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This article has been corrected: In Figure 4A, the fourth panel and sixth panel of the ‘Phase’ row contain accidental image
overlaps, as well as the first and second panels and the fourth and fifth panels of the ‘NC’ row. The corrected Figure 4, obtained
using the original data, is shown below. The authors declare that these corrections do not change the results or conclusions
of this paper.
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Figure 4: EGFR ligands induce LuCSC EMT-like differentiation. (A) Boyden chamber evaluation of NCI-H1568 parent cells
and subclones, as well as mixed populations of LuCSCs with progeny cells. ½ LuCSCs + ½ 1st DF: LuCSCs and 1st DF cells were
mixed at equal proportions and then added into the Boyden chamber inserts. ½ LuCSCs + ½ 2nd DF: LuCSCs and 2nd DF cells
were mixed at equal proportions and then added into the Boyden chamber inserts. NC, negative control. (B) Quantification of cell
invasiveness shown in (A). ns, not significant. (C) 1st and 2nd DF progeny cells 72 hrs after transfection with siRNA-EGFR and
siRNA-scramble were lysed and protein was prepared for western blot analysis of pEGFR and EGFR. Tubulin served as a loading
control. Representative images show reduced cell invasiveness of 1st DF (D) and 2nd DF (F) cells due to EGFR knockdown
compared to control cells. NC, negative control. (E and G) Quantification of cell invasiveness shown in (E) and (G). **P < 0.01.
(H) Representative images of LuCSCs stimulated with EGF (5 ng/ml) with/without 3.3 μM Afatinib pretreatment. Scale bar: 20 μm.
(I) Real-time PCR analysis of EGFR and mesenchymal markers. Gene expression levels of LuCSCs were measured upon EGF
stimulation at different time points as indicated. (J) Comparison of invasive activity of LuCSCs after stimulation with EGF and
conditioned medium derived from 2nd DF cells (20% as chemoattractant) for 48 hrs. *P < 0.05. (K) Quantification of invasive activity
of LuCSCs upon EGF stimulation at different time points as indicated. The values were indicated in % of control 2nd DF cells.
*P < 0.05. (L) Whole-cell lysates from LuCSCs, 2nd DF cells, EGF stimulated LuCSCs with/without Afatinib (3.3 μM) pretreatment
were collected for human phospho-kinase antibody array analysis. Each membrane contains kinase specific (number indicated) and
positive control (P). (M) Relative phosphorylation of spots was quantified by normalizing pixel density of the positive control to 100.
Each bar is represented as mean of duplicate spots.
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