Influence of surgical margins on
outcome in patients with intrahepatic cholangiocarcinoma: a
multicenter study by the AFC-IHCC-2009 study group. Ann
Surg. 2011; 254:824-829. discussion 830.

www.impactjournals.com/oncotarget

39363

Oncotarget



10.

11.

13.

14.

16.

17.

19.

20.

21.

22.

Farges O, Fuks D. Clinical presentation and management of
intrahepatic cholangiocarcinoma. Gastroenterol Clin Biol.
2010; 34:191-199.

Ohtsuka M1, Ito H, Kimura F, Shimizu H, Togawa A,
Yoshidome H, Miyazaki M. Results of surgical treat-
ment for intrahepatic cholangiocarcinoma and clinico-
pathological factors influencing survival. Br J Surg. 2002;
89:1525-1531.

Nathan H, Pawlik TM, Wolfgang CL, Choti MA, Cameron
JL, Schulick RD. Trends in survival after surgery for chol-
angiocarcinoma: a 30-year population-based SEER data-
base analysis. J Gastrointest Surg. 11: 1488—1496. discus-
sion 1496-1487.

Chen H, Xu C, Jin Q, Liu Z. S100 protein family in human
cancer. Am J Cancer Res. 2014; 4:89-115.

Nacken W, Roth J, Sorg C, Kerkhoff C. ST00A9/S100AS:
Myeloid representatives of the S100 protein family as
prominent players in innate immunity. Microsc Res Tech.
2003; 60:569-580.

Paik KY, Jung JC, Heo JS, Choi SH, Choi DW, Kim YI. What
prognostic factors are important for resected intrahepatic chol-
angiocarcinoma? J Gastroenterol Hepatol. 2008; 23:766-770.
Petrowsky H, Hong JC. Current surgical management of
hilar and intrahepatic cholangiocarcinoma: the role of resec-
tion and orthotopic liver transplantation. Transplant Proc.
2009; 41:4023-4035.

Rasool M, Rashid S, Arooj M, Ansari SA, Khan KM, Malik
A, Naseer M1, Zahid S, Manan A, Asif M, Razzaq Z, Ashraf
S, Qazi MH, et al. New possibilities in hepatocellular carci-
noma treatment. Anticancer Res. 2014; 34:1563—-1571.

Bruix J, Gores GJ, Mazzaferro V. Hepatocellular car-
cinoma: clinical frontiers and perspectives. Gut. 2014;
63:844-855.

Heizmann CW, Fritz G, Schafer BW. S100 proteins:
structure, functions and pathology. Front Biosci. 2002;
7:d1356-1368.

Donato R. Perspectives in S-100 protein biology. Review
article. Cell Calcium. 1991; 12:713-726.

Donato R. Functional roles of S100 proteins, calcium-bind-
ing proteins of the EF-hand type. Biochim Biophys Acta.
1999; 1450:191-231.

Donato R. Intracellular and extracellular roles of S100 pro-
teins. Microsc Res Tech. 2003; 60:540-551.

Demetris AJ, Sever C, Kakizoe S, Oguma S, Starzl TE,
Jaffe R. S100 protein positive dendritic cells in primary bili-
ary cirrhosis and other chronic inflammatory liver diseases.
Relevance to pathogenesis? Am J Pathol. 1989; 134:741-747.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

Aishima S, Fujita N, Mano Y, Kubo Y, Tanaka Y, Taketomi
A, Shirabe K, Machara Y, Oda Y. Different roles of SI00P
overexpression in intrahepatic cholangiocarcinoma: car-
cinogenesis of perihilar type and aggressive behavior of
peripheral type. Am J Surg Pathol. 2011; 35:590-598.

Wang W, Ai KX, Yuan Z, Huang XY, Zhang HZ. Different
expression of SI00AS in malignant and benign gallbladder
diseases. Dig Dis Sci. 2013; 58:150-162.

Tian X, Wang Q, Li Y, HuJ, Wu L, Ding Q, Zhang C. The
expression of S100A4 protein in human intrahepatic chol-
angiocarcinoma: clinicopathologic significance and prog-
nostic value. Pathol Oncol Res. 2015; 21:195-201.
DeNardo DG, Johansson M, Coussens LM. Immune cells
as mediators of solid tumor metastasis. Cancer Metastasis
Rev. 2008; 27:11-18.

Joyce JA, Pollard JW. Microenvironmental regulation of
metastasis. Nat Rev Cancer. 2009; 9:239-252.

Coussens LM, Werb Z. Inflammation and cancer. Nature.
2002; 420:860-867.

de Visser KE, Eichten A, Coussens LM. Paradoxical roles
of the immune system during cancer development. Nat Rev
Cancer. 2006; 6:24-37.

Zen Y, Adsay NV, Bardadin K, Colombari R, Ferrell L,
Haga H, Hong SM, Hytiroglou P, Kloppel G, Lauwers GY,
van Leeuwen DJ, Notohara K, Oshima K, et al. Biliary
intraepithelial neoplasia: an international interobserver
agreement study and proposal for diagnostic criteria. Mod
Pathol. 2007; 20:701-7009.

Bosman FT CF, Hruban RH, Theise ND. WHO
Classification of Tumours of the Digestive System. IARC
Pres, Lyon, France, 2010.

Jin GZ, Yu WL, Dong H, Zhou WP, Gu YJ, Yu H, Yu H,
Lu XY, Xian ZH, Liu YK, Cong WM, Wu MC. SUOX is a
promising diagnostic and prognostic biomarker for hepato-
cellular carcinoma. J Hepatol. 2013; 59:510-517.

Sickert D, Aust DE, Langer S, Haupt I, Baretton GB, Dieter
P. Characterization of macrophage subpopulations in colon
cancer using tissue microarrays. Histopathology. 2005;
46:515-521.

Camp RL, Dolled-Filhart M, Rimm DL. X-tile: a new bio-
informatics tool for biomarker assessment and outcome-
based cut-point optimization. Clin Cancer Res. 2004;
10:7252-7259.

Faul F, Erdfelder E, Lang AG, Buchner A. G*Power 3: a
flexible statistical power analysis program for the social,

behavioral, and biomedical sciences. Behav Res Methods.
2007; 39:175-191.

www.impactjournals.com/oncotarget

39364

Oncotarget



