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ABSTRACT
Despite the great efforts for better treatment options for diffuse large B-cell
lymphoma (DLBCL) (most common form of non-Hodgkin lymphoma, NHL) to treat and
prevent relapse, it continues to be a challenge. Here, we present an overview of DLBCL
and address the diagnostic assays and molecular techniques used in its diagnosis,
role of biomarkers in detection, treatment of early and advanced stage DLBCL, and
novel drug regimens. We discuss the significant biomarkers that have emerged as
essential tools for stratifying patients according to risk factors and for providing
insights into the use of more targeted and individualized therapeutics. We discuss
techniques such as gene expression studies, including next-generation sequencing,
which have enabled a more understanding of the complex pathogenesis of DLBCL and
have helped determine molecular targets for novel therapeutic agents. We examine
current treatment approaches, outline the findings of completed clinical trials, and
provide updates for ongoing clinical trials. We highlight clinical trials relevant to the
significant fraction of DLBCL patients who present with complex cases marked by high
relapse rates. Supported by an increased understanding of targetable pathways in
DLBCL, clinical trials involving specialized combination therapies are bringing us within
reach the promise of an effective cure to DLBCL using precision medicine. Optimization
of therapy remains a crucial objective, with the end goal being a balance between high
survival rates through targeted and personalized treatment while reducing adverse
effects in DLBCL patients of all subsets.

INTRODUCTION

it may occur in young adults and children as well [3, 4]. In
the United States, the annual incidence of DLBCL is 7–8
per 100,000 people [3]. In Europe, the crude incidence
is 3.8 per 100,000 people per year and is around 10.2
per 100,000 adults in the UK [3, 5]. The incidence of
DLBCL usually increases with age. DLBCL has reported
many risk factors, such as: family history of hematologic

Diffuse Large B-cell lymphoma (DLBCL), the most
common subtype of lymphoma, accounts for up to 40%
of non-Hodgkin adult lymphoma cases globally [1, 2].
DLBCL has a higher incidence among males, being the
mean age at diagnosis approximately 70 years. However,
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malignancy, autoimmune disease, HIV and hepatitis C
virus infection, a high body index during young adulthood,
and occupational and/or environmental exposure to certain
drugs or chemicals [5, 6].
DLBCL is an aggressive lymphoma marked
by significant heterogeneity of clinicopathologic and
molecular genetic features. It is characterized by a diffuse
proliferation of large and mature B-cells, typically larger
than average macrophages and lymphocytes, sometimes
twice as large [7]. DLBCL can arise de novo or transform
from an already existent, less aggressive lymphoma, such
as follicular lymphoma or small lymphocytic lymphoma
[8, 9]. Based on the anatomic site of occurrence, DLBCL
is classified into different subtypes, including Primary
Central nervous system lymphoma (PCNSL) DLBCL,
primary cutaneous DLBCL, leg type, and intravascular
large B-cell lymphoma [10].
PCNSL accounts for approximately 2% of all
primary central nervous system tumors. PCNSL is
a uncommon, but aggressive type of non-Hodgkin
extranodal lymphoma (NHL). It is limited to the eyes,
brain, spinal cord or leptomeninges [11, 12]. The 5- and
10-year survival rates for PCNSL are 29.9% and 22.2%,
respectively [11]. DLBCL constitutes 90% of all PCNSL
cases, the remaining percentage belonging to T-cell,
Burkitt’s, lymphoblastic and low-grade lymphomas
[11, 13]. Common extranodal sites (primary extranodal
lymphomas) include bone, breast, thyroid, CNS, testicles,
and Primary Vitreoretinal Lymphoma (PVRL) [7]. While
10–15% of primary DLBCL arises in several sites,
the lower leg, on one or both, remains the main part of
insurgence. Usually patients present red or bluish-red
tumors and from there it disseminates to other sites [14].
Different morphological variants of DLBCL
include: EBV-positive DLBCL or Not Otherwise Specified
(NOS), T-cell/histiocyte rich large B-cell lymphoma,
Primary Mediastinal (thymic) Large B-cell Lymphoma
(PMLBL), plasmablastic lymphoma and primary effusion
lymphoma [15–17]. Elderly EBV-positive DLBCL occurs
in patients over 50 years of age with a prior lymphoma
history or immunodeficiency [18]. Among these patients,
70% have extranodal involvement, most commonly skin,
lung, tonsil, and stomach with or without lymph node
(LN) involvement. The remaining 30% present with LN
involvement only. A significant proportion of DLBCL
cases remain biologically heterogeneous and do not fit
into any specific disease sub-group; these are defined as
Diffuse Large B-cell Lymphoma-NOS (DLBCL-NOS) [7].
DLBCL can be subdivided into several types on the
basis of cytological and molecular features. Anaplastic,
centroblastic and immunoblastic are the three common
morphological variants of DLBCL [8]. In general,
centroblastic lymphoma has improved prognosis than
immunoblastic or anaplastic types [8]. As improvements
have accrued in technologies such as gene expression
profiling (GEP), the biology of DLBCL-NOS has become
www.oncotarget.com

better understood, providing new insights and leading to
the identification of two principal molecularly distinct
groups: germinal center B-cell-like (GCB-DLBCL) and
non-GCB-like, of which most of the latter have a B-celllike phenotype (ABC-DLBCL) which is activated [13].
The non-GCB group has a more aggressive clinical
course than GCB, and is associated with substantially
worse outcomes when treated with R-CHOP (rituximab,
cyclophosphamide, vincristine, doxorubicin, and
prednisone).
GCB-DLBCLs are heterogeneous and are
characterized by expression in B-cell lymphoma 6 (BCL6), a transcriptional repressor, and/or overexpression of
B-cell lymphoma 2 (BCL-2), an anti-apoptotic protein,
are commonly seen in GCB- DLBCLs [15, 19, 20].
ABC-DLBCLs have a gene signature similar to activated
peripheral blood B-cells. In addition to mutations in BCL6 and BCL-2, approximately 30–40% of GCB-DLBCLs
have t(14;18) translocation, 30% have c-rel amplification,
20% have mutations of EZH2, and 10% have a deletion
of PTEN [13]. None of these mutations are seen in ABCDLBCL, except for BCL-2 overexpression, although
overexpression of BCL-2 ABC-DLBCL occurs via a
different mechanism(s) [15].
The incidence of ABC DLBCL is higher in older
patients and represents about 40% of all DLBCL cases
[21]. The main identifying feature of ABC-DLBCLs is a
constitutive expression of the NF-κB signaling pathway
due to aberrations in the components of the CBM signaling
complex, which consists of caspase recruitment domain
11 (CARD11), BCL10, and MALT1, and which promotes
proliferation, cell survival, and inhibition of tumor cell
apoptosis [22]. The pathological and immunological
details of DLBCL are described in Figure 1. Other two
subtypes represented by Double-Hit Lymphomas (DHL)
(5–10% of all DLBCL lymphomas) and Double-Expressor
Lymphomas (DEL), present MYC and BCL2 protein
overexpression, together with the GCB and ABC subtypes
[23]. DHL and DEL are associated to poor prognosis
and in particular, DHL usually presents chromosomal
rearrangements [24]. Both subsets overlap with the ABC
and GCB molecular subtypes. DEL is more common
among ABC, and the actual driver of ABC's worse
prognosis [25], while DHL is more common in GCB. DHL
patients present an overall survival of 12 months or less
and usually respond poorly to R-CHOP standard therapy
[26, 27]. Notably, most of these lymphomas belong to
the GCB subgroup, which is predicted to have a better
prognosis with R-CHOP treatment.
Diagnosis of DLBCL is made from the examination
of blood, bone marrow, and affected lymph nodes and
organs, and is usually based on the typical morphology
of the DLBCL phenotype as reported by lymph node
biopsy, immunohistochemistry (IHC), flow cytometry,
and cytogenetic studies. Flow cytometry can be used to
detect light chain restriction and to diagnose expanded
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populations of B-cells, which is useful since flow
cytometry can be used even when IHC fails to detect
BCL-2 overexpression or t(14;18) translocation [28].
The differential diagnosis of DLBCL includes
discrimination from nonmalignant conditions such as
infectious mononucleosis, non-lymphoid malignancies,
and other lymphoma subtypes, especially NHL,
lymphoblastic lymphoma, and Burkitt lymphoma
[27]. The presence of typical DLBCL features based
on molecular and/or immunophenotypic studies aid in
diagnosis in most cases (Figure 1).
R-CHOP
(RituximabCyclophosphamide,
doxorubicin, vincristine, and prednisone) is considered
the gold standard treatment for DLBCL and is commonly
used [21]. Clinical investigators have tried continuously
to improve its effectiveness by adding novel drugs
and proposing new combinations. Although treatment
regimens with or without R-CHOP have been assessed in
various clinical trials, the R-CHOP regimen administered
every 21 days has emerged as the standard-of-care for
DLBCL. Research on newer and novel therapeutic agents
targeting precise disease component(s) based on advances
in our understanding of the relevant oncogenic pathways
is opening the door for more effective treatments for
DLBCL, which promise to achieve better survival rates
and lower recurrence rates. Improvements in prognostic
accuracy based on the availability of predictive biomarkers
will be crucial for the development of individualized riskadapted therapy.

first-line DLBCL therapy can offer “important savings
in healthcare together with improved clinical outcomes.”
[31]. In this regard, total healthcare costs related to
the relapsed cohort were $4848 per patient per month
compared to $1427 per patient per month among nonrelapsed patients, more than three times higher. The
major cost drivers of this disparity among relapsed and
non-relapsed patients were total outpatient care ($2984
vs. $632) and inpatient costs ($1220 vs. $443) [31].
Among relapsed patients, the total costs from the date
of relapse to the end of the study were double the costs
during remission [31]. Chimeric antigen receptor T cell
immunotherapy (CAR-T therapy) (discussed below
under the section TREATMENT OF RELAPSED/
REFRACTORY DLBCL) is emerging immunotherapy for
different pediatric and adult leukemias and lymphomas.
Potential T-cell treatments will have an average cost
ranging from $300,000 to $500,000 per patient [32, 33].

MOLECULAR TECHNIQUES IN DLBCL
DIAGNOSIS
DLBCL diagnosis involves a combination of
clinical, laboratory, pathological, and radiological
assessments. Detecting the disease early will require
a multi-targeted approach that integrates diagnostic
biomarkers, cytogenetic studies, and other novel
diagnostic assays. Diagnostic and prognostic biomarkers
in DLBCL (Supplementary Table 1) have emerged as
important tools for stratifying patients according to risk
factors and for creating personalized treatment regimens.
Immunophenotyping using Immunohistochemistry
(IHC) and flow cytometry and cytogenetic analysis
using fluorescent in situ hybridization (FISH) and PCR
are commonly used to diagnose DLBCL [34]. Other
techniques, such as next-generation sequencing (NGS),
gene expression profiling (GEP) or high-resolution array
comparative genomic hybridization (array CGH) are also
available but are not part of routine clinical practice [35,
36]. These advanced techniques are applicable only for
the identification of the mutation in genes or aberration
in gene expression for research or diagnosis purposes;
array CGH and NGS, respectively, but are not widely
used in clinical studies. Streamlined integration of these
various methodologies in routine clinical practice is an
essential step towards improving DLBCL diagnosis and
subsequent outcomes [37]. Supplementary Table 1 lists
the various diagnostic assays and antibodies that are
currently available for the detection of DLBCL and its
biomarkers. However, many commercially available tests
are just intended for research use. More information about
these products and how they are interpreted for diagnostic
purposes is presented in depth in Supplementary Table 1.
The National Comprehensive Cancer Network
(NCCN) guidelines for diagnostic workup of DLBCL
patients include: (a) pathological review of lymph node

UTILIZATION AND COST OF
HEALTHCARE RELATED TO DLBCL
The Cost-effectiveness of CHOP and R-CHOP
(CHOP plus rituximab) has been extensively compared,
but data from clinical trials is difficult to extrapolate to
general DLBCL patients since these trials only include
patients in curative intent. To bypass this, an administrative
approach has been used in Ontario (Canada) [29]. The
interpretation of the results of this population-based
retrospective cohort study was that addition of rituximab
to standard CHOP chemotherapy supposed an increase in
survival rates at higher costs, and for patients under 60
years old it was potentially cost-effective under standard
thresholds. Nevertheless, cost-effectiveness decreased
significantly with age. Data from this study suggested that
rituximab, for the treatment of elderly patients, may not be
of economic interest [30]. This conclusion has important
clinical implications regarding age-related use and funding
decisions on this drug [30].
Another finding from a comparison of Medicare,
in the United States, was that patients that relapsed had
higher rates and costs for the use of healthcare compared
to those that did not relapse. [31]. The research, presented
at the 58th Annual Meeting & Exposition of the American
Society of Hematology, suggests that improvements in
www.oncotarget.com
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biopsy slides for morphological variants for DLBCL
(i.e., centroblastic, immunoblastic, and anaplastic); (b)
IHC for CD20, CD3, CD5, CD10, CD45, BCL-2, BCL6, Ki-67, IRF4/MUM1, and MYC; (c) flow cytometry
for kappa/lambda, CD45, CD3, CD5, CD19, CD10, and
CD20; (d) PCR for IgH and TCR gene rearrangements,
and (e) FISH for major translocations, such as t(8;14),
t(14;18), and t(3; v) [30, 38]. Differentiating between
subtypes is especially important for maximizing clinical
outcomes since it allows for a more targeted and precise
treatment regimen. Different subtypes can be identified via
an additional IHC panel consisting of Cyclin D1, kappa/
lambda, CD30, CD138, EBER-ISH, ALK, and HHV8
(primary effusion lymphoma). Certain circumstances may
require cytogenetics or FISH for analysis of t(14; 18), t(3;
var), t(8; 14), and t(8; var) [38].
The Cell of Origin (COO) profiling is based on the
analysis of gene expression to identify patterns characteristic
of particular populations of cells that bear important medical,
prognostic and biological consequences. Expression patterns
typical of germinal core B-cells (GCB group), activated
B-cells (ABC group), and other non-classified subtypes, for
example [39–41]. Various algorithms have been developed
based on the protein expression patterns as detected by IHC.
For reference, the Hans algorithm uses the expression of
CD10, BCL-6 and MUM1 to classify DLBCL into GCB or
non-GCB subtypes [41–43].

Given that DLBCL is the most prevalent subtype
of non-Hodgkin lymphomas, there is a need for the
integration of more biomarkers specific to DLBCL into
currently available lymphoma panels. Furthermore,
additional development of clinical applicability of
currently available research-use-only panels is necessary
so they can become available for clinical use. The
HTG EdgeSeq Lymphoma Panel for example tests the
expression of 92 genes commonly examined in lymphoma.
Of these, 22 are common NHL B-cell lymphoma markers.
Although this panel effectively consolidates biomarker
measurement, it could be improved by integrating more
DLBCL-specific biomarkers. The inclusion of major
DLBCL biomarkers such as MYC, NF-κB, CD43,
MDM2, and Ki-67 could provide a more thorough and
effective diagnosis of DLBCL.
Such chromosome analysis is an essential
component of diagnosing and determining the stages
of lymphomas. Through cytogenetic studies, DLBCL
patients have been found to exhibit a wide variety of
chromosomal irregularities. A 2013 study examined the
relationship between frequent chromosomal abnormalities
and prognosis in patients with DLBCL [44]. Using
chromosome banding, the study demonstrated that of
eleven different chromosomal abnormalities, just a 17p
loss (loss of p53) showed a substantial correlation with
a poorer long-term prognosis. The overall survival (OS)

Figure 1: Key oncogenetic pathways and major molecular subtypes of DLBCL. DLBCL may arise from multiple oncogenetic
alterations in B-cells. The main oncogenic pathways involve the translocation of genetic material, gene amplification, and somatic
hypermutations (SMH). The two major molecular subtypes of DLBCL, the germinal center, and the activated type, are listed.
www.oncotarget.com
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and progression-free survival (PFS) frequencies for
patients with a 17p loss were 32% and 27%, respectively.
Patients without loss of 17p (i.e., possessing wild-type
p53) exhibited frequencies of 67% and 59%, respectively
[37, 44].
Although G-banding has proven to be useful
for detecting specific rearrangements that provide
insight into clinical outcomes, this technique has been
problematic for identifying more complex abnormalities.
A newer cytogenetic technique, spectral karyotyping
(SKY), offers a more precise and thorough picture of
chromosomal irregularities. SKY has enabled the detection
of breakpoints in DLBCL that were not previously
identifiable via G-banding. Of the new recurring
breakpoints identified via SKY, breaks at 16q11-13,
12p11, and 11p11 were the most common. In addition,
four new translocations were identified: der (14) t(3; 14)
(q21; q32), t(1; 13) (p32; q14), t(1; 7)(q21; q22), and der
(6) t(6;8) (q11; q11) [45]. Integrating interphase FISH
(iFISH) with SKY has been recommended for identifying
translocations and diagnosing DLBCL [46].
Tissue microarray-based FISH has been utilized in
DLBCL to assess the role of BCL-6 rearrangement on
the outcome for patients treated with CHOP or R-CHOP
[47]. Expression of other genes, including PATZ1, MYC3, and RUNX3, as well as microRNAs and non-coding
RNAs, have also been assessed for their prognostic
and diagnostic utility in DLBCL [48–51]. Comparative
arrays of genomic hybridisation and single nucleotide
polymorphism (SNP) arrays are often used to distinguish
between DLBCL subtypes [52]. Array CGH highlights
patterns of deletions or amplification and can determine
allelic ratios or loss of heterozygosity, although it cannot
detect balanced translocations [52]. The GCB-DLBCL
subtype is associated with REL locus amplification, BCL2 translocation and Ig loci Somatic Hypermutation (SHM)
amplification [52]. In fact, SHM is recognized in both of
GCB and ABC types, and the pattern is different, which
constitutes a marker for DLBCL molecular classification
and delineates the Cell Of Origin (COO) in DLBCL. In
a study Alkodsi et al. (2019), expression of thirty-six
SHM target genes stratified DLBCL into four novel SHM
subtypes, and each subtype having a distinct clinical
outcome within each of the COO subtypes [53].
The quantitative Nuclease Protection Assay (qNPA)
and nanoString nCounter platform have proved robust
technologies in recent years that can quantitatively
calculate gene expression from FFPE specimens [54, 55].
In the qNPA, targeted probes are hybridized to mRNA
released from FFPE samples. Non-hybridized mRNA is
removed by nuclease digestion, and the mRNA/probe
duplexes are secured to a plate by oligonucleotide linkers.
The mRNA is then linked to a chemiluminescent substrate,
which is imaged to measure gene expression levels. In the
NanoString nCounter assay, probes are used to capture and
count the number of targeted genes.
www.oncotarget.com

The nanoString platform can also be used to
identify gene translocations with 5′ and 3′ probes. These
technologies are advantageous because they require
minimal RNA input, and use probe-to-target hybridization,
which eliminates the need for snap-frozen materials,
cDNA synthesis, or amplification. The qNPA technology
relies on the acquisition of gene expression based on
chemistry, and nanoString nCounter is a platform for
digital expression. They have both been shown to be
effective and accurate for assigning cell of origin from
FFPE tissue. NanoString nCounter has an advantage over
qNPA because it can profile a significantly larger number
of genes [41, 55]. But these techniques are yet to be
adapted in regular clinical practice.
Together, these advanced and uniquely designed genetic
and molecular techniques have aided in the identification
of underlying molecular mechanisms contributing to the
pathogenesis and clinical progression of DLBCL. They have
also contributed to our ability to predict clinical outcomes of
lymphoma patients, and have been shown, as well, to identify
targets for novel therapeutic agents.

ROLE OF BIOMARKERS IN DETECTION
AND DIAGNOSIS
Identification of disease-based biomarkers has
become a central component of research supporting the
diagnosis and prognosis of almost all types of human
diseases, including DLBCL. Biomarkers are essential
elements of underpinning guidelines for assessing risk,
screening, prognostic determination, treatment response,
and monitoring disease progression. The identification
of several biomarkers for DLBCL through IHC, FISH,
flow cytometry, western blot, NGS (including wholegenome/whole-exome sequencing), enzyme-linked
immunosorbent assay (ELISA), and polymerase chain
reaction (Supplementary Table 2) has provided remarkable
insight into disease pathogenesis and mechanisms. The
details of some of the critical biomarkers are discussed in
the following subsections.

B-cell lymphoma 2 (BCL-2)
BCL-2, an oncogenic biomarker, and among the
first known members of the BCL-2 family of regulator
proteins located on the mitochondrial outer membrane
(Figure 2) [5]. BCL-2 promotes cell survival via inhibition
of apoptosis (Supplementary Table 2). The BCL-2 family,
Bax, and Bak pro-apoptotic proteins allow cytochrome C
and ROS to be released through membrane permeability
and later act as signals during the apoptotic cascade and
are inhibited by BCL-2 itself [56]. DLBCL samples often
exhibit the BCL-2 chromosomal translocation t(14;18),
detected by FISH, which results in upregulation of BCL2 expression, resulting in BCL-2-mediated resistance to
apoptotic stimuli [5, 57].
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Two mechanisms suppress apoptosis by other family
members of BCL-2 myeloid cell leukemia 1 (MCL-1),
extra-large BCL (BCL-xL), and BFL-1; Second, these
proteins attach and prevent the oligomerisation of the
proapoptotic effector proteins, BAX and BAK, which
trigger apoptosis by forming pores in the outer membrane
of the mitochondria releasing cytochrome c [58–60].
Additionally, the antiapoptotic BCL-2 family members
bind and sequester the proapoptotic BH3-only activator
proteins, BCL2 interacting mediator of cell death (BIM)
and BID, which activate BAX and BAK. Cancer cells
adopt anti-apoptotic defense mechanisms in response
to anti-cancer therapy. Cancer care may be enhanced by
using anti-apoptotic inhibitors, and combining them with
other anti-cancer agents.
The cells are immortalised due to the increased
expression of BCL-2. Enhanced expression of BCL-2
in DLBCL is associated with poor prognosis and shorter
survival [61, 62]. BCL-2 t(14;18) is present in 20–30%
of DLBCL cases (Figure 1) and is often observed in GCBDLBCL-like variants [63]. Adding rituximab to standard
chemotherapy overcomes BCL-2 ‘s influence on adverse
prognosis [64, 65]. In cases of “double hit lymphoma”
(DHL) where a BCL-2 translocation is accompanied with
translocation of MYC, such as t(8;14) for MYC and t(14;18)
for BCL-2, the prognosis is consistently poor [62]. Patients
with lymphoma cells co-expressing MYC and BCL-2
have been shown to respond better to ABT-737 (a selective
inhibitor of BCL-2, BCLxL, and BCLw) (Figure 2), showing
that BCL-2 has a critical role in DHL [66, 67].

auto-regulates its own transcriptional expression and
indirectly up-regulates the expression of certain genes
that are essential for GC reactions [77]. One of the genes
directly targeted by BCL-6 is PR domain containing 1
lymphocyte-induced maturation protein 1 (BLIMP1) with
zinc finger domain (PRDM1)/B [75], whose expression
is required for terminal differentiation of GC B-cells
to plasma cells [53]. PRDM1 is frequently inactivated
specifically in ABC-DLBCL. The Pasqualucci et al.
(2006) and Wagner et al. (2011) group findings indicate
that BCL-6 deregulation and inactivation of PRDM1/
BLIMP1 represent alternative pathogenetic pathways,
all leading to a blockage of post-GC differentiation and
eventually causing lymphomagenesis [75, 78, 79]. The
translocation and hypermutation of BCL-6 at chromosome
3q27 with t(3;7) (q27;p12), translocations have been
reported in 30–35% of DLBCL cases (Figure 1) and
is a known event associated with the longer survival
of malignant genetically unstable transformations
associated with DLBCL [47]. This chromosomal region
is also a frequent site for somatic mutations. Studies have
indicated that BCL-6 rearrangement is associated with
poorer outcomes in patients treated with R-CHOP [47].
In another study by [80], patients with poor prognosis had
BCL-6 rearrangements together with BCL-2 deregulation
and MYC translocation, further evidence that BCL-6
rearrangement is rarely found as a sole genetic abnormality
in DLBCL.

B-cell lymphoma 6 (BCL-6)

The MYC oncogene is a “master regulator” of
cellular metabolism and proliferation. It is activated
by a large number of oncogenic pathways, and in turn,
stimulates many of the genetic changes that result in
malignant transformation [81]. Translocations of MYC
(Figure 1) were first associated with Burkitt lymphoma,
but it has since been found that MYC recombination with
other genes is reported in 3–16% of DLBCL cases [57,
60]. MYC, a transcription factor, is typically activated by
WNT, Sonic hedgehog (Shh), EGF, and apoptotic signaling
pathways. Importantly, it downregulates BCL-2 during
apoptosis and regulates the expression of genes affiliated
with cell proliferation. In GCB-DLBCL, the frequently
observed t(8;14) (q24;q32) translocation involves
rearrangement of the MYC gene, which impairs its normal
regulation and results in its upregulation [57, 62, 63]. In
addition, the fusion of MYC and Ig (heavy chain gene in
t(8;14) translocations or light chain genes, kappa in t(2;8)
translocations, or lambda in t(8;22) translocations) is
also known to cause overexpression of MYC in DLBCL.
In a meta-analysis study, the consequences of MYC
translocations were not overcome by rituximab treatment
[82]. The MYC translocation shows promise in patients
with DLBCL treated with R-CHOP therapy as a prognostic
factor although these results require confirmation [57].

MYC

BCL6 is among the most frequently rearranged gene,
with 19% affecting all DLBCL patients [68]. It is a zincfinger transcription factor that represses gene transcription
in Germinal Center (GC) B-cells through the recruitment of
co-repressor proteins and inhibits DNA damage response
pathways and thus prevents arrest and apoptosis of cell
cycles [69]. It is a regulator of processes involved with the
clonal expansion of B-cells (Supplementary Table 2). In
lymphoid malignancies, chromosomal translocations and
mutations lead to BCL6 deregulation. Mice engineered to
express constitutively BCL6 develop DLBCL similar to
human disease in GC B cells [70, 71]. For most patients
with active B cell lymphomas, BCL6 is often expressed
constitutively due to translocation of heterologous
promoter elements or promoter point mutations in the
BCL6 locus [72, 73]. These changes include translocations
fusing its coding sequence to heterologous promoters [74],
point mutations in BCL6 promoting negative regulatory
elements [72], or mutations that affect BCL6 transcription
[50] acetylation-mediated BCL6 inactivation [75].
Aberrant blockage in the repressive function of BCL6 is known to contribute to genetic instability, ultimately
leading to neoplastic transformation [47, 76]. BCL-6 also
www.oncotarget.com
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The presence of a MYC rearrangement in patients is often
correlated to bad outcomes [83, 84].

Clinically, it has been observed that ABCDLBCL patients are less responsive to standard
immuno-chemotherapy than other DLBCL subtypes,
the NF-κB may be responsible for this, due to its
ability of antagonizing the tumor suppressor activity of
chemotherapeutic agents. Bortezomib, a proteasome
inhibitor blocking degradation of IκBα (an inactivator
of NF-κB), showed clinical benefits in relapsed ABCDLBCL patients when combined with DA-EPOCH-R
(Etoposide, Prednisone, Vincristine, Cyclophosphamide,
Doxorubicin, Rituximab) [59, 64]. Moreover,
pharmacological inhibitors of NF-κB activity, such as
lenalidomide (Supplementary Table 5), have shown
selective activity in non–GCB-DLBCL [59, 64].

Nuclear Factor kappa-B (NFκ-B)
NF-κB is a transcription factor that regulates the
expression of the Ig kappa light chain and influences
a wide range of biological processes including innate
and adaptive immunity, inflammation, stress response,
development of B-cells, and lymphoid organogenesis.
[85]. It is well known that activation of the nuclear factor
kappa-B (NF-κB) is essential for the growth and survival
of tumor cells. Typically, lymphoid malignancies avoid
cell death by constitutive activation of the NF-κB pathway
which increases cell proliferation [86, 87].
Aberrant canonical NF-κB pathway activation in
DLBCL attributes a significant fraction of the presence
of oncogenic mutations in genes [88–90]; however, the
previously published paper reveals that up to 15% of
DLBCLs have genetic mutations activating the alternative
NF-κB pathway. In this context, it should be noted that in
addition to the ~10% DLBCL cases showing nuclear NFκB activity solely for the alternative pathway (indicated by
nuclear staining of p52 but not p50) and ~20% of DLBCLs
showing nuclear staining for both p50 and p52 [88], this
indicates activation of both canonical and alternative NFκB pathways [91].
ABC DLBCLs engage the classical NF-κB
pathways because they have rapid phosphorylation and
turnover of IκBα and prominent nuclear accumulation of
p50/p65 heterodimers with a lesser accumulation of p50/
c-rel heterodimers [92]. RelA/p65 and p50 are the most
common NF-κB subunits and involved in the classical
NF-κB pathway. RelA / p65 nuclear over-expression in
early stage DLBCL patients is correlated with significant
poor survival [93]. Gene expression profiling analysis
suggested immune dysregulation and anti-apoptosis
may be relevant for the poorer prognosis associated
with p65 hyperactivation in germinal center B-cell–
like (GCB) DLBCL and also in activated B-cell–like
(ABC) DLBCL, respectively [93]. In B-cells, numerous
receptors, including the BCR, CD40, the B-cell-activating
factor (BAFF) receptor, and various Toll-like receptors
(TLRs) are are able to activate the NF-kB pathways.
[86, 94, 95]. Alternatively, activation of NF-κB results
from proteasome degradation of its inhibitor [inhibitor of
kappa B (IκB)]. The activation of NF-κB is considered the
hallmark of ABC-DLBCL [96]. More NF-κB target genes
are expressed in ABC-DLBCL than in GCB-DLBCL;
thus, ABC-DLBCL lines are more susceptible to inhibition
of the NF-κB pathway. Increased NF-κB activity in ABCDLBCL is stimulated by mutations in CARD11, a part
of the CBM complex (CARD11, BCL-10, and MALT1),
which acts as a signaling hub for activation of the classic
NF-κB pathway downstream of the antigen receptors in B
and T cells (Figure 2) [97, 98].
www.oncotarget.com

Mouse double minute 2 homolog (MDM2)
The negative regulator of the p53 tumor suppressor
pathway; MDM2, regulates cell division and prevents
tumor formation. In particular, MDM2 acts on its key
target by repressing transcriptional activity via binding
to the N-terminal trans-activation domain of p53 [79,
99]. The intracellular p53 levels are regulated by a selfregulatory feedback loop consisting of p53 and MDM2
[100, 101]. MDM2 has often been found to be overexpressed in cancer [102, 103]. In many tumors such
as DLBCL, MDM2 overexpression is not solely caused
by gene amplification, but is also indirectly associated
with an increased affinity for the transcriptional activator
SP1 (Figure 1), the binding of which results in elevated
MDM2 expression in a gender-specific (females) and
hormonal-dependent manner [100]. In DLBCL, MDM2
overexpression facilitates B-cell lymphomagenesis in vivo
through the inactivation of wild type p53 tumor suppressor
function [100, 101]. A single nucleotide polymorphism
(T to G change) in MDM2 promoter region at position
309 (SNP309) affects MDM2 transcription [104].
Furthermore, an analysis of SNP309 in 108 patients treated
with R-CHOP showed that, although the presence of the
SNP did not correlate with poorer survival in DLBCL
patients, p53 or MDM2 overexpression correlated with
significantly worse survival when MUT-p53 was present
[100, 101, 104].

MicroRNA
MicroRNAs (miRNAs) are 17–25 nucleotide RNA
molecules which regulate gene expression at the posttranscriptional level. The association of miRNA with
mRNA leads to cleavage, suppression of stability, or
translational repression of mRNA targets. Because miRNA
target sites may be shared among groups of genes, a single
miRNA can regulate the production of multiple proteins
[105, 106]. Dysregulated miRNAs have been detected
in several cancers of different histotypes [107]. Multiple
miRNAs contribute to the pathogenesis of DLBCL. The
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down-regulation of miR-29 due to a translocation at
t(3;7)(q27;q32) (Figure 1) involves the fusion of BCL6 to a noncoding region of FRA7H, which suggests
that miRNA replacement therapy might be effective for
the treatment of DLBCL cases associated with loss of a
specific miRNA [106, 108]. Other essential miRNAs in
DLBCL are miR-155 and miR-17-92 which have DLBCL
expression patterns that differentiate tumor cells from
non-malignant B-cells [109]. Also, the expression of
miR-155, miR-21, and miR-221 differs between ABCDLBCL and GCB-DLBCL subtypes (see Supplementary
Table 2), indicating the specificity of miRNA expression
in DLBCL [83]. MiR-21 expression in tumor cells and
serum is negatively associated with DLBCL patient
prognosis since the knockdown of miR-21 by the use
of antisense oligonucleotides significantly increased
the cytotoxic effects of the CHOP treatment regimen in
human peripheral DLBCL blood cells [105, 108]. MiRNA
profiling has shown that a seed sequence mutation of miR142 (found in approximately 20% of DLBCL patients)
plays a role in pathogenesis, as shown by the fact that the
loss of tumor-suppressive activity of miR-142 stimulated

cell growth and led to the induction of DLBCL [106].
miR-199 is known to downregulate inhibitor of NF-κβ,
which leads to survival, proliferation, and apoptosis of
lymphoma cells [89, 109]. The ubiquitin-proteasome
inhibitor, bortezomib (Velcade®), was approved by the
FDA in 2008 for treating newly diagnosed and relapsed/
refractory multiple myeloma and multiple mantle cell
lymphoma patients, has also shown activity in DLBCL
patients (Supplementary Table 5) [110]. In addition, the
expression of particular miRNAs may serve as unique
biomarkers for DLBCL diagnosis, subtype classification,
and outcome prediction [109].

Other important biomarkers
Other important biomarkers in DLBCL may
also have an impact on the prognosis of this disease
(Supplementary Table 2) [83]. CD5 is expressed in 10%
of cases of DLBCL and is typically associated with poor
prognosis. CD5 expression is also commonly associated
with adverse clinical prognostic characteristics including
advanced age, presentation of extra-nodal involvement

Figure 2: Novel drug targets and pharmacological therapies under investigation for the treatment of DLBCL.

Abbreviations: RTK: Receptor tyrosine kinases; IL-2: Interleukin 2; ILR: Interleukin receptor; TCR: T-cell receptor; HLA: Human
leukocyte antigen; APC: Antigen-presenting cells; TNF-α: Tumor necrosis factor-α; VEGF: Vascular endothelial growth factor; Ac: Acetyl
group. HDACs: Histone deacetylase; DNAMTs: DNA methyltransferases; RAR: Retinoic acid receptor.
www.oncotarget.com
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and diagnosis of higher-stage disease [83, 111]. CD20
is a membrane-bound protein that is widely expressed
in B-cells, including in patients with DLBCL, and plays
a role in the activation, differentiation and progression
of the cell cycle [112]. The addition of monoclonal
antibody directed against the CD20 antigen, Rituximab,
to CHOP (cyclophosphamide, doxorubicin, vincristine,
and prednisone) has shown to dramatically improve the
survival of patients with DLBCL [37, 113]. Expression
of Ki-67, a nuclear antigen expressed by cycling cells, is
highly variable, ranging from 20–80% and occasionally
reaching 80–100% in DLBCL cases [37, 83]. Ki-67
overexpression correlates with inferior overall survival
(OS), reduced event-free survival (EFS), and poor
prognosis in patients treated with R-CHOP [37]. The
multifunctional type I transmembrane CD43 glycoprotein
(leukosialin) is expressed in a variety of hematopoietic
cells including B lymphocytes and in a variety of
malignancies [114], including lymphoma, leukemia,
and solid tumors, as well as in 20% of DLBCLs [37]. In
DLBCL patients, CD43 expression was associated with
lower complete response, OS, and EFS compared with
CD43-negative DLBCL patients. The effects of CD43
were found to be significant in DLBCL patients treated
with R-CHOP, but not CHOP [37, 83].
Biomarkers in DLBCL derive from a variety
of classes of cellular molecules such as transcription
regulators, cell cycle regulators, tumor suppressors,
and necrotic factors, DNA/RNA repair regulators,
and immune/inflammatory and other signaling genes;
their roles in the pathogenesis of DLBCL are described
in Supplementary Table 2. Genome-wide studies of
associated biomarkers illustrate the complexity and
heterogeneity of DLBCL. DLBCL has a high level
of genomic instability; the availability of biomarkers
associated with consequences of that instability provides a
potential avenue for the development of novel therapeutic
strategies [115].

have demonstrated that rituximab potentiates the effect
of several chemotherapeutic agents [116, 117]. Compared
with the CHOP regimen, R-CHOP can significantly
improve complete remission rates, prolong EFS, and
increase ORR and OS with a minimal increase in toxicity
[118]. Both non-bulky and bulky DLBCL patients usually
receive up to 6 cycles of induction chemo-immunotherapy
with R-CHOP [30]. Early PET evaluation after 1 to 2
cycles of R-CHOP is less predictive of outcome than at
the end of treatment scan [119–121]. At the completion of
treatment, all prior positive imaging studies are repeated.
If the PET-CT scan is positive, then a repeat biopsy is
generally performed prior to changing the course of
therapy.
An additional option for early-stage or untreated
DLBCL patients would be to enroll in any of the
numerous clinical trials currently available [122]. Among
completed clinical trials, one of the most promising
approaches to date for early-stage or untreated DLBCL
assessed a combination of rituximab and epratuzumab
(NCT00301821). This pilot study resulted in a 12 month
OS rate of 89% [123], as well as increased rates of
progression-free survival (PFS) (Supplementary Table
3). In a subsequent phase-2 study, 3-year EFS and OS
rates were 70% and 80%, respectively [123]. The high
survival rates and excellent safety profiles of CD20
and CD22 combination therapy represents an attractive
target in B-cell malignancies, particularly in patients
who are Rituximab resistant and who are not high dose
chemotherapy (HDC) candidates. As CD22 is internalized
when binding to the antibody, the combination of cytotoxic
agents with epratuzumab can lead to improved outcomes
[124]. In addition, a more recent clinical trial demonstrated
that chemotherapy, combined with lenalidomide with or
without rituximab, did not result in adverse effects or
toxicity [122, 125].
In rare cases, radiotherapy alone is the only option
of treatment for early-stage DLBCL patients who are
unable to tolerate chemotherapy, especially elderly,
frail, or co-morbid patients [126]. Multiple randomized
and retrospective studies have shown that consolidation
RT significantly reduces the risk of recurrence of the
disease after CHOP therapy in stage I-II DLBCL [127].
Optimisation of disease management thus reducing acute
and late side effects is important as many DLBCL patients
are long-term survivors [128]. A study by Phan et al.
(2010) [129] found that OS and PFS were significantly
improved among patients who received consolidation
radiation treatment after undergoing R-CHOP therapy.
Patients treated with three CHOP plus RT cycles had
significantly better PFS (P value = 0.03) and OS (P value
= 0.02) than those treated with CHOP alone [130]. The
five-year estimates of PFS for patients receiving RT and
CHOP therapy vs. patients who received CHOP therapy
alone were 77% vs. 64%, respectively [131].

TREATMENT OF EARLY STAGE DLBCL
Early-stage DLBCL, usually categorized as Stage I
or Stage II, accounts for 25% (up to ~40%) of all patients
with DLBCL, and is known as ‘limited stage lymphoma.’
Limited stage lymphoma can be further differentiated as
non-bulky, with cancerous masses having diameters of 10
centimeters or less, and bulky, with cancerous masses of
10 centimeters or greater. According to NCCN Guidelines
for DLBCL, the preferred modality of treatment for Stage
I and II DLBCL is immuno-chemotherapy, including
combination chemotherapy, most commonly with
R-CHOP typically given over a period of 3–4 months.
Rituximab, the “R” in R-CHOP, is a chimeric monoclonal
antibody that targets CD20, which is present on normal
and most malignant B-cells [113]. Preclinical models
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TREATMENT OF ADVANCED STAGE
DLBCL

untreated advanced-stage DLBCL [143]. The GOYA
trial enrolled 1,418 patients with treatment-naïve, CD20positive DLBCL. For eight 21-day cycles, patients were
randomly allocated to open-label care with obinutuzumab
(n = 706) or rituximab (n = 712) in conjunction with
standard CHOP for 6 or 8 cycles. The primary outcome
was progression-free survival (PFS) assessed by the
investigator [144], after a 29-month median follow-up,
there was no difference between R-CHOP and G-CHOP
in PFS assessed by the investigator (HR, 0.92; 95% CI,
0.76–1.11; P value = 0.3868). Disease-free survival, EFS,
and time to next treatment in both treatment groups were
also identical. DLBCL cell-of-origin (COO) subgroups
also analyzed PFS: germinal-center B cell-like (GCB),
activated B cell-like (ABC), and unclassified subgroups
(exploratory analysis) [145]. GCB subtype is associated
with a better outcome than the ABC or unclassified
subtypes [143]. A recent study was conducted to evaluate
ibrutinib, and R-CHOP in stage II to IV in previously
untreated non-GCB DLBCL patients, the primary
endpoint was event-free survival (EFS) in the intent-totreat (ITT) population, and secondary endpoints included
progression-free survival (PFS), overall survival (OS),
and safety. The study did not reach its primary endpoint
in the population of ITT or ABC. However, ibrutinib plus
R-CHOP improved EFS, PFS, and OS with manageable
protection in patients younger than 60 years of age, but
in patients 60 years of age or older it was associated with
increased toxicity, leading to poor R-CHOP administration
and worse outcomes [146].

Advanced stage DLBCL, stage III/IV, accounts for
75% of DLBCL patients with 5-year survival rates for
R-CHOP of 50–55% [132]. The question of dose-dense
and dose-intense chemotherapy with rituximab has been
addressed previously in several trials demonstrating
no additional benefit over R-CHOP [133–136]. In a
randomized trial, the GELA group compared, R-ACVBP
(rituximab plus doxorubicin, cyclophosphamide,
vindesine,
bleomycin,
prednisone)
intensified
chemotherapy with R-CHOP in low IPI DLBCL [136].
R-ACVBP showed superior 3-year EFS (81% Vs. 67%)
and OS (92% vs. 84%) rates compared to R-CHOP [136].
However, R-ACVBP was associated with severe toxicity;
therefore, it is not frequently used in clinical practice.
HDC followed by autologous stem cell transplant (ASCT)
as the first-line treatment of advanced-stage DLBCL has
remained questionable in several clinical trials. ASCT
has shown substantial benefits to the patient [137].
Randomized trials have compared R-chemotherapy,
followed by HDC and ASCT versus R-chemotherapy
alone for high IPI patients. Some trials demonstrated
favorable PFS rates for HDC and ASCT with no additional
benefit for OS [138, 139]. Therefore, the standard first-line
therapy for advanced-stage patients remains six cycles of
R-CHOP-21 with interim scan after 2 to 4 cycles. If the
patient responds to therapy, R-CHOP is continued for a
total of 6 cycles, or the patient is enrolled in a clinical
trial. At the completion of treatment, all positive studies
will be repeated with a PET/CT scan. A re-biopsy must
be conducted before the course of treatment is modified.
If the PET/CT scan indicates, a PR or no response
(progressive disease), second-line therapy is pursued.
An intergroup, phase III study; Alliance/CALGB
50303 (NCT00118209), compared standard rituximab,
cyclophosphamide, doxorubicin, vincristine, and
prednisone (R-CHOP) with dose-adjusted etoposide,
prednisone, vincristine, cyclophosphamide, doxorubicin,
and rituximab (DA-EPOCH-R) as frontline therapy for
diffuse large B-cell lymphoma [140]. In the efficacy
analysis, R-CHOP and DA-EPOCH-R showed no
statistically significant differences in overall response rate
(ORR) or other outcomes (Supplementary Table 3). The
EFS was similar throughout the median follow-up of 5
years (hazard ratio [HR], 1.14; 95% confidence interval
[CI], 0.82–1.61; P value = 0.4386). Overall survival was
also similar in both treatment groups (HR, 1.18; 95% CI,
0.79–1.77; P value = 0.42) [140].
Obinutuzumab (G) is a type II glycoengineered,
monoclonal antibody anti-CD20 (proves more potent
antibody-dependent cellular toxicity and greater apoptosis
induction than rituximab) (Supplementary Table 6) [141,
142]. GOYA was a phase III randomized trial comparing
G-CHOP to R-CHOP in patients with previously
www.oncotarget.com

TREATMENT OF RELAPSED/
REFRACTORY DLBCL
Despite advancements in DLBCL treatment over
the last decade, there are still up to 40% of primarily
refractory patients or experience short-term relapses,
mostly occurring within 1–2 years of remission. The first
choice for relapsed/refractory patients is to determine
whether patients are transplant eligible or no. If patients
are transplant eligible, then salvage chemotherapy is
followed by ASCT, provided patients to respond to
treatment. Salvage regimens for those patients include
DHAP (dexamethasone, cisplatin, cytarabine) ± rituximab,
GDP (gemcitabine, dexamethasone, cisplatin) ± rituximab,
ESHAP (etoposide, methylprednisolone, cytarabine,
cisplatin) ± rituximab, or ICE (ifosfamide, carboplatin,
etoposide) ± rituximab [30] and these regimes have a
similar outcome. However, GDP ± rituximab is less toxic
than DHAP ± rituximab [147]. DHAP ± rituximab has
been shown to improve the survival in the GCB-type,
although this needs validation. Patients who are not
candidates for HDC may be treated with other salvage
regimens including bendamustine ± rituximab, CEPP
(cyclophosphamide, etoposide, prednisone, procarbazine)
± rituximab, CEOP (cyclophosphamide, etoposide,
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vincristine, prednisone) ± rituximab, DA-EPOCH,
GEMOX ± rituximab, GDP ± rituximab, or lenalidomide
± rituximab (Supplementary Table 3) [38].
If patients have no response to second-line therapy,
they would then be considered for a clinical trial or
palliative RT. Supplementary Table 3 lists recent clinical
trials for relapsed/refractory DLBCL. A more recent
clinical trial (NCT00869999) using mTOR inhibitors,
everolimus or temsirolimus (CC1-779) in combination
with rituximab, demonstrated complete responses in
12.5% and 28.1% of patients on the study, respectively,
and increased the OS rate to 37% at a median follow-up
of 12 months. In general, everolimus was well tolerated
and demonstrated activity in relapsed DLBCL patients
in combination with rituximab [148, 149]. Among all
completed trials of relapse/refractory DLBCL patients,
ibrutinib, a Bruton’s Tyrosine Kinase inhibitor (upstream
of NF-κB signaling pathway), has provided an excellent
example of precision medicine. In this trial, ibrutinib
showed complete or partial responses in 37% (14 of
38) of patients with ABC DLBCL but only 5% (1 of
20) of patients with GCB DLBCL [150]. Conversely,
bortezomib, despite inhibiting a key B-cell activation
molecule, showed varied responses with significant
benefit in relapsed/refractory ABC-DLBCL [151] but no
clinical benefit in newly diagnosed non-GCB DLBCL
patients [152, 153]. Results from the Pyramid Trial
(NCT00931918), the addition of bortezomib to R-CHOP
(VR-CHOP) in patients with previously untreated nonGCB DLBCL was evaluated for the efficacy and safety,
suggest no significant efficacy advantage with the
addition of bortezomib to R-CHOP in patients (maybe
due to lack of bortezomib effect or patient selection or
misclassification [154]. This suggests that compounds
inhibiting different steps of signaling pathways have
different clinical efficacy.
Chimeric antigen receptor T cell (CAR-T)
immunotherapy is a novel approach for patients with
refractory aggressive B-cell lymphoma. Briefly, T cells
are engineered for the identification and destruction of
cancer cells. The CAR-T treatment removes a person's
T cells from the body, genetically modifies the specific
cells using a retrovirus vector to introduce new genes, and
then returns the cells to the patient, where they can attack
cancer cells (Figure 3) [32]. These trials are enrolling
recurrent/refractory DLBCL patients 18 to 70 years old
(Supplementary Table 4).
Phase 2a JULIET trial study adds mounting evidence
that chimeric antigen receptor (CAR) T-cell therapy
(KYMRIAH®, tisagenlecleucel) targets and removes
CD19-expressing B cells and has shown to be effective
against B-cell lymphoma. A total of 93 patients were
infused and included in the efficacy assessment [155]. The
overall response rate was 52%, and 40% of the patients
had complete responses, and 12% had partial responses.
The rate of relapse-free survival was estimated at 65% at
www.oncotarget.com

12 months after the initial response (79% among patients
with complete response). Cytokine release syndrome
(22%), neurological disorders (12%), cytopenias lasting
more than 28 days (32%), infections (20%), and febrile
neutropenia (14%) were the most frequent grade 3 or 4
adverse effects of particular concern. Tisagenlecleucel,
cytokine-release syndrome or cerebral edema were not
attributed to death [155].
Results of ZUMA clinical trial phase 2 were
presented in ASH (2017) with one year of follow-up,
Among the 111 patients who were enrolled, Axicel was
manufactured successfully at 110 (99%) and administered
at 101 (91%). The objective response rate was 82%, and
the full response rate was 54%. For a 15.4-month median
follow-up, 42% of patients continued to have a response;
40% continuing to have a complete response. At 18
months, the overall survival rate was 52% [156].
Nonetheless, SCHOLAR-1 showed disappointing
results in refractory DLBCL patients, suggesting a need for
more successful therapies for these patients. The objective
response rate for patients with refractory DLBCL was
26% (complete response rate, 7%) to the next therapy line,
and the overall median survival was 6.3 months. Twenty
percent of patients were alive at two years [157].
In responsive patients, the anti-CD19 CAR T-cell
therapy achieved complete and durable responses in
aggressive DLBCL despite translocations of MYC, BCL2,
and BCL6 and their overexpression (Supplementary
Table 4) [158].
FDA has been approved CAR-T therapy (Clinical
trials of chimeric genetically modified T cells for CD19 by
Kite Pharma) for diffuse large B-cell lymphoma (DLBCL),
high-grade B-cell lymphoma, and DLBCL from follicular
lymphoma (transformed follicular lymphoma, or TFL),
not otherwise specified [159]. A risk assessment and
mitigation strategy is approved, however, and risks include
cytokine release syndrome (CRS), viral reactivation,
persistent cytopenias, and neurological toxicity [160].
Since DLBCL is already curable in 60–65% of patient
with R-CHOP, the CAR-T approach may become one among
many salvage options over the next several years. CAR-T
therapy is curative for leukemia in children (ALL) and has
the potential to become an once-in-a-lifetime treatment due
to long-term durability with durations of remission, but it
is premature to say [161]. CAR-T therapy may replace
existing therapies for ALL, but for DLBCL related B cell
malignancies, R-CHOP will remain the standard therapy.

PROSPECTIVE CLINICAL TRIALS
Several drug classes and strategies that are effective
in other cancers will likely become subjects of future
prospective clinical trials for the treatment of DLBCL
patients since the clinical evidence has shown its efficacy
in other cancers. Among these are immune checkpoint
inhibitors and CTLA blockade.
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Checkpoint inhibitors work by targeting receptors
that serve as brakes on the immune response. Checkpoint
inhibitors may be used to activate or improve preexisting anti-cancer immune responses by blocking
certain inhibitory molecules or by activating stimulating
molecules. Programmed Cell death 1 (PD-1) receptor
is the target for pembrolizumab and related drugs.
PD-1 down-regulates the immune system and reduces
inflammatory behavior in T cells [162]. Drugs that block
PD-1 activity can activate the immune system, permitting
immune T cells to attack tumors. Pembrolizumab has been
used to treat certain kinds of cancer with varying degrees
of effectiveness. Pembrolizumab has shown promising
results in metastatic melanoma, metastatic non-small cell
lung cancer in several clinical trials, and most recently
approved for the treatment of squamous cell cancer in the
head and neck (HNSCC) [163].
In 2014 the FDA approved pembrolizumab
for the treatment of metastatic melanoma. In 2016,
pembrolizumab was approved for treating HNSCC after a
completed trial analysis showed a 16% objective response
rate and a complete response rate of 5% with responses
lasting for more than 6 months in 82% of patients
[164]. The FDA has also approved pembrolizumab for
the treatment of relapsed/refractory adult and pediatric
classical HL patients (cHL). The findings of a phase 1b
cHL relapsed/refractory study (KEYNOTE-013) were
positive and comparable to nivolumab with PFS levels of
69% and 46%, respectively, at 24 weeks and 1 year [165,
166]. In a subsequent phase II trial (KEYNOTE-087), the
activity of pembrolizumab was evaluated in cHL patients
who had failed either ASCT, brentuximab vedotin, or both.
The ORR across entire cohorts was 69% [167].
In a multicohort phase 1b trial of relapsed/refractory
primary mediastinal large cell lymphoma (PMBCL)
patients, pembrolizumab showed promising anti-tumor

activity with a tolerable safety profile of 41% [168].
These results suggest that checkpoint inhibitors like
pembrolizumab would be effective in the treatment of
DLBCL.
The addition of an immune checkpoint inhibitor to
standard R-CHOP therapy for DLBCL would be expected
to activate stimulatory molecules of the immune system to
attack tumors. Naturally, it is also of interest to use PD-1
blockade early in the course of treatment, to improve cure
levels in high-risk patients or to reduce the toxicity of
treatment in patients at lower risk [169].
In theory, PD-1 blockade, alone or in combination,
could be used in frontline therapy or early salvage, and
those studies are highly anticipated [169]. In this regard,
a trial is currently underway (NCT02362997) testing
repeated dosing of pembrolizumab in patients who
have undergone ASCT for Relapsed Refractory cHL or
DLBCL [170]. The therapeutic regimen calls for 200 mg
intravenous pembrolizumab every three weeks for up to
8 cycles, beginning within a few weeks of ASCT. The
results of this on-going trial are not yet available.
Another area of interest for a prospective clinical
trial to treat DLBCL is to combine pembrolizumab, a
PD-1 inhibitor, with ipilimumab, an antibody against
cytotoxic T-lymphocyte-associated antigen 4 (CTLA4). This drug combination has shown prolonged overall
survival in patients with advanced melanoma in a Phase
2 trial (NCT01024231), with 53% of patients having an
objective response and tumor reduction of 80% or more.
Additionally, even maximum doses were not associated
with increased toxicity [171].
CTLA-4 is a negative regulator of T cell activation.
CTLA-4 blockade is intended to release anti-cancer T cells
permitting them to attack tumor cells. Several clinical
trials of drugs that block CTLA-4 have been conducted in
advanced melanoma with concurrent radiotherapy. In one

Figure 3: Illustration of chimeric antigen receptor T-cell (CAR-T) immunotherapy approach. CAR-T immunotherapy

approach allows the use of the patient’s T-cells to attack cancer cells. CAR-T immunotherapy requires collecting patient’s immune cells and
modifying them to express specific CARs that recognize specific cancer antigens by transfecting T- cells with viral vectors. Once T cells
are successfully engineered to express the antigen-specific CAR, they are expanded and then re-administered into the patient to recognize
and kill cancer cells.
www.oncotarget.com
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particular Phase 2 study, patients treated with ipilimumab
in combination with radiotherapy showed improved
survival and higher complete response rates than patients
treated with ipilimumab only. Median overall survival in
the ipilimumab-radiotherapy (Ipi-RT) arm (19 months)
was significantly higher than in patients treated with
ipilimumab alone (10 months) (P value = 0.01). CR levels
in the Ipi-RT group (25.7%) were significantly higher than
in patients given ipilimumab alone (6.5%) (P value = 0.04)
[172]. In addition, OR rates in the groups were 37.1% vs.
19.4% (P value = 0.11). No increase in toxicities was
observed in the Ipi-RT group compared with ipilimumab
alone [172]. Combination therapy with ipilimumab and
ionizing radiation for the treatment of Metastatic Nonsmall cell lung cancer has also shown positive results in
Phase II clinical trials (NCT02221739).
Combination therapy with two checkpoint
inhibitors, epacadostat, and pembrolizumab has shown a
56 percent overall response rate in treatment-naïve patients
with advanced melanoma and a 75 percent disease control
rate [173]. Based on these results, enrollment in tumorspecific cohorts is ongoing in phase 2 of this study, and a
phase 3 trial for advanced melanoma in treatment-naive
patients has been initiated (NCT02752074). The success
of epacadostat and pembrolizumab in melanoma suggests
that this combination might be appropriate for a clinical
trial for use in DLBCL treatment.
The combination of nivolumab, a checkpoint
inhibitor that targets PD-1, and ipilimumab, the CTLA4 blockade drug in the treatment of naïve advanced
melanoma, has shown significantly increased progressionfree survival compared with ipilimumab alone. Median
follow up at 20.7 months, progression-free survival was
significantly longer when these drugs were combined.
The reduction of risk of progression or death was 58% for
patients receiving the combination versus 45% for patients
treated with ipilimumab alone. The median PFS for the
combination was 11.5 months, 6.9 months for nivolumab
alone and 2.9 months for ipilimumab alone [174]. In
CheckMate 039, trial patients with relapsed/refractory
hematologic malignancies were treated with Nivolumab
and ipilimumab combination. Promising results were
observed for HL patients achieving ORR of 74%. DLBCL
patients showed ORR of 20% after 11.4 months of followup [175]. The study showed a safety and efficacy profile
similar to the previous one that included only Nivolumab
in HL, NHL, and MM. Long-term results in a large patient
cohort will provide a better understanding of the role of
this immune checkpoint blockade in DLBCL and other
hematologic malignancies.

60–65% of DLBCL patients are cured by R-CHOP
[96, 176]. Drug resistance can be classified into three
categories: genetic resistance, resistance to chemotherapy,
and tumor microenvironment (TME) cell adhesionmediated drug resistance [96]. For patients who become
rituximab resistant, several clinical trials are underway
to assess drugs that target specific pathways, including
NF-κB and PI3K/AKT/mTORC, Bruton’s tyrosine kinase
(BTK), Spleen tyrosine kinase (STK), Enhancer of zeste
hormone 2 (EZH2), phosphoinositide-3-kinase (PI3K),
mammalian target of rapamycin (mTOR), Janus Kinases
(JAK), and B-cell lymphoma proteins (BCL) [96]. An
extensive list of novel drugs targeting these pathways their
pharmacological profiles are provided in Supplementary
Tables 5 and 6, respectively. We also provide a schematic
diagram describing the molecular targets for the
therapeutic agents used for DLBCL (Figure 2).

BCL2 inhibitors
BCL-2 is associated with the regulation of
apoptosis [177]. Despite frequent BCL-2 overexpression,
Venetoclax, a BCL-2 inhibitor, has limited activity in
DLBCL. Since the B cell receptor (BCR) pathway is
constitutively activated in both ABC and GCB DLBCL,
Sasi BK et al. (2019) [178] showed SYK or BTK
inhibition synergistically enhances the responsiveness
of venetoclax in both BCL-2-positive DLBCL cell lines
in vitro and in vivo in the xenograft mouse model. They
also showed that BCR-dependent GCB DLBCL cells
are characterized by a deficiency of the BCR pathway’s
phosphatase SHP1 [178].
B-cell receptor inhibition (BCR) signaling pathway
is a promising therapeutic strategy for multiple B-cell
malignancies. However, we don’t know the role of
inhibition of BCR in DLBCL. A study by Bojarczuk K
et al. (2019) [59] shows that a combination of PI3Kα/δ
inhibitor (copanlisib) and BCL2 inhibitor (venetoclax)
extended the median survival of treated mice significantly
longer than single-agent venetoclax. This combination
set the stage for clinical evaluation of copanlisib and
venetoclax in patients with genetically defined BCRdependent DLBCLs.
Venetoclax (ABT199) was approved for CLL 17p
deletion in 2016; it has shown positive activity in relapsed/
refractory DLBCL with an overall response rate (ORR)
of 33% and a complete response rate (CR) of 11% with
600 mg as the max dose (NCT01328626) [179]. An
issue observed in cell lines treated with ABT199 is the
compensatory upregulation of MCL-1. If ABT199 is
paired with AT7519, a multi-CDK inhibitor (completed
phase II clinical trials (NCT01652144) for MCL, CLL, and
has been combined with Bortezomib for MLL treatment),
the treatment produces indirect downregulation of MCL1. The combination inhibits particular CDK pathways,
e.g., CDK4 (Supplementary Table 2) [180, 181]. Thus, the

NOVEL DRUGS FOR DLBCL
Approximately 30–40% of patients treated with
R-CHOP or a similar inhibitor relapse after completing
therapy, and often develop resistance to rituximab. Overall,
www.oncotarget.com
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combination of ABT199 and AT7519 might be effective
for treating some unresponsive or relapsed DLBCL
patients.
Drugs such as ABT-737 bind to BCL-2 and BCLxL and cause suppressed tumor growth in vivo [96].
Navitoclax (ABT-263), another oral BCL-2 and BCL-xL
inhibitor [96, 182], exhibited an ORR of 21.7% with a
median PFS rate of 14.9 months in a phase I study of NHL
relapse patients [96]. However, this navitoclax exhibits
notable adverse events, including thrombocytopenia and
lymphopenia [182].

(PCI-32765) and chemotherapy (R-ICE) resulted in an
ORR of 60% in relapsed NHL and 17% in DLBC [191]
(see Supplementary Table 3). A phase II trial study of
ibrutinib in ABC- and GCB- DLBCL subtypes resulted
in an ORR of 40% and 5%, respectively [183, 190, 192].
In a phase I trial of ONO-4059 (NCT01659255), a BTK
inhibitor that acts by inducing classical apoptosis, the
ORR was 35% in ABC-DLBCL patients [96, 193].

mTOR inhibitors

For B-cells, BCL-6 is the master transcriptional
regulator of germinal center cells and is responsible for the
regulation of cell growth, metabolism, and survival [183].
The upregulation of BCL-6 correlates with poor response
rates and rituximab resistance among GCB-DLBCL cases.
BCL-6 upregulates SYK activity indirectly by repressing
PTPROt, a protein regulating SYK. The increase in BCL-6
also increases the activation of SYK and leads to an antiapoptotic effect [184]. BCL6 loss of function, mediated by
delivery of shRNA or peptide inhibitors, can kill DLBCL
cells, showing that BCL6 is necessary for lymphoma cell
survival and could represent an excellent therapeutic target
[185, 186]. Recent studies have shown that HSP90 forms
a BCL6 complex and inhibits HSP90 with the drug PUH71, a purine scaffold HSP90 inhibitor destabilizes BCL6
and selectively destroys in vitro and in vivo BCL6-positive
DLBCL cells [73, 185].
BCL-6 inhibitor, 79-6, directly antagonizes protein
function by binding to the lateral groove, which leads
to the inhibition of the BTB domain, and consequently
disrupts proteins that co-repress apoptosis and block
protein-protein interaction pathways [96, 183]. 79-6 also
disrupts transcriptional BCL6 complexes and indirectly
reactivates target BCL6 genes. BCL6 mediated repression
of the ATR gene has been suggested to contribute to the
lymphomagenic actions of BCL6 and is dependent on the
BCL6 lateral groove [187].

The mTOR signaling pathway mediates growth
signaling that originates from PI3K. Signaling through
the PI3K pathway can be modified through mutation
or amplification of AKT. Moreover, mTOR activation
via AKT induces the proliferation and survival of
cells [188]. The mTOR pathway aids in the regulation
of protein translation, cell growth, and metabolism.
Hyperactivation of the mTOR pathway can potentially
lead to the suppression of cell autophagy machinery and
subsequent cancer development [191]. mTOR proteins
can be divided into two subgroups, mTORC1 and
mTORC2 [191]. mTORC1 regulates mRNA transcription
through activation of S6K1 and 4EBP1. MTORC2
controls the transportation of nutrients and amino acids,
stimulates PKC-phagy AKT and is immune to rapamycin
inhibitor mTORC1 [191]. DLBCL patients treated with
temsirolimus presented a PFS rate of 2.6 months, an ORR
rate of 28.1%, and a complete response rate of 12.5%
in one clinical trial. Following completion of R-CHOP
treatment, DLBCL patients achieved an ORR of 30%
with maintenance medication; the oral rapamycin analog
everolimus, an alternative to temsirolimus. In phase
III clinical trial, everolimus was compared to placebo
in DLBCL patients receiving first-line treatment with
R-CHOP (Supplementary Table 4). The results of this
study are pending. Temsirolimus and everolimus have
similar toxicity profiles, and both have shown clinical
responses in various NHL subtypes. However, the low
response rates of these drugs as single agents suggest that
combination studies are needed [189, 193].

BTK inhibitors

PI3K inhibitors

Bruton’s tyrosine kinase (BTK), a member of the
tyrosine-protein family, links BCR signaling to various
downstream pathways, including AKT, MAP kinase,
and NF-κB activation signaling pathways together with
calcium release [183]. It has been shown that mutated
BTK is associated with loss of B-cell function [183,
188]. BTK is also responsible for the survival of CD79
mutated ABC-DLBCL cells [189]. Ibrutinib (PCI-32765),
an irreversible oral BTK inhibitor that binds to the
cysteine-481 (Cys481) residue within a BTK activation
site, prevents Tyr223 phosphorylation [183, 188, 190].
A phase I study of combination treatment with ibrutinib

PI3K and its components assist in the regulation
of cell growth, metabolism, migration, and survival
[188]. PI3K is upregulated in GCB-DLBCL tumors, and
mutation or overexpression of PI3K leads to the activation
of the mTOR pathway and tumorigenesis [96, 191, 194].
The mTOR pathway is involved in growth signaling and
cell metabolism. Furthermore, activation of the PI3K/
AKT/mTOR pathway results in gene expressions, loss of
PTEN, or constitutive activation of upstream regulatory
pathways [183]. PI3K inhibitors, including LY294002
and idelalisib, an FDA-approved selective PI3K inhibitor,
have shown promise in treating GCB-DLBCL [96, 195].

BCL6 inhibitors
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Both compounds are currently under clinical evaluation
for DLBCL [21].
Other studies targeting the PI3K pathway have
been promising. B-cell lymphoma patients treated
with DA-EPOCH-R and R-HCVAD/MD (rituximab,
hyperfractionated
cyclophosphamide,
vincristine,
doxorubicin, and dexamethasone alternating with
rituximab, high-dose methotrexate, and cytarabine) had a
higher CR compared to patients treated with R-CHOP and
ABVD (doxorubicin, bleomycin, vinblastine, dacarbazine)
[196]. Targeting the PI3K pathway could show an increase
in recovery rates amongst relapsed and refractory patients.
In patients with relapsed and refractory Waldenstrom
Macroglobulinemia (another non-Hodgkin Lymphoma)
who were treated with everolimus in combination with
bortezomib and rituximab, the ORR in phase I and II
studies combined was 89% [197]. Efficacy and safety of
the PIK3 inhibitor copanlisib were evaluated in 67 patients
with relapsed/refractory DLBCL of ABC and GCB in
phase II study. This trial demonstrated a manageable safety
profile in patients with relapsed/refractory DLBCL and a
numerically higher response rate in ABC vs. GCB DLBCL
patients. However, the difference was not statistically
significant. However, data suggest that despite the worse
prognosis as expected, ABC DLBCL may respond
preferentially to inhibition of PI3K signaling [198].

patients’ median progression-free survival was 4.2 months
[203].
Another phase II clinical trial was performed to
determine the efficacy of Fostamatinib in patients with
GCB and ABC persistent or refractory DLBCL and COO
cell signatures [205]. This trial was to further prove the
clinical benefits of Fostamatinib in subtypes of DLBCL
only, but due to poor schedule and doses, GCB and
intermediate patients clinically benefited; none of the
clinically benefited patients had ABC genotype [205].
A selective Syk inhibitor, Entospletinib (GS-9973),
is an oral, was evaluated in a Phase II study with 43
relapsed or refractory DLBCL patients [206]. No patient
achieved a complete or partial response; however, 12%
had stable disease, and PFS at 16 weeks was 3.6%,
demonstrated limited activity in patients [206].
Cerdulatinib is a dual inhibitor of Syk and JAK 1/3
and in vitro studies 9 have been shown to have efficacy
against DLBCL. Cerdulatinib is an inhibitor of oral
Kinase against Syk and JAK [207]. Cerdulatinib mediated
apoptosis in both ABC and GCB lymphoma cell lines, and
cell cycle arrest. Cerdulatinib suppressed the signaling of
JAK / STAT and BCR in primary DLBCL and non-GCB
tumor cells [208].
The screening and optimization of a novel series of
heteroaromatic Syk inhibitors resulted in the discovery
of TAK-659, a dual Syk and FLT3 inhibitor [209]. A
clinical trial of TAK-659 included 5 GCB, 2 ABC DLBCL
subtypes and 10 lymphomas patients (7 had follicular
lymphoma). All 7 DLBCL patients respond to treatment,
out of them 3 achieved PR. Thus, TAK-659 seems
acceptable for further studies [210, 211].

PKC inhibitors
PKC-I is a serine/threonine kinase that aids in the
propagation of BCR signaling and activation of the NF-κB
pathway [199]. PKC-I plays an essential role in biological
processes related to signal transduction, cell proliferation,
and apoptosis. In addition, it also acts as a key component
of the BCR signaling pathway and is involved in the
normal function of B-cells [177]. Overexpression of PKC
has been associated with poor outcomes for DLBCL
patients [96]. Two PKC inhibitors are currently in use or
trials for DLBCL. Enzastaurin is an oral PKC-β inhibitor
that is well-tolerated in newly diagnosed and relapsed/
refractory DLBCL patients [200], and the second PCK
inhibitor, sotrastaurin, is currently in clinical development
for DLBCL [201].

MALT1 inhibitors
MALT-1 is essential for the activation and regulation
of NF-κB and BCR stimulation [96, 189]. MALT1 is
required for the survival of B-cells in ABC-DLBCL
and acts as a protein scaffold that recruits other critical
signaling molecules, such as TRAF6, caspase 8, and A20,
to the CARD11-BCL10-MALT1 (CBM) complex [189].
Z-VRPR-FMK is an irreversible, peptide-based MALT1
inhibitor that was first designed as an inhibitor of metacaspases in plants. At low concentrations, Z-VRPR-FMK
can block cleavage activation [212]. Although Z-VRPRFMK is useful for research, it has not been suitable for
clinical use due to its size, charge, and low permeability
[213]. A comparison of the effects of the MALT1
phenothiazine, thioridazine and mepazine inhibitors on
DLBCL cell lines showed that mepazine was the most
effective cellular MALT1 inhibitor and decreased MALT1
activity by 75% in all ABC-DLBCL cell lines tested [189,
214]. Mepazine does not directly affect substrate binding
to the catalytic center of MALT1 in a competitive manner
but instead acts as a non-competitive and reversible
inhibitor. Moreover, the S-enantiomer of mepazine,

SYK inhibitors
Most B-cell malignancies express the B-cell receptor
(BCR) [202]. Spleen tyrosine kinase (Syk) initiates and
amplifies the BCR signal, Syk inhibition induces apoptosis
in B-cell lines and primary tumors [203, 204]. A phase
1/2 clinical trial of the first commercially available oral
Syk inhibitor, fostamatinib disodium, was performed in
68 patients with recurrent B-cell non-Hodgkin lymphoma
(B-NHL). The results of this study indicate that disrupting
BCR-induced signaling by inhibiting Syk represents a
novel and successful therapeutic strategy for NHL since
www.oncotarget.com
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s-mepazine, in combination with the BTK inhibitor
ibrutinib, also induced a reduction in MALT1 activity in
ABC-DLBCL cell lines [189].

activity as a single agent, in a study of 49 relapsed ABCand GCB-DLBCL patients, ABC-DLBCL patients treated
with bortezomib plus DA-EPOCH had a higher response
rate (83% vs. 13%) and higher overall survival (10.8
months vs. 3.5 months) than GCB-DLBCL patients [96].
Additional studies to compare the use of R-CHOP with
or without bortezomib in newly diagnosed and refractory/
relapsed DLBCL patients are ongoing (Supplementary
Table 4) [96].

JAK inhibitors
The inhibition of JAK2 blocks the activation of
STAT3 and STAT1. Activation of the JAK1/JAK2-STAT3
and JAK1/JAK2-STAT1 cascades has been shown to
upregulate survival factors. STAT3 activation in ABCDLBCL patients treated with R-CHOP also is associated
with poor OS [215]. Moreover, inhibiting STAT3 activity
has been shown to sensitize resistant B-cell NHL cells
to chemotherapeutic cytotoxic drugs. Inactivation
of STAT3 in ABC-DLBCL induces apoptosis and
reduces cell proliferation in vitro [96]. The JAK1/JAK2
inhibitor Fedratinib (TG101348) reduces the growth and
phosphorylation of STAT1 and STAT3 in ABC-DLBCL
cells [96]. JAK inhibitors have been associated with
multiple side effects. Currently, Pacritinib (SB1518) is the
only JAK-2 inhibitor under clinical development [188].

STAT inhibitors
Signal transducer and activator of transcription
(STAT) family proteins are responsible for regulating
cellular activities, including proliferation and survival.
Elevated STAT3 expression is predominantly found in
ABC-DLBCL cell lines [96, 183]. STAT3 is a challenging
therapeutic target because it lacks endogenous enzymatic
activity [183]. Ruxolitinib, an oral inhibitor of JAK1 and
JAK2, blocks phosphorylation of STAT1 and STAT3.
Ruxolitinib is undergoing studies in relapsed and
refractory ABC-DLBCL [96]. Pacritinib is an oral JAK2
inhibitor that also has specific in vitro activity against
STAT3. In a phase 1 study, Pacritinib showed favorable
results in relapsed or refractory lymphoma [183].

NF-κB inhibitors
The upregulation of NF-κB is a distinct characteristic
of ABC-DLBCL [92]. NF-κB is a transcription factor
that controls multiple cellular functions linked to tumor
development, such as inflammation, cytokine secretion,
and cellular proliferation [91]. Interruption of NF-κB
signaling with an IκB super repressor or with a small
molecule inhibitor of IKKβ induces apoptosis in ABC
DLBCL but not GCB DLBCL cell lines [92, 216]. A
biological consequence of NF-κB signaling in ABC
DLBCL is to propel the malignant cell forward toward
the plasma cell stage of differentiation. An NF-κB target
in ABC DLBCL is IRF4 [216], a key transcription factor
that drives plasmacytic differentiation [217, 218]. NF-κB
upregulation of IRF-4 is characteristic of ABC-DLBCL
[91].
Previously published work provides a rationale for
the design of therapies targeting the alternative NF-kB
pathway in a fraction of DLBCL patients and suggests
that for those human DLBCLs that display both canonical
and alternative NF-kB mutations [88, 90], both alternative
or canonical of NF-kB signaling may be required for
therapeutic intervention, as recently demonstrated for
multiple myeloma [219]. A lymphopanel of 34 genes was
designed based on published papers and whole exome
sequencing (WES) of relapsed/refractory DLBCL patients.
In Next-generation sequencing (NGS), NF-κB genes
were found mutated frequently, followed by JAK/STAT
pathway genes [220].
Bortezomib or carfilzomib are NF-κB inhibitors
that prohibit the activation of the IκBα protein, and thus,
stimulate cell cycle arrest and mitochondrial-dependent
apoptosis [96]. Although bortezomib has shown no
www.oncotarget.com

EZH2 inhibitors
Zeste homolog enhancer 2 (EZH2) is a histonelysine N-methyltransferase which is involved in DNA
methylation and transcriptional repression [221]. It is
associated explicitly with polycomb-repressive complex
2 (PRC2), the addition of methyl groups to PRC2 Lys27
aides in transcriptional suppression through chromatin
remodeling. Mutations within EZH2, Y641F, and
EZH2Y641F can cause increased tri-methylation of
H3K27 in GCB-DLBCL [194]. EZH2 inhibitors such
as CPI-360, GsK-126, and E7438 (EPZ-6438) work by
selectively targeting the mutant form of EZH2. Studies are
underway about the impact of E7438 on newly diagnosed
DLBCL patients [194]. At the biennial meeting of the
International Conference on Malignant Lymphoma
(ICML) in Lugano, Switzerland (2017): Phase II
Tazemetostat Trial (EPZ-6438) demonstrated an objective
response rate of 29% in DLBCL with EZH2 mutation and
15% in DLBCL with wild-type EZH2 [222].

AKT inhibitors
AKT is a serine/threonine kinase that is activated in
direct response to PI3K. AKT is also the most commonly
involved PI3K effector in cancer [223]. When activated,
AKT can promote growth, resistance to apoptosis, and
proliferation, which results in mTOR stimulation. AKT
also inhibits phosphorylates and PRAS40 which adversely
regulates mTORC1 (140). High levels of AKT protein in
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DLBCL are related to poor prognosis [224]. The most
commonly described AKT inhibitor was perifosine, an
oral AKT inhibitor. Effectiveness was predominantly
demonstrated in large tumors and multiple myeloma [186,
225]. An allosteric AKT inhibitor, MK2206, has completed
clinical and drug trials, and safety and efficacy data are
available [224]. Additional clinical trials of MK2206 are
currently recruiting patients with aggressive lymphomas,
including DLBCL [226].

large B-cell lymphoma (DLBCL), high-grade B-cell
lymphoma, and DLBCL arising from follicular lymphoma
(transformed follicular lymphoma, or TFL), not otherwise
specified. However, a risk assessment and mitigation
strategy is approved, and risks include syndrome of
cytokine release (CRS), viral reactivation, prolonged
cytopenias, and neurological toxicity.
A growing list of novel agents targeting specific
pathways are currently under clinical investigation and
these may improve the ORR, PFS, and OS for relapsed/
refractory DLBCL patients. Fully developing an approach
to prioritize traditional and novel therapeutic agents that
affect key driver pathways, and combining those drugs to
create new, multipronged treatment modalities that will
provide a standard for individual risk-adapted therapy
is the future for DLBCL treatment and cancer therapy
generally.

CONCLUSIONS AND FUTURE DIRECTIONS
Over the past decade, the survival rate of patients
diagnosed with DLBCL, which is the most commonly
occurring NHL, has improved markedly with the
implementation of the R-CHOP regimen. Nevertheless,
the prognosis for 30–40% of DLBCL patients who fail
R-CHOP treatment remains grim. These patients are
still a challenge for the research and clinical community,
and our continuing inability to treat them underscores
the heterogeneity and complexity of DLBCL. This
complexity is driven by chromosomal abnormalities,
germline and somatic mutations, aberrations in
multiple signaling pathways, and aberrant tumor
microenvironment homeostasis. Improving our current
understanding of the complexity of DLBCL begins
with the development of precise diagnostic techniques
involving biomarkers that allow for the differentiation
of specific subtypes as well as individual associated
risk and prognostic factors. A diagnostic approach is
needed that encompasses a wide range of chromosomal
abnormalities. Advanced gene expression studies are
required to detect mutations responsible for frontline
drug resistance. Such advanced techniques hold
particular promise for creating personalized treatments
at select treatment centers.
For CAR-T therapy, pharmaceutical companies
are engineering T cells that can recognize tumor-specific
antigens on cancer cells. Significant efforts are needed to
continue identifying target biomarkers on cancer cells for
monitoring DLBCL outcomes after treatment. The ideal
targets for CAR-T cells are tumor-specific antigens that
are homogeneously expressed on the surface of malignant
cells, and which play critical roles in tumorigenesis.
CAR-T cells may remain inside the body long after the
infusion is complete. They protect against recurrence of
cancer so the therapy often leads to long-term remissions.
Researchers and doctors call it a “living drug” whose
action is mediated by permanently altered cells that persist
and multiply in vivo, continuing to fight the disease.
The data from clinical trials released by Novartis and
Kite Pharmaceuticals are promising, as 43% and 36%,
respectively, of patients, had a complete response after
six months of CAR-T therapy. FDA has been approved
CAR-T therapy (Clinical trials of chimeric genetically
modified T cells for CD19 by Kite Pharma) for diffuse
www.oncotarget.com

Abbreviations
DLBCL: Diffuse large B-cell lymphoma; NHL: NonHodgkin lymphoma; DLBCL-NOS: Diffuse Large B-cell
lymphoma not otherwise specified; GEP: Gene expression
profiling; GCB-type DLBCL: Germinal center B-cell
type Diffuse Large B-cell lymphoma; ABC-type DLBCL:
Activated B-cell type Diffuse Large B-cell lymphoma;
R-CHOP: Rituximab, cyclophosphamide, doxorubicin,
vincristine, and prednisone; CARD11: caspase
recruitment domain 11; DHL: Double-hit lymphoma;
CAR-T: Chimeric antigen receptor T cells; SEER:
Surveillance, Epidemiology, and End Results Program;
CNS: Central Nervous System; LN: Lymph Node; SLL:
Small lymphocytic leukemia; IVD: In Vitro Diagnostic;
IHC: immunohistochemistry; FISH: Fluorescent in situ
hybridization; Array CGH: Array comparative genomic
hybridization; NGS: Next-generation sequencing; NCCN:
National Comprehensive Cancer Network; ASR: Analyze
specific reagent; OS: Overall survival; PFS: Progressionfree survival. SKY: Spectral karyotyping; FISH:
Fluorescence in situ hybridization; iFISH: interphase FISH;
MCL: Mantle cell lymphoma; PET: Positron emission
tomography; CLL: Chronic lymphocytic leukemia;
SNP: Small Nucleotide Polymorphism; FFPE: Formalinfixed, paraffin-embedded; qNPA: Quantitative nuclease
protection assay; WB: Western blotting; ELISA: EnzymeLinked Immunosorbent Assay; PCR: Polymerase Chain
Reaction; GC: Germinal center; BAFF: B-cell–activating
factor; TLRs: Toll-like receptors; miRNAs: MicroRNAs;
CHOP: Cyclophosphamide, doxorubicin, vincristine,
and prednisone; EFS: Event-free survival; ORR: Overall
response rate; PR: Partial response; RT: Radiotherapy;
DHAP: Dexamethasone, Cisplatin, Cytarabine; GDP:
Gemcitabine, Dexamethasone, Cisplatin; HD-ASCT:
high-dose chemotherapy followed by autologous stem
cell transplant; ESHAP: Etoposide, methylprednisolone
cytarabine, cisplatin; ICE: Ifosfamide, carboplatin,
4061

Oncotarget

etoposide; MINE: Mesna, ifosfamide, mitoxantrone,
etoposide; CEPP: Cyclophosphamide, etoposide,
prednisone, procarbazine; CEOP: Cyclophosphamide,
etoposide, vincristine, prednisone; HNSCC: Head and neck
squamous cell cancer; PD- 1: Programmed cell death 1;
CTLA: 4: Cytotoxic T-lymphocyte-associated antigen 4;
Ipi-rt: Ipilimumab-radiotherapy; CR: complete response;
TME: Tumor microenvironment. BTK: Bruton’s tyrosine
kinase; STK: Spleen tyrosine kinase; EZH2: Enhancer of
zeste hormone 2; PI3K: phosphoinositide-3-kinase; mTOR:
mammalian Target of rapamycin. JAK: Janus Kinase; BCL:
B-cell lymphoma; RVR: Everolimus in combination with
Bortezomib and Rituximab; CBM: CARD11-BCL10MALT1; STAT: Signal transducer and activator of
transcription; PRC2: Polycomb-repressive complex 2.

3. Smith A, Howell D, Patmore R, Jack A, Roman E. Incidence
of haematological malignancy by sub-type: a report from
the Haematological Malignancy Research Network. Br
J Cancer. 2011; 105:1684–1692. https://doi.org/10.1038/
bjc.2011.450. [PubMed]
4. Menon MP, Pittaluga S, Jaffe ES. The histological and
biological spectrum of diffuse large B-cell lymphoma
in the World Health Organization classification.
Cancer J. 2012; 18:411–420. https://doi.org/10.1097/
PPO.0b013e31826aee97. [PubMed]
5. Tilly H, Gomes da Silva M, Vitolo U, Jack A, Meignan
M, Lopez-Guillermo A, Walewski J, André M, Johnson
PW, Pfreundschuh M, Ladetto M, and ESMO Guidelines
Committee. Diffuse large B-cell lymphoma (DLBCL):
ESMO Clinical Practice Guidelines for diagnosis, treatment
and follow-up. Ann Oncol. 2015; 26:v116–v125. https://doi.
org/10.1093/annonc/mdv304. [PubMed]

Author contributions

6. Chihara D, Nastoupil LJ, Williams JN, Lee P, Koff JL,
Flowers CR. New insights into the epidemiology of nonHodgkin lymphoma and implications for therapy. Expert
Rev Anticancer Ther. 2015; 15:531–544. https://doi.org/1
0.1586/14737140.2015.1023712. [PubMed]

NL, MT, PN, and AAI wrote the manuscript. NL
revised and finalized the manuscript. NMA collaborated
with authors and generated the figures. NS, LO, AG, DM,
and RS constructed supplementary tables and performed
critical revisions. LO revised and PN provided critical
suggestions during manuscript preparation on clinical
studies. KSS conceived the project, revised texts, and
finalized the manuscript and figures.

7. Gouveia GR, Siqueira SAC, Pereira J. Pathophysiology
and molecular aspects of diffuse large B-cell lymphoma.
Rev Bras Hematol Hemoter. 2012; 34:447–451. https://doi.
org/10.5581/1516-8484.20120111. [PubMed]
8. Hans CP, Weisenburger DD, Greiner TC, Gascoyne
RD, Delabie J, Ott G, Müller-Hermelink HK, Campo E,
Braziel RM, Jaffe ES, Pan Z, Farinha P, Smith LM, et al.
Confirmation of the molecular classification of diffuse
large B-cell lymphoma by immunohistochemistry using a
tissue microarray. Blood. 2004; 103:275–282. https://doi.
org/10.1182/blood-2003-05-1545. [PubMed]

ACKNOWLEDGMENTS AND FUNDING
We thank inputs from the clinical colleagues, all
students, and support from The Cancer Center of the
Hackensack University Medical Center. We are thankful
to Lisa B Fishman Foundation and John Theurer Cancer
Center of the Hackensack University Medical Center,
Hackensack Meridian Health, for continuous support
during the preparation of this manuscript.

9. Pasqualucci L, Dalla-Favera R. Genetics of diffuse large
B-cell lymphoma. Blood. 2018; 131:2307–2319. https://doi.
org/10.1182/blood-2017-11-764332. [PubMed]
10. Ferry JA. The diversity of diffuse large B-cell lymphoma
in extranodal sites: overview and update. J Hematop. 2014;
7:57–70. https://doi.org/10.1007/s12308-014-0202-7.

CONFLICTS OF INTEREST
Authors have no conflicts of interest to declare.

11. Löw S, Han CH, Batchelor TT. Primary central
nervous system lymphoma. Ther Adv Neurol
Disord. 2018; 11:1756286418793562. https://doi.
org/10.1177/1756286418793562. [PubMed]

REFERENCES
1. Stewart BW, Wild C, International Agency for Research
on Cancer, World Health Organization, editors. World
cancer report 2014. Lyon, France: International Agency for
Research on Cancer; 2014. 630 p. https://publications.iarc.
fr/Non-Series-Publications/World-Cancer-Reports/WorldCancer-Report-2014.

12. Batchelor T, DeAngelis LM. Lymphoma and Leukemia of
the Nervous System. New York, NY: Springer New York;
2012. https://doi.org/10.1007/978-1-4419-7668-0.
13. Swerdlow SH, Campo E, Pileri SA, Harris NL, Stein H,
Siebert R, Advani R, Ghielmini M, Salles GA, Zelenetz
AD, Jaffe ES. The 2016 revision of the World Health
Organization classification of lymphoid neoplasms.
Blood. 2016; 127:2375–2390. https://doi.org/10.1182/
blood-2016-01-643569. [PubMed]

2. Tognon M, Luppi M, Corallini A, Taronna A, Barozzi P,
Rotondo JC, Comar M, Casali MV, Bovenzi M, D’Agostino
A, Vinante F, Rigo A, Ferrarini I, et al. Immunologic
evidence of a strong association between non-Hodgkin
lymphoma and simian virus 40. Cancer. 2015; 121:2618–
2626. https://doi.org/10.1002/cncr.29404. [PubMed]
www.oncotarget.com

14. Patsatsi A, Kyriakou A, Karavasilis V, Panteliadou K,
Sotiriadis D. Primary cutaneous diffuse large B-cell

4062

Oncotarget

lymphoma, leg type, with multiple local relapses: case
presentation and brief review of literature. Hippokratia.
2013; 17:174–176. [PubMed]

Montes-Moreno S, Dybkaer K, Chiu A, et al. MYC/BCL2
protein coexpression contributes to the inferior survival of
activated B-cell subtype of diffuse large B-cell lymphoma
and demonstrates high-risk gene expression signatures: a
report from The International DLBCL Rituximab-CHOP
Consortium Program. Blood. 2013; 121:4021–31; quiz
4250.
https://doi.org/10.1182/blood-2012-10-460063.
[PubMed]

15. Lenz G, Wright G, Dave SS, Xiao W, Powell J, Zhao H, Xu
W, Tan B, Goldschmidt N, Iqbal J, Vose J, Bast M, Fu K,
et al, and Lymphoma/Leukemia Molecular Profiling Project.
Stromal Gene Signatures in Large-B-Cell Lymphomas. N
Engl J Med. 2008; 359:2313–2323. https://doi.org/10.1056/
NEJMoa0802885. [PubMed]

26. Nowakowski GS, Czuczman MS. ABC, GCB, and DoubleHit Diffuse Large B-Cell Lymphoma: Does Subtype Make
a Difference in Therapy Selection? Am Soc Clin Oncol
Educ Book. 2015; 35:e449–e457. https://doi.org/10.14694/
EdBook_AM.2015.35.e449. [PubMed]

16. Nicolae A, Pittaluga S, Abdullah S, Steinberg SM, Pham
TA, Davies-Hill T, Xi L, Raffeld M, Jaffe ES. EBVpositive large B-cell lymphomas in young patients: a
nodal lymphoma with evidence for a tolerogenic immune
environment. Blood. 2015; 126:863–872. https://doi.
org/10.1182/blood-2015-02-630632. [PubMed]

27. DLBCL Subtype Report: Diffuse Large B-Cell
Lymphoma. Lymphoma Coalition. 2020. https://www.
lymphomacoalition.org/lymphomas/lymphoma-subtypes/
subtype-reports/dlbcl-report.

17. Sukswai N, Lyapichev K, Khoury JD, Medeiros LJ. Diffuse
large B-cell lymphoma variants: an update. Pathology. 2020;
52:53–67. https://doi.org/10.1016/j.pathol.2019.08.013.
[PubMed]

28. Kussick SJ, Kalnoski M, Braziel RM, Wood BL. Prominent
clonal B-cell populations identified by flow cytometry
in histologically reactive lymphoid proliferations.
Am J Clin Pathol. 2004; 121:464–472. https://doi.
org/10.1309/4EJ8T3R2ERKQ61WH. [PubMed]

18. Ok CY, Papathomas TG, Medeiros LJ, Young KH. EBVpositive diffuse large B-cell lymphoma of the elderly.
Blood. 2013; 122:328–340. https://doi.org/10.1182/
blood-2013-03-489708. [PubMed]

29. Ferrara F, Ravasio R. Cost-Effectiveness Analysis of
the??Addition of Rituximab to CHOP??in Young Patients
with Good-Prognosis Diffuse Large-B-Cell Lymphoma.
Clin Drug Investig. 2008; 28:55–65. https://doi.
org/10.2165/00044011-200828010-00007. [PubMed]

19. Alizadeh AA, Eisen MB, Davis RE, Ma C, Lossos IS,
Rosenwald A, Boldrick JC, Sabet H, Tran T, Yu X, Powell
JI, Yang L, Marti GE, et al. Distinct types of diffuse
large B-cell lymphoma identified by gene expression
profiling. Nature. 2000; 403:503–511. https://doi.
org/10.1038/35000501. [PubMed]

30. Khor S, Beca J, Krahn M, Hodgson D, Lee L, Crump
M, Bremner KE, Luo J, Mamdani M, Bell CM, Sawka
C, Gavura S, Sullivan T, et al. Real world costs and
cost-effectiveness of Rituximab for diffuse large B-cell
lymphoma patients: a population-based analysis. BMC
Cancer. 2014; 14:586. https://doi.org/10.1186/1471-240714-586. [PubMed]

20. Rosenwald A, Wright G, Chan WC, Connors JM, Campo E,
Fisher RI, Gascoyne RD, Muller-Hermelink HK, Smeland
EB, Giltnane JM, Hurt EM, Zhao H, Averett L, et al,
and Lymphoma/Leukemia Molecular Profiling Project.
The Use of Molecular Profiling to Predict Survival after
Chemotherapy for Diffuse Large-B-Cell Lymphoma. N
Engl J Med. 2002; 346:1937–1947. https://doi.org/10.1056/
NEJMoa012914. [PubMed]

31. Mattina C. Healthcare Costs and Utilization After First-Line
Therapy for Medicare DLBCL Patients. AJMC. 2017. https://
www.ajmc.com/view/healthcare-costs-and-utilization-afterfirst-line-therapy--for-medicare-dlbcl-patients-.

21. Sehn LH, Gascoyne RD. Diffuse large B-cell lymphoma:
optimizing outcome in the context of clinical and biologic
heterogeneity. Blood. 2015; 125:22–32. https://doi.
org/10.1182/blood-2014-05-577189. [PubMed]

32. Lim WA, June CH. The Principles of Engineering Immune
Cells to Treat Cancer. Cell. 2017; 168:724–740. https://doi.
org/10.1016/j.cell.2017.01.016. [PubMed]

22. Staudt LM. Oncogenic activation of NF-kappaB. Cold
Spring Harb Perspect Biol. 2010; 2:a000109. https://doi.
org/10.1101/cshperspect.a000109. [PubMed]

33. Hartmann J, Schüßler-Lenz M, Bondanza A, Buchholz
CJ. Clinical development of CAR T cells-challenges and
opportunities in translating innovative treatment concepts.
EMBO Mol Med. 2017; 9:1183–1197. https://doi.
org/10.15252/emmm.201607485. [PubMed]

23. Sarkozy C, Traverse-Glehen A, Coiffier B. Double-hit and
double-protein-expression lymphomas: aggressive and
refractory lymphomas. Lancet Oncol. 2015; 16:e555–e567.
https://doi.org/10.1016/S1470-2045(15)00005-4. [PubMed]

34. Rotondo JC, Mazzoni E, Bononi I, Tognon M, Martini
F. Association Between Simian Virus 40 and Human
Tumors. Front Oncol. 2019; 9:670. https://doi.org/10.3389/
fonc.2019.00670. [PubMed]

24. Rosenthal A, Younes A. High grade B-cell lymphoma
with rearrangements of MYC and BCL2 and/or BCL6:
Double hit and triple hit lymphomas and double expressing
lymphoma. Blood Rev. 2017; 31:37–42. https://doi.
org/10.1016/j.blre.2016.09.004. [PubMed]

35. Fukami M, Miyado M. Next generation sequencing
and array-based comparative genomic hybridization for
molecular diagnosis of pediatric endocrine disorders. Ann
Pediatr Endocrinol Metab. 2017; 22:90–94. https://doi.
org/10.6065/apem.2017.22.2.90. [PubMed]

25. Hu S, Xu-Monette ZY, Tzankov A, Green T, Wu L,
Balasubramanyam A, Liu W, Visco C, Li Y, Miranda RN,
www.oncotarget.com

4063

Oncotarget

36. Rotondo JC, Bosi S, Bassi C, Ferracin M, Lanza G, Gafà
R, Magri E, Selvatici R, Torresani S, Marci R, Garutti P,
Negrini M, Tognon M, Martini F. Gene expression changes
in progression of cervical neoplasia revealed by microarray
analysis of cervical neoplastic keratinocytes. J Cell Physiol.
2015; 230:806–812. https://doi.org/10.1002/jcp.24808.
[PubMed]

46. Aquino G, Marra L, Curcio MP, Chiara AD, Liguori G,
Franco R. DETECTION OF MYC REARRANGED BY
FLUORESCENCE IN SITU HYBRIDIZATION FISH:
A DIAGNOSTIC TOOL. 2014; 4. https://www.wcrj.net/
article/362.

37. Perry AM, Mitrovic Z, Chan WC. Biological Prognostic
Markers in Diffuse Large B-Cell Lymphoma.
Cancer Control. 2012; 19:214–226. https://doi.
org/10.1177/107327481201900306. [PubMed]

47. Shustik J, Han G, Farinha P, Johnson NA, Ben Neriah S,
Connors JM, Sehn LH, Horsman DE, Gascoyne RD, Steidl
C. Correlations between BCL6 rearrangement and outcome
in patients with diffuse large B-cell lymphoma treated with
CHOP or R-CHOP. Haematologica. 2010; 95:96–101.
https://doi.org/10.3324/haematol.2009.007203. [PubMed]

38. NCCN. NCCN Guidelines for Diffuse Large B-Cell
Lymphoma. NCCN Clinical Practice Guidelines in
Oncology. Non-Hodgkin’s Lymphomas. Version 4. 2014.
https://www.nccn.org/professionals/physician_gls/Default.
aspx.

48. Duncan VE, Ping Z, Varambally S, Peker D. Loss of
RUNX3 expression is an independent adverse prognostic
factor in diffuse large B-cell lymphoma. Leuk Lymphoma.
2017; 58:179–184. https://doi.org/10.1080/10428194.2016
.1180686. [PubMed]

39. Xu P, Sun C, Cao X, Zhao X, Dai H, Lu S, Guo J, Fu S,
Liu Y, Li S, Chen M, McCord R, Venstrom J, et al. Immune
Characteristics of Chinese Diffuse Large B-Cell Lymphoma
Patients: Implications for Cancer Immunotherapies.
EBioMedicine. 2018; 33:94–104. https://doi.org/10.1016/j.
ebiom.2018.06.010. [PubMed]

49. Sun J, Cheng L, Shi H, Zhang Z, Zhao H, Wang Z, Zhou
M. A potential panel of six-long non-coding RNA signature
to improve survival prediction of diffuse large-B-cell
lymphoma. Sci Rep. 2016; 6:27842. https://doi.org/10.1038/
srep27842. [PubMed]
50. Tamaddon G, Geramizadeh B, Karimi MH, Mowla SJ,
Abroun S. miR-4284 and miR-4484 as Putative Biomarkers
for Diffuse Large B-Cell Lymphoma. Iran J Med Sci. 2016;
41:334–339. [PubMed]

40. Scott DW, Wright GW, Williams PM, Lih CJ, Walsh W,
Jaffe ES, Rosenwald A, Campo E, Chan WC, Connors JM,
Smeland EB, Mottok A, Braziel RM, et al. Determining
cell-of-origin subtypes of diffuse large B-cell lymphoma
using gene expression in formalin-fixed paraffinembedded tissue. Blood. 2014; 123:1214–1217. https://doi.
org/10.1182/blood-2013-11-536433. [PubMed]

51. Franco R, Scognamiglio G, Valentino E, Vitiello M, Luciano
A, Palma G, Arra C, La Mantia E, Panico L, Tenneriello V,
Pinto A, Frigeri F, Capobianco G, et al. PATZ1 expression
correlates positively with BAX and negatively with BCL6
and survival in human diffuse large B cell lymphomas.
Oncotarget. 2016; 7:59158–59172. https://doi.org/10.18632/
oncotarget.10993. [PubMed]

41. Gifford GK, Gill AJ, Stevenson WS. Molecular subtyping of
diffuse large B-cell lymphoma: update on biology, diagnosis
and emerging platforms for practising pathologists.
Pathology. 2016; 48:5–16. https://doi.org/10.1016/j.
pathol.2015.11.017. [PubMed]

52. Tirado CA, Chen W, García R, Kohlman KA, Rao N.
Genomic profiling using array comparative genomic
hybridization define distinct subtypes of diffuse large b-cell
lymphoma: a review of the literature. J Hematol Oncol.
2012; 5:54. https://doi.org/10.1186/1756-8722-5-54.
[PubMed]

42. Lu TX, Miao Y, Wu JZ, Gong QX, Liang JH, Wang Z,
Wang L, Fan L, Hua D, Chen YY, Xu W, Zhang ZH, Li
JY. The distinct clinical features and prognosis of the
CD10+MUM1+ and CD10−Bcl6−MUM1− diffuse large
B-cell lymphoma. Sci Rep. 2016; 6:20465. https://doi.
org/10.1038/srep20465. [PubMed]

53. Alkodsi A, Cervera A, Zhang K, Louhimo R, Meriranta
L, Pasanen A, Leivonen SK, Holte H, Leppä S, Lehtonen
R, Hautaniemi S. Distinct subtypes of diffuse large B-cell
lymphoma defined by hypermutated genes. Leukemia.
2019; 33:2662–2672. https://doi.org/10.1038/s41375-0190509-6. [PubMed]

43. Campo E, Swerdlow SH, Harris NL, Pileri S, Stein H, Jaffe
ES. The 2008 WHO classification of lymphoid neoplasms
and beyond: evolving concepts and practical applications.
Blood. 2011; 117:5019–5032. https://doi.org/10.1182/
blood-2011-01-293050. [PubMed]

54. Rotondo JC, Bononi I, Puozzo A, Govoni M, Foschi V,
Lanza G, Gafà R, Gaboriaud P, Touzé FA, Selvatici R,
Martini F, Tognon M. Merkel Cell Carcinomas Arising
in Autoimmune Disease Affected Patients Treated with
Biologic Drugs, Including Anti-TNF. Clin Cancer Res.
2017; 23:3929–3934. https://doi.org/10.1158/1078-0432.
CCR-16-2899. [PubMed]

44. Fiskvik I, Aamot HV, Delabie J, Smeland EB, Stokke
T, Heim S, Holte H. Karyotyping of diffuse large B-cell
lymphomas: loss of 17p is associated with poor patient
outcome. Eur J Haematol. 2013; 91:332–8. https://doi.
org/10.1111/ejh.12171. [PubMed]
45. Jaffe ES, Arber DA, Campo E, Harris NL, QuintanillaMartinez L, editors. Chapter 22-Diffuse Large B-Cell
Lymphoma.
Hematopathology.
Second
edition.
Philadelphia, PA: Elsevier; 2017. p 1199. https://link.
springer.com/chapter/10.1007/978-3-319-96681-6_17.
www.oncotarget.com

55. Veldman-Jones MH, Lai Z, Wappett M, Harbron CG,
Barrett JC, Harrington EA, Thress KS. Reproducible,
Quantitative, and Flexible Molecular Subtyping of
Clinical DLBCL Samples Using the NanoString nCounter
4064

Oncotarget

System. Clin Cancer Res. 2015; 21:2367–2378. https://doi.
org/10.1158/1078-0432.CCR-14-0357. [PubMed]

2 antagonist ABT-737 against aggressive Myc-driven
lymphomas. Proc Natl Acad Sci U S A. 2008; 105:17961–
17966. https://doi.org/10.1073/pnas.0809957105. [PubMed]

56. Siddiqui WA, Ahad A, Ahsan H. The mystery of BCL2
family: Bcl-2 proteins and apoptosis: an update. Arch
Toxicol. 2015; 89:289–317. https://doi.org/10.1007/s00204014-1448-7. [PubMed]

67. Li W, Gupta SK, Han W, Kundson RA, Nelson S, Knutson
D, Greipp PT, Elsawa SF, Sotomayor EM, Gupta M.
Targeting MYC activity in double-hit lymphoma with MYC
and BCL2 and/or BCL6 rearrangements with epigenetic
bromodomain inhibitors. J Hematol Oncol. 2019; 12:73.
https://doi.org/10.1186/s13045-019-0761-2. [PubMed]

57. Akyurek N, Uner A, Benekli M, Barista I. Prognostic
significance of MYC, BCL2, and BCL6 rearrangements in
patients with diffuse large B-cell lymphoma treated with
cyclophosphamide, doxorubicin, vincristine, and prednisone
plus rituximab: MYC, BCL2, BCL6 Rearrangements
in DLBCL. Cancer. 2012; 118:4173–4183. https://doi.
org/10.1002/cncr.27396. [PubMed]

68. Offit K, Lo Coco F, Louie DC, Parsa NZ, Leung D, Portlock
C, Ye BH, Lista F, Filippa DA, Rosenbaum A, Ladanyi M,
Jhanwar S, Dalla-Favera R, et al. Rearrangement of the
bcl-6 gene as a prognostic marker in diffuse large-cell
lymphoma. N Engl J Med. 1994; 331:74–80. https://doi.
org/10.1056/NEJM199407143310202. [PubMed]

58. Klanova M, Klener P. BCL-2 Proteins in Pathogenesis
and Therapy of B-Cell Non-Hodgkin Lymphomas.
Cancers (Basel). 2020; 12:938. https://doi.org/10.3390/
cancers12040938. [PubMed]

69. Zhu C, Chen G, Zhao Y, Gao XM, Wang J. Regulation
of the Development and Function of B Cells by ZBTB
Transcription Factors. Front Immunol. 2018; 9:580. https://
doi.org/10.3389/fimmu.2018.00580. [PubMed]

59. Bojarczuk K, Wienand K, Ryan JA, Chen L, VillalobosOrtiz M, Mandato E, Stachura J, Letai A, Lawton LN,
Chapuy B, Shipp MA. Targeted inhibition of PI3Kα/δ is
synergistic with BCL-2 blockade in genetically defined
subtypes of DLBCL. Blood. 2019; 133:70–80. https://doi.
org/10.1182/blood-2018-08-872465. [PubMed]

70. Baron BW, Anastasi J, Montag A, Huo D, Baron RM,
Karrison T, Thirman MJ, Subudhi SK, Chin RK, Felsher
DW, Fu YX, McKeithan TW, Baron JM. The human BCL6
transgene promotes the development of lymphomas in the
mouse. Proc Natl Acad Sci U S A. 2004; 101:14198–14203.
https://doi.org/10.1073/pnas.0406138101. [PubMed]

60. Montero J, Letai A. Why do BCL-2 inhibitors work and
where should we use them in the clinic? Cell Death Differ.
2018; 25:56–64. https://doi.org/10.1038/cdd.2017.183.
[PubMed]

71. Cattoretti G, Pasqualucci L, Ballon G, Tam W, Nandula
SV, Shen Q, Mo T, Murty VV, Dalla-Favera R. Deregulated
BCL6 expression recapitulates the pathogenesis of human
diffuse large B cell lymphomas in mice. Cancer Cell. 2005;
7:445–455.
https://doi.org/10.1016/j.ccr.2005.03.037.
[PubMed]

61. Adams CM, Clark-Garvey S, Porcu P, Eischen CM.
Targeting the Bcl-2 Family in B Cell Lymphoma.
Front Oncol. 2019; 8:636. https://doi.org/10.3389/
fonc.2018.00636. [PubMed]

72. Ye BH. BCL-6 in the pathogenesis of non-Hodgkin’s
lymphoma. Cancer Invest. 2000; 18:356–365. https://doi.
org/10.3109/07357900009012179. [PubMed]

62. Kawamoto K, Miyoshi H, Yoshida N, Nakamura N, Ohshima
K, Sone H, Takizawa J. MYC translocation and/or BCL 2
protein expression are associated with poor prognosis in
diffuse large B-cell lymphoma. Cancer Sci. 2016; 107:853–
861. https://doi.org/10.1111/cas.12942. [PubMed]

73. Cerchietti LC, Ghetu AF, Zhu X, Da Silva GF, Zhong S,
Matthews M, Bunting KL, Polo JM, Farès C, Arrowsmith
CH, Yang SN, Garcia M, Coop A, et al. A small-molecule
inhibitor of BCL6 kills DLBCL cells in vitro and in vivo.
Cancer Cell. 2010; 17:400–411. https://doi.org/10.1016/j.
ccr.2009.12.050. [PubMed]

63. Akkaya B, Salim O, Akkaya H, Ozcan M, Yucel OK, Erdem
R, Iltar U, Undar L. C-MYC and BCL2 translocation
frequency in diffuse large B-cell lymphomas: A study of 97
patients. Indian J Pathol Microbiol. 2016; 59:41–46. https://
doi.org/10.4103/0377-4929.178220. [PubMed]

74. Ye BH, Chaganti S, Chang CC, Niu H, Corradini P,
Chaganti RS, Dalla-Favera R. Chromosomal translocations
cause deregulated BCL6 expression by promoter
substitution in B cell lymphoma. EMBO J. 1995; 14:6209–
6217. https://doi.org/10.1002/j.1460-2075.1995.tb00311.x.
[PubMed]

64. Chiappella A, Castellino A, Nicolosi M, Santambrogio E,
Vitolo U. Diffuse Large B-cell Lymphoma in the elderly:
standard treatment and new perspectives. Expert Rev
Hematol. 2017; 10:289–297. https://doi.org/10.1080/1747
4086.2017.1305264. [PubMed]

75. Pasqualucci L, Compagno M, Houldsworth J, Monti S,
Grunn A, Nandula SV, Aster JC, Murty VV, Shipp MA,
Dalla-Favera R. Inactivation of the PRDM1/BLIMP1 gene
in diffuse large B cell lymphoma. J Exp Med. 2006; 203:311–
317. https://doi.org/10.1084/jem.20052204. [PubMed]

65. Frei E, Visco C, Xu-Monette ZY, Dirnhofer S, Dybkær K,
Orazi A, Bhagat G, Hsi ED, van Krieken JH, Ponzoni M,
Go RS, Piris MA, Møller MB, et al. Addition of rituximab
to chemotherapy overcomes the negative prognostic impact
of cyclin E expression in diffuse large B-cell lymphoma.
J Clin Pathol. 2013; 66:956–961. https://doi.org/10.1136/
jclinpath-2013-201619. [PubMed]

76. Ye BH, Rao PH, Chaganti RS, Dalla-Favera R. Cloning
of bcl-6, the locus involved in chromosome translocations
affecting band 3q27 in B-cell lymphoma. Cancer Res. 1993;
53:2732–2735. [PubMed]

66. Mason KD, Vandenberg CJ, Scott CL, Wei AH, Cory
S, Huang DCS, Roberts AW. In vivo efficacy of the Bclwww.oncotarget.com

4065

Oncotarget

77. Basso K, Schneider C, Shen Q, Holmes AB, Setty M, Leslie
C, Dalla-Favera R. BCL6 positively regulates AID and
germinal center gene expression via repression of miR-155.
J Exp Med. 2012; 209:2455–2465. https://doi.org/10.1084/
jem.20121387. [PubMed]

lymphoma. Nature. 2009; 459:717–721. https://doi.
org/10.1038/nature07968. [PubMed]
89. Davis RE, Ngo VN, Lenz G, Tolar P, Young RM, Romesser
PB, Kohlhammer H, Lamy L, Zhao H, Yang Y, Xu W,
Shaffer AL, Wright G, et al. Chronic active B-cell-receptor
signalling in diffuse large B-cell lymphoma. Nature. 2010;
463:88–92. https://doi.org/10.1038/nature08638. [PubMed]

78. Vrzalikova K, Vockerodt M, Leonard S, Bell A, Wei W,
Schrader A, Wright KL, Kube D, Rowe M, Woodman CB,
Murray PG. Down-regulation of BLIMP1α by the EBV
oncogene, LMP-1, disrupts the plasma cell differentiation
program and prevents viral replication in B cells:
implications for the pathogenesis of EBV-associated B-cell
lymphomas. Blood. 2011; 117:5907–5917. https://doi.
org/10.1182/blood-2010-09-307710. [PubMed]

90. Nagel D, Vincendeau M, Eitelhuber AC, Krappmann D.
Mechanisms and consequences of constitutive NF-κB
activation in B-cell lymphoid malignancies. Oncogene.
2014; 33:5655–5665. https://doi.org/10.1038/onc.2013.565.
[PubMed]
91. Zhang B, Calado DP, Wang Z, Fröhler S, Köchert K, Qian
Y, Koralov SB, Schmidt-Supprian M, Sasaki Y, Unitt C,
Rodig S, Chen W, Dalla-Favera R, et al. An oncogenic
role for alternative NF-κB signaling in DLBCL revealed
upon deregulated BCL6 expression. Cell Rep. 2015;
11:715–726. https://doi.org/10.1016/j.celrep.2015.03.059.
[PubMed]

79. Wagner SD, Ahearne M, Ko Ferrigno P. The role
of BCL6 in lymphomas and routes to therapy. Br J
Haematol. 2011; 152:3–12. https://doi.org/10.1111/j.13652141.2010.08420.x. [PubMed]
80. Barrans S, Crouch S, Smith A, Turner K, Owen R,
Patmore R, Roman E, Jack A. Rearrangement of MYC is
Associated With Poor Prognosis in Patients With Diffuse
Large B-Cell Lymphoma Treated in the Era of Rituximab.
J Clin Oncol. 2010; 28:3360–3365. https://doi.org/10.1200/
JCO.2009.26.3947. [PubMed]

92. Davis RE, Brown KD, Siebenlist U, Staudt LM.
Constitutive nuclear factor kappaB activity is required
for survival of activated B cell-like diffuse large B cell
lymphoma cells. J Exp Med. 2001; 194:1861–1874. https://
doi.org/10.1084/jem.194.12.1861. [PubMed]

81. Miller DM, Thomas SD, Islam A, Muench D, Sedoris K.
c-Myc and Cancer Metabolism. Clin Cancer Res. 2012;
18:5546–5553. https://doi.org/10.1158/1078-0432.CCR12-0977. [PubMed]

93. Zhang M, Xu-Monette ZY, Li L, Manyam GC, Visco C,
Tzankov A, Wang J, Montes-Moreno S, Dybkaer K, Chiu
A, Orazi A, Zu Y, Bhagat G, et al. RelA NF-κB subunit
activation as a therapeutic target in diffuse large B-cell
lymphoma. Aging (Albany NY). 2016; 8:3321–3340.
https://doi.org/10.18632/aging.101121. [PubMed]

82. Zhou K, Xu D, Cao Y, Wang J, Yang Y, Huang M. C-MYC
Aberrations as Prognostic Factors in Diffuse Large B-cell
Lymphoma: A Meta-Analysis of Epidemiological Studies.
Ariga H, editor. PLoS One. 2014; 9:e95020. https://doi.
org/10.1371/journal.pone.0095020. [PubMed]

94. Ying CY, Dominguez-Sola D, Fabi M, Lorenz IC, Hussein
S, Bansal M, Califano A, Pasqualucci L, Basso K, DallaFavera R. MEF2B mutations lead to deregulated expression
of the oncogene BCL6 in diffuse large B cell lymphoma.
Nat Immunol. 2013; 14:1084–1092. https://doi.org/10.1038/
ni.2688. [PubMed]

83. Chastain EC, Duncavage EJ. Clinical Prognostic
Biomarkers in Chronic Lymphocytic Leukemia and Diffuse
Large B-Cell Lymphoma. Arch Pathol Lab Med. 2015;
139:602–607. https://doi.org/10.5858/arpa.2014-0086-RA.
[PubMed]

95. Young RM, Shaffer AL, Phelan JD, Staudt LM. B-cell
receptor signaling in diffuse large B-cell lymphoma.
Semin Hematol. 2015; 52:77–85. https://doi.org/10.1053/j.
seminhematol.2015.01.008. [PubMed]

84. Vaidya R, Witzig TE. Prognostic factors for diffuse large B-cell
lymphoma in the R(X)CHOP era. Ann Oncol. 2014; 25:2124–
2133. https://doi.org/10.1093/annonc/mdu109. [PubMed]
85. Hayden MS, Ghosh S. NF-κB in immunobiology. Cell
Res. 2011; 21:223–244. https://doi.org/10.1038/cr.2011.13.
[PubMed]

96. Camicia R, Winkler HC, Hassa PO. Novel drug targets
for personalized precision medicine in relapsed/refractory
diffuse large B-cell lymphoma: a comprehensive review.
Mol Cancer. 2015; 14:207. https://doi.org/10.1186/s12943015-0474-2. [PubMed]

86. Hoesel B, Schmid JA. The complexity of NF-κB signaling
in inflammation and cancer. Mol Cancer. 2013; 12:86.
https://doi.org/10.1186/1476-4598-12-86. [PubMed]

97. Jiang C, Lin X. Regulation of NF-κB by the CARD proteins:
CARD protein and NF-κB. Immunol Rev. 2012; 246:141–
153. https://doi.org/10.1111/j.1600-065X.2012.01110.x.
[PubMed]

87. Park MH, Hong JT. Roles of NF-κB in Cancer and
Inflammatory Diseases and Their Therapeutic Approaches.
Cells. 2016; 5:15. https://doi.org/10.3390/cells5020015.
[PubMed]

98. Lenz G, Davis RE, Ngo VN, Lam L, George TC, Wright
GW, Dave SS, Zhao H, Xu W, Rosenwald A, Ott G, MullerHermelink HK, Gascoyne RD, et al. Oncogenic CARD11
Mutations in Human Diffuse Large B Cell Lymphoma.
Science. 2008; 319:1676–1679. https://doi.org/10.1126/
science.1153629. [PubMed]

88. Compagno M, Lim WK, Grunn A, Nandula SV,
Brahmachary M, Shen Q, Bertoni F, Ponzoni M,
Scandurra M, Califano A, Bhagat G, Chadburn A, DallaFavera R, Pasqualucci L. Mutations of multiple genes
cause deregulation of NF-kappaB in diffuse large B-cell
www.oncotarget.com

4066

Oncotarget

99. Drakos E, Singh RR, Rassidakis GZ, Schlette E, Li J, Claret
FX, Ford RJ, Vega F, Medeiros LJ. Activation of the p53
pathway by the MDM2 inhibitor nutlin-3a overcomes BCL2
overexpression in a preclinical model of diffuse large B-cell
lymphoma associated with t(14;18)(q32;q21). Leukemia.
2011; 25:856–867. https://doi.org/10.1038/leu.2011.28.
[PubMed]

109. Ni H, Tong R, Zou L, Song G, Cho WC. MicroRNAs in
diffuse large B-cell lymphoma. Oncol Lett. 2016; 11:1271–
1280. https://doi.org/10.3892/ol.2015.4064. [PubMed]

100. Xu-Monette ZY, Moller MB, Tzankov A, Montes-Moreno
S, Hu W, Manyam GC, Kristensen L, Fan L, Visco C,
Dybkaer K, Chiu A, Tam W, Zu Y, et al. MDM2 phenotypic
and genotypic profiling, respective to TP53 genetic status,
in diffuse large B-cell lymphoma patients treated with
rituximab-CHOP immunochemotherapy: a report from
the International DLBCL Rituximab-CHOP Consortium
Program. Blood. 2013; 122:2630–2640. https://doi.
org/10.1182/blood-2012-12-473702. [PubMed]

111. Na HY, Choe JY, Shin SA, Kim HJ, Han JH, Kim HK, Oh
SH, Kim JE. Characteristics of CD5-positive diffuse large
B-cell lymphoma among Koreans: High incidence of BCL2
and MYC double-expressors. PLoS One. 2019; 14:e0224247.
https://doi.org/10.1371/journal.pone.0224247. [PubMed]

110. Godwin P, Baird AM, Heavey S, Barr MP, O’Byrne KJ,
Gately K. Targeting Nuclear Factor-Kappa B to Overcome
Resistance to Chemotherapy. Front Oncol. 2013; 3:120.
https://doi.org/10.3389/fonc.2013.00120. [PubMed]

112. Johnson NA, Boyle M, Bashashati A, Leach S, BrooksWilson A, Sehn LH, Chhanabhai M, Brinkman RR,
Connors JM, Weng AP, Gascoyne RD. Diffuse large B-cell
lymphoma: reduced CD20 expression is associated with an
inferior survival. Blood. 2009; 113:3773–3780. https://doi.
org/10.1182/blood-2008-09-177469. [PubMed]

101. Onel K, Cordon-Cardo C. MDM2 and prognosis. Mol
Cancer Res. 2004; 2:1–8. [PubMed]
102. Rotondo JC, Borghi A, Selvatici R, Mazzoni E, Bononi
I, Corazza M, Kussini J, Montinari E, Gafà R, Tognon
M, Martini F. Association of Retinoic Acid Receptor β
Gene With Onset and Progression of Lichen SclerosusAssociated Vulvar Squamous Cell Carcinoma. JAMA
Dermatol. 2018; 154:819–823. https://doi.org/10.1001/
jamadermatol.2018.1373. [PubMed]

113. Dotan E, Aggarwal C, Smith MR. Impact of Rituximab
(Rituxan) on the Treatment of B-Cell Non-Hodgkin’s
Lymphoma. P T. 2010; 35:148–157. [PubMed]
114. Ma XB, Zheng Y, Yuan H, Jiang J, Wang YP. CD43
expression in diffuse large B-cell lymphoma, not otherwise
specified: CD43 is a marker of adverse prognosis. Hum
Pathol. 2015; 46:593–599. https://doi.org/10.1016/j.
humpath.2015.01.002. [PubMed]

103. Shaikh MF, Morano WF, Lee J, Gleeson E, Babcock
BD, Michl J, Sarafraz-Yazdi E, Pincus MR, Bowne WB.
Emerging Role of MDM2 as Target for Anti-Cancer Therapy:
A Review. Ann Clin Lab Sci. 2016; 46:627–634. [PubMed]

115. Salaverria I, Beà S. Check’-ing DLBCL. Oncoscience.
2015; 2:71–72. https://doi.org/10.18632/oncoscience.124.
[PubMed]

104. Hedström G, Thunberg U, Amini RM, Zainuddin N, Enblad
G, Berglund M. The MDM2 polymorphism SNP309 is
associated with clinical characteristics and outcome in
diffuse large B-cell lymphoma. Eur J Haematol. 2014;
93:500–508. https://doi.org/10.1111/ejh.12388. [PubMed]

116. Bonnet C, Fillet G, Mounier N, Ganem G, Molina
TJ, Thiéblemont C, Fermé C, Quesnel B, Martin C,
Gisselbrecht C, Tilly H, Reyes F. Groupe d’Etude des
Lymphomes de l’Adulte. CHOP alone compared with
CHOP plus radiotherapy for localized aggressive lymphoma
in elderly patients: a study by the Groupe d’Etude des
Lymphomes de l’Adulte. J Clin Oncol. 2007; 25:787–792.
https://doi.org/10.1200/JCO.2006.07.0722. [PubMed]

105. Lim EL, Trinh DL, Scott DW, Chu A, Krzywinski M, Zhao
Y, Robertson AG, Mungall AJ, Schein J, Boyle M, Mottok
A, Ennishi D, Johnson NA, et al. Comprehensive miRNA
sequence analysis reveals survival differences in diffuse
large B-cell lymphoma patients. Genome Biol. 2015; 16:18.
https://doi.org/10.1186/s13059-014-0568-y. [PubMed]

117. Amin AD, Peters TL, Li L, Rajan SS, Choudhari R,
Puvvada SD, Schatz JH. Diffuse large B-cell lymphoma:
can genomics improve treatment options for a curable
cancer? Cold Spring Harb Mol Case Stud. 2017; 3:a001719.
https://doi.org/10.1101/mcs.a001719. [PubMed]

106. Mazan-Mamczarz K, Gartenhaus RB. Role of microRNA
deregulation in the pathogenesis of diffuse large B-cell
lymphoma (DLBCL). Leuk Res. 2013; 37:1420–1428.
https://doi.org/10.1016/j.leukres.2013.08.020. [PubMed]

118. Kewalramani T, Zelenetz AD, Nimer SD, Portlock C,
Straus D, Noy A, O’Connor O, Filippa DA, TeruyaFeldstein J, Gencarelli A, Qin J, Waxman A, Yahalom J,
Moskowitz CH. Rituximab and ICE as second-line therapy
before autologous stem cell transplantation for relapsed
or primary refractory diffuse large B-cell lymphoma.
Blood. 2004; 103:3684–3688. https://doi.org/10.1182/
blood-2003-11-3911. [PubMed]

107. Bononi I, Comar M, Puozzo A, Stendardo M, Boschetto
P, Orecchia S, Libener R, Guaschino R, Pietrobon S,
Ferracin M, Negrini M, Martini F, Bovenzi M, Tognon
M. Circulating microRNAs found dysregulated in exexposed asbestos workers and pleural mesothelioma
patients as potential new biomarkers. Oncotarget. 2016;
7:82700–82711. https://doi.org/10.18632/oncotarget.12408.
[PubMed]

119. Yoo C, Lee DH, Kim JE, Jo J, Yoon DH, Sohn BS, Kim
SW, Lee JS, Suh C. Limited role of interim PET/CT in
patients with diffuse large B-cell lymphoma treated with
R-CHOP. Ann Hematol. 2011; 90:797–802. https://doi.
org/10.1007/s00277-010-1135-6. [PubMed]

108. Zheng RL, Jiang YJ, Wang X. Role of microRNAs on
therapy resistance in Non-Hodgkin’s lymphoma. Int J Clin
Exp Med. 2014; 7:3818–3832. [PubMed]
www.oncotarget.com

4067

Oncotarget

120. Zinzani PL, Piccaluga PP. Primary mediastinal DLBCL:
evolving biologic understanding and therapeutic strategies.
Curr Oncol Rep. 2011; 13:407–415. https://doi.org/10.1007/
s11912-011-0189-5. [PubMed]

130. Horning SJ, Weller E, Kim K, Earle JD, O’Connell MJ,
Habermann TM, Glick JH. Chemotherapy With or Without
Radiotherapy in Limited-Stage Diffuse Aggressive NonHodgkin’s Lymphoma: Eastern Cooperative Oncology
Group Study 1484. J Clin Oncol. 2004; 22:3032–3038.
https://doi.org/10.1200/JCO.2004.06.088. [PubMed]

121. Safar V, Dupuis J, Itti E, Jardin F, Fruchart C, Bardet S,
Véra P, Copie-Bergman C, Rahmouni A, Tilly H, Meignan
M, Haioun C. Interim [18F]fluorodeoxyglucose positron
emission tomography scan in diffuse large B-cell lymphoma
treated with anthracycline-based chemotherapy plus
rituximab. J Clin Oncol. 2012; 30:184–190. https://doi.
org/10.1200/JCO.2011.38.2648. [PubMed]

131. Friedberg JW, Fisher RI. Diffuse large B-cell lymphoma.
Hematol Oncol Clin North Am. 2008; 22:941–52, ix.
https://doi.org/10.1016/j.hoc.2008.07.002. [PubMed]
132. Chaganti S, Illidge T, Barrington S, Mckay P, Linton K,
Cwynarski K, McMillan A, Davies A, Stern S, Peggs K,
and the British Committee for Standards in Haematology.
Guidelines for the management of diffuse large B-cell
lymphoma. Br J Haematol. 2016; 174:43–56. https://doi.
org/10.1111/bjh.14136. [PubMed]

122. Krawczyk K, Jurczak W, Gałązka K, Gruchała A, Skotnicki
AB. Lenalidomide in heavily pretreated refractory diffuse
large B-cell lymphoma: a case report. J Med Case Rep. 2014;
8:325. https://doi.org/10.1186/1752-1947-8-325. [PubMed]
123. Micallef INM, Maurer MJ, Wiseman GA, Nikcevich DA,
Kurtin PJ, Cannon MW, Perez DG, Soori GS, Link BK,
Habermann TM, Witzig TE. Epratuzumab with rituximab,
cyclophosphamide, doxorubicin, vincristine, and prednisone
chemotherapy in patients with previously untreated diffuse
large B-cell lymphoma. Blood. 2011; 118:4053–4061.
https://doi.org/10.1182/blood-2011-02-336990. [PubMed]

133. Economopoulos T, Psyrri A, Dimopoulos MA, KalogeraFountzila A, Pavlidis N, Tsatalas C, Nikolaides C, Mellou
S, Xiros N, Fountzilas G. CEOP-21 versus CEOP-14
chemotherapy with or without rituximab for the firstline treatment of patients with aggressive lymphomas:
results of the HE22A99 trial of the Hellenic Cooperative
Oncology Group. Cancer J. 2007; 13:327–334. https://doi.
org/10.1097/PPO.0b013e3181570170. [PubMed]

124. Wei G, Wang J, Huang H, Zhao Y. Novel immunotherapies
for adult patients with B-lineage acute lymphoblastic
leukemia. J Hematol Oncol. 2017; 10:150. https://doi.
org/10.1186/s13045-017-0516-x. [PubMed]

134. Cunningham D, Hawkes EA, Jack A, Qian W, Smith
P, Mouncey P, Pocock C, Ardeshna KM, Radford JA,
McMillan A, Davies J, Turner D, Kruger A, et al. Rituximab
plus cyclophosphamide, doxorubicin, vincristine, and
prednisolone in patients with newly diagnosed diffuse large
B-cell non-Hodgkin lymphoma: a phase 3 comparison of
dose intensification with 14-day versus 21-day cycles.
Lancet. 2013; 381:1817–1826. https://doi.org/10.1016/
S0140-6736(13)60313-X. [PubMed]

125. Vose JM, Habermann TM, Czuczman MS, Zinzani PL,
Reeder CB, Tuscano JM, Lossos IS, Li J, Pietronigro D,
Witzig TE. Single-agent lenalidomide is active in patients
with relapsed or refractory aggressive non-Hodgkin
lymphoma who received prior stem cell transplantation. Br
J Haematol. 2013; 162:639–647. https://doi.org/10.1111/
bjh.12449. [PubMed]

135. Delarue R, Tilly H, Mounier N, Petrella T, Salles G,
Thieblemont C, Bologna S, Ghesquières H, Hacini M,
Fruchart C, Ysebaert L, Fermé C, Casasnovas O, et al.
Dose-dense rituximab-CHOP compared with standard
rituximab-CHOP in elderly patients with diffuse large
B-cell lymphoma (the LNH03-6B study): a randomised
phase 3 trial. Lancet Oncol. 2013; 14:525–533. https://doi.
org/10.1016/S1470-2045(13)70122-0. [PubMed]

126. Fields PA, Linch DC. Treatment of the elderly patient
with diffuse large B cell lymphoma. Br J Haematol.
2012;
157:159–170.
https://doi.org/10.1111/j.13652141.2011.09011.x. [PubMed]
127. Dorth JA, Prosnitz LR, Broadwater G, Diehl LF, Beaven
AW, Coleman RE, Kelsey CR. Impact of consolidation
radiation therapy in stage III-IV diffuse large B-cell
lymphoma with negative post-chemotherapy radiologic
imaging. Int J Radiat Oncol Biol Phys. 2012; 84:762–767.
https://doi.org/10.1016/j.ijrobp.2011.12.067. [PubMed]

136. Récher C, Coiffier B, Haioun C, Molina TJ, Fermé C,
Casasnovas O, Thiéblemont C, Bosly A, Laurent G,
Morschhauser F, Ghesquières H, Jardin F, Bologna S,
et al, and Groupe d’Etude des Lymphomes de l’Adulte.
Intensified chemotherapy with ACVBP plus rituximab
versus standard CHOP plus rituximab for the treatment
of diffuse large B-cell lymphoma (LNH03-2B): an openlabel randomised phase 3 trial. Lancet. 2011; 378:1858–
1867. https://doi.org/10.1016/S0140-6736(11)61040-4.
[PubMed]

128. Avilés A, Neri N, Delgado S, Pérez F, Nambo MJ, Cleto
S, Talavera A, Huerta-Guzmán J. Residual Disease After
Chemotherapy in Aggressive Malignant Lymphoma: The
Role of Radiotherapy. Med Oncol. 2005; 22:383–7. https://
doi.org/10.1385/MO:22:4:383. [PubMed]
129. Phan J, Mazloom A, Medeiros LJ, Zreik TG, Wogan C,
Shihadeh F, Rodriguez MA, Fayad L, Fowler N, Reed V,
Horace P, Dabaja BS. Benefit of consolidative radiation
therapy in patients with diffuse large B-cell lymphoma
treated with R-CHOP chemotherapy. J Clin Oncol. 2010;
28:4170–4176. https://doi.org/10.1200/JCO.2009.27.3441.
[PubMed]
www.oncotarget.com

137. Iaquinta MR, Mazzoni E, Bononi I, Rotondo JC, Mazziotta
C, Montesi M, Sprio S, Tampieri A, Tognon M, Martini
F. Adult Stem Cells for Bone Regeneration and Repair.
Front Cell Dev Biol. 2019; 7:268. https://doi.org/10.3389/
fcell.2019.00268. [PubMed]
4068

Oncotarget

138. Vitolo U, Chiappella A, Brusamolino E, Angelucci E, Rossi
G, Carella AM, Evangelista A, Stelitano C, Balzarotti M,
Merli F, Gaidano G, Pavone V, Rigacci L, et al. Rituximab
Dose-Dense Chemotherapy Followed by Intensified
High-Dose Chemotherapy and Autologous Stem Cell
Transplantation (HDC+ASCT) Significantly Reduces the
Risk of Progression Compared to Standard Rituximab
Dose-Dense Chemotherapy As First Line Treatment in
Young Patients with High-Risk (aa-IPI 2–3) Diffuse Large
B-Cell Lymphoma (DLBCL): Final Results of Phase III
Randomized Trial DLCL04 of the Fondazione Italiana
Linfomi (FIL). Blood. 2012; 120:688–688. https://doi.
org/10.1182/blood.V120.21.688.688.

146. Younes A, Sehn LH, Johnson P, Zinzani PL, Hong X,
Zhu J, Patti C, Belada D, Samoilova O, Suh C, Leppä
S, Rai S, Turgut M, et al, and PHOENIX investigators.
Randomized Phase III Trial of Ibrutinib and Rituximab
Plus Cyclophosphamide, Doxorubicin, Vincristine, and
Prednisone in Non-Germinal Center B-Cell Diffuse Large
B-Cell Lymphoma. J Clin Oncol. 2019; 37:1285–1295.
https://doi.org/10.1200/JCO.18.02403. [PubMed]
147. Crump M, Kuruvilla J, Couban S, MacDonald DA, Kukreti
V, Kouroukis CT, Rubinger M, Buckstein R, Imrie KR,
Federico M, Di Renzo N, Howson-Jan K, Baetz T, et al.
Randomized comparison of gemcitabine, dexamethasone,
and cisplatin versus dexamethasone, cytarabine, and
cisplatin chemotherapy before autologous stem-cell
transplantation for relapsed and refractory aggressive
lymphomas: NCIC-CTG LY.12. J Clin Oncol. 2014;
32:3490–3496. https://doi.org/10.1200/JCO.2013.53.9593.
[PubMed]

139. Stiff PJ, Unger JM, Cook JR, Constine LS, Couban S,
Stewart DA, Shea TC, Porcu P, Winter JN, Kahl BS,
Miller TP, Tubbs RR, Marcellus D, et al. Autologous
Transplantation as Consolidation for Aggressive NonHodgkin’s Lymphoma. N Engl J Med. 2013; 369:1681–
1690. https://doi.org/10.1056/NEJMoa1301077. [PubMed]

148. Barnes JA, Jacobsen E, Feng Y, Freedman A, Hochberg
EP, LaCasce AS, Armand P, Joyce R, Sohani AR, Rodig
SJ, Neuberg D, Fisher DC, Abramson JS. Everolimus in
combination with rituximab induces complete responses
in heavily pretreated diffuse large B-cell lymphoma.
Haematologica. 2013; 98:615–619. https://doi.org/10.3324/
haematol.2012.075184. [PubMed]

140. Bartlett NL, Wilson WH, Jung SH, Hsi ED, Maurer MJ,
Pederson LD, Polley MC, Pitcher BN, Cheson BD, Kahl
BS, Friedberg JW, Staudt LM, Wagner-Johnston ND,
et al. Dose-Adjusted EPOCH-R Compared With R-CHOP
as Frontline Therapy for Diffuse Large B-Cell Lymphoma:
Clinical Outcomes of the Phase III Intergroup Trial
Alliance/CALGB 50303. J Clin Oncol. 2019; 37:1790–
1799. https://doi.org/10.1200/JCO.18.01994. [PubMed]

149. Johnston PB, LaPlant B, McPhail E, Habermann TM,
Inwards DJ, Micallef IN, Colgan JP, Nowakowski GS,
Ansell SM, Witzig TE. Everolimus combined with
R-CHOP-21 for new, untreated, diffuse large B-cell
lymphoma (NCCTG 1085 [Alliance]): safety and efficacy
results of a phase 1 and feasibility trial. Lancet Haematol.
2016;
3:e309–e316.
https://doi.org/10.1016/S23523026(16)30040-0. [PubMed]

141. Tobinai K, Klein C, Oya N, Fingerle-Rowson G. A Review
of Obinutuzumab (GA101), a Novel Type II Anti-CD20
Monoclonal Antibody, for the Treatment of Patients with
B-Cell Malignancies. Adv Ther. 2017; 34:324–356. https://
doi.org/10.1007/s12325-016-0451-1. [PubMed]
142. Gharbi SI, Zvelebil MJ, Shuttleworth SJ, Hancox T, Saghir
N, Timms JF, Waterfield MD. Exploring the specificity of
the PI3K family inhibitor LY294002. Biochem J. 2007;
404:15–21. https://doi.org/10.1042/BJ20061489. [PubMed]

150. Wilson WH, Young RM, Schmitz R, Yang Y, Pittaluga S,
Wright G, Lih CJ, Williams PM, Shaffer AL, Gerecitano J,
de Vos S, Goy A, Kenkre VP, et al. Targeting B cell receptor
signaling with ibrutinib in diffuse large B cell lymphoma.
Nat Med. 2015; 21:922–926. https://doi.org/10.1038/
nm.3884. [PubMed]

143. Vitolo U, Trněný M, Belada D, Burke JM, Carella AM,
Chua N, Abrisqueta P, Demeter J, Flinn I, Hong X, Kim
WS, Pinto A, Shi YK, et al. Obinutuzumab or Rituximab
Plus Cyclophosphamide, Doxorubicin, Vincristine, and
Prednisone in Previously Untreated Diffuse Large B-Cell
Lymphoma. J Clin Oncol. 2017; 35:3529–3537. https://doi.
org/10.1200/JCO.2017.73.3402. [PubMed]

151. Dunleavy K, Pittaluga S, Czuczman MS, Dave SS, Wright
G, Grant N, Shovlin M, Jaffe ES, Janik JE, Staudt LM,
Wilson WH. Differential efficacy of bortezomib plus
chemotherapy within molecular subtypes of diffuse large
B-cell lymphoma. Blood. 2009; 113:6069–6076. https://doi.
org/10.1182/blood-2009-01-199679. [PubMed]

144. Sehn LH, Martelli M, Trněný M, Liu W, Bolen CR, Knapp
A, Sahin D, Sellam G, Vitolo U. A randomized, open-label,
Phase III study of obinutuzumab or rituximab plus CHOP
in patients with previously untreated diffuse large B-Cell
lymphoma: final analysis of GOYA. J Hematol Oncol.
2020; 13:71. https://doi.org/10.1186/s13045-020-00900-7.
[PubMed]

152. Leonard JP, Kolibaba KS, Reeves JA, Tulpule A, Flinn IW,
Kolevska T, Robles R, Flowers CR, Collins R, DiBella NJ,
Papish SW, Venugopal P, Horodner A, et al. Randomized
Phase II Study of R-CHOP With or Without Bortezomib
in Previously Untreated Patients With Non–Germinal
Center B-Cell–Like Diffuse Large B-Cell Lymphoma. J
Clin Oncol. 2017; 35:3538–3546. https://doi.org/10.1200/
JCO.2017.73.2784. [PubMed]

145. Ternyila D. CLR 131 Induces Encouraging Responses
in Relapsed/Refractory LPL and WM. Targeted
Oncology. 2020. https://www.targetedonc.com/view/
clr-131-induces-encouraging-responses-in-relapsedrefractory-lpl-and-wm.
www.oncotarget.com

153. Offner F, Samoilova O, Osmanov E, Eom HS, Topp MS,
Raposo J, Pavlov V, Ricci D, Chaturvedi S, Zhu E, van
4069

Oncotarget

de Velde H, Enny C, Rizo A, Ferhanoglu B. Frontline
rituximab, cyclophosphamide, doxorubicin, and prednisone
with bortezomib (VR-CAP) or vincristine (R-CHOP) for
non-GCB DLBCL. Blood. 2015; 126:1893–1901. https://
doi.org/10.1182/blood-2015-03-632430. [PubMed]

162. Wu X, Gu Z, Chen Y, Chen B, Chen W, Weng L, Liu X.
Application of PD-1 Blockade in Cancer Immunotherapy.
Comput Struct Biotechnol J. 2019; 17:661–674. https://doi.
org/10.1016/j.csbj.2019.03.006. [PubMed]
163. McCusker MG, Orkoulas-Razis D, Mehra R. Potential
of Pembrolizumab in Metastatic or Recurrent Head and
Neck Cancer: Evidence to Date. OncoTargets Ther. 2020;
13:3047–3059.
https://doi.org/10.2147/OTT.S196252.
[PubMed]

154. Leonard JP, Kolibaba K, Reeves JA, Tulpule A, Flinn IW,
Kolevska T, Robles R, Flowers C, Collins R, DiBella NJ,
Papish SW, Venugopal P, Horodner A, et al. Randomized
Phase 2 Open-Label Study of R-CHOP ± Bortezomib in
Patients (Pts) with Untreated Non-Germinal Center B-Celllike (Non-GCB) Subtype Diffuse Large Cell Lymphoma
(DLBCL): Results from the Pyramid Trial (NCT00931918).
Blood. 2015; 126:811–811. https://doi.org/10.1182/blood.
V126.23.811.811.

164. Mehra R, Seiwert TY, Gupta S, Weiss J, Gluck I, Eder JP,
Burtness B, Tahara M, Keam B, Kang H, Muro K, Geva R,
Chung HC, et al. Efficacy and safety of pembrolizumab in
recurrent/metastatic head and neck squamous cell carcinoma
(R/M HNSCC): Pooled analyses after long-term follow-up
in KEYNOTE-012. Br J Cancer. 2018; 119:153–159. https://
doi.org/10.1038/s41416-018-0131-9. [PubMed]

155. Schuster SJ, Bishop MR, Tam CS, Waller EK, Borchmann
P, McGuirk JP, Jäger U, Jaglowski S, Andreadis C, Westin
JR, Fleury I, Bachanova V, Foley SR, et al, and JULIET
Investigator. Tisagenlecleucel in Adult Relapsed or
Refractory Diffuse Large B-Cell Lymphoma. N Engl J Med.
2019; 380:45–56. https://doi.org/10.1056/NEJMoa1804980.
[PubMed]

165. Shindiapina P, Alinari L. Pembrolizumab and its role in
relapsed/refractory classical Hodgkin’s lymphoma: evidence
to date and clinical utility. Ther Adv Hematol. 2018; 9:89–
105. https://doi.org/10.1177/2040620718761777. [PubMed]

156. Neelapu SS, Locke FL, Bartlett NL, Lekakis LJ, Miklos
DB, Jacobson CA, Braunschweig I, Oluwole OO, Siddiqi
T, Lin Y, Timmerman JM, Stiff PJ, Friedberg JW, et al.
Axicabtagene Ciloleucel CAR T-Cell Therapy in Refractory
Large B-Cell Lymphoma. N Engl J Med. 2017; 377:2531–
44. https://doi.org/10.1056/NEJMoa1707447. [PubMed]

166. Armand P, Shipp MA, Ribrag V, Michot JM, Zinzani
PL, Kuruvilla J, Snyder ES, Ricart AD, Balakumaran A,
Rose S, Moskowitz CH. Programmed Death-1 Blockade
With Pembrolizumab in Patients With Classical Hodgkin
Lymphoma After Brentuximab Vedotin Failure. J Clin
Oncol. 2016; 34:3733–3739. https://doi.org/10.1200/
JCO.2016.67.3467. [PubMed]

157. Crump M, Neelapu SS, Farooq U, Van Den Neste E,
Kuruvilla J, Westin J, Link BK, Hay A, Cerhan JR, Zhu
L, Boussetta S, Feng L, Maurer MJ, et al. Outcomes in
refractory diffuse large B-cell lymphoma: results from the
international SCHOLAR-1 study. Blood. 2017; 130:1800–
1808.
https://doi.org/10.1182/blood-2017-03-769620.
[PubMed]

167. Chen R, Zinzani PL, Fanale MA, Armand P, Johnson NA,
Brice P, Radford J, Ribrag V, Molin D, Vassilakopoulos
TP, Tomita A, von Tresckow B, Shipp MA, et al, and
KEYNOTE-087. Phase II Study of the Efficacy and
Safety of Pembrolizumab for Relapsed/Refractory Classic
Hodgkin Lymphoma. J Clin Oncol. 2017; 35:2125–2132.
https://doi.org/10.1200/JCO.2016.72.1316. [PubMed]

158. Kochenderfer JN, Somerville RPT, Lu T, Yang JC,
Sherry RM, Feldman SA, McIntyre L, Bot A, Rossi
J, Lam N, Rosenberg SA. Long-Duration Complete
Remissions of Diffuse Large B Cell Lymphoma after
Anti-CD19 Chimeric Antigen Receptor T Cell Therapy.
Mol Ther. 2017; 25:2245–2253. https://doi.org/10.1016/j.
ymthe.2017.07.004. [PubMed]

168. Zinzani PL, Ribrag V, Moskowitz CH, Michot JM,
Kuruvilla J, Balakumaran A, Zhang Y, Chlosta S, Shipp
MA, Armand P. Safety and tolerability of pembrolizumab in
patients with relapsed/refractory primary mediastinal large
B-cell lymphoma. Blood. 2017; 130:267–270. https://doi.
org/10.1182/blood-2016-12-758383. [PubMed]
169. Armand P. Immune checkpoint blockade in hematologic
malignancies. Blood. 2015; 125:3393–3400. https://doi.
org/10.1182/blood-2015-02-567453. [PubMed]

159. Chavez JC, Bachmeier C, Kharfan-Dabaja MA.
CAR T-cell therapy for B-cell lymphomas: clinical
trial results of available products. Ther Adv
Hematol. 2019; 10:2040620719841581. https://doi.
org/10.1177/2040620719841581. [PubMed]

170. Armand P, Chen YB, Redd RA, Joyce RM, Bsat J, Jeter
E, Merryman RW, Coleman KC, Dahi PB, Nieto Y,
LaCasce AS, Fisher DC, Ng SY, et al. PD-1 blockade with
pembrolizumab for classical Hodgkin lymphoma after
autologous stem cell transplantation. Blood. 2019; 134:22–
29. https://doi.org/10.1182/blood.2019000215. [PubMed]

160. Anderson K, Latchford T. Associated Toxicities: Assessment
and Management Related to CAR T-Cell Therapy. Clin J
Oncol Nurs. 2019; 23:13–19. https://doi.org/10.1188/19.
CJON.S1.13-19. [PubMed]

171. Wolchok JD, Kluger H, Callahan MK, Postow MA, Rizvi
NA, Lesokhin AM, Segal NH, Ariyan CE, Gordon RA,
Reed K, Burke MM, Caldwell A, Kronenberg SA, et al.
Nivolumab plus ipilimumab in advanced melanoma. N
Engl J Med. 2013; 369:122–133. https://doi.org/10.1056/
NEJMoa1302369. [PubMed]

161. Forsberg MH, Das A, Saha K, Capitini CM. The potential
of CAR T therapy for relapsed or refractory pediatric and
young adult B-cell ALL. Ther Clin Risk Manag. 2018;
14:1573–1584. https://doi.org/10.2147/TCRM.S146309.
[PubMed]
www.oncotarget.com

4070

Oncotarget

172. Koller KM, Mackley HB, Liu J, Wagner H, Talamo G,
Schell TD, Pameijer C, Neves RI, Anderson B, Kokolus
KM, Mallon CA, Drabick JJ. Improved survival and
complete response rates in patients with advanced
melanoma treated with concurrent ipilimumab and
radiotherapy versus ipilimumab alone. Cancer Biol Ther.
2017; 18:36–42. https://doi.org/10.1080/15384047.2016.1
264543. [PubMed]

Responses observed in diffuse large B-cell (DLBCL) and
follicular lymphoma (FL) at higher cohort doses. Clin Adv
Hematol Oncol. 2014; 12:18–9. https://doi.org/10.1200/
jco.2014.32.15_suppl.8522. [PubMed]
181. Raje N, Hari PN, Landau H, Richardson PG, Rosenblatt
J, Couture N, Lyons JF, Langford G, Yule M. A Phase I/
II Open-Label Multicenter Study Of The Cyclin Kinase
Inhibitor AT7519M Alone and In Combination With
Bortezomib In Patients With Previously Treated Multiple
Myeloma. Blood. 2013; 122:1976–1976. https://doi.
org/10.1182/blood.V122.21.1976.1976.

173. Gangadhar TC, Hamid O, Smith DC, Bauer TM, Wasser JS,
Olszanski AJ, Luke JJ, Balmanoukian AS, Kaufman DR,
Zhao Y, Maleski J, Jones MJ, Leopold L, et al. Epacadostat
plus pembrolizumab in patients with advanced melanoma
and select solid tumors: Updated phase 1 results from
ECHO-202/KEYNOTE-037. J Clin Oncol. 2018; 36:3223–
3230. https://doi.org/10.1200/JCO.2018.78.9602. [PubMed]

182. Chao MP. Treatment challenges in the management of
relapsed or refractory non-Hodgkin’s lymphoma - novel and
emerging therapies. Cancer Manag Res. 2013; 5:251–269.
https://doi.org/10.2147/CMAR.S34273. [PubMed]

174. Camacho LH. CTLA-4 blockade with ipilimumab: biology,
safety, efficacy, and future considerations. Cancer Med.
2015; 4:661–672. https://doi.org/10.1002/cam4.371.
[PubMed]

183. Roschewski M, Staudt LM, Wilson WH. Diffuse large
B-cell lymphoma—treatment approaches in the molecular
era. Nat Rev Clin Oncol. 2014; 11:12–23. https://doi.
org/10.1038/nrclinonc.2013.197. [PubMed]

175. Ansell SM. Hodgkin lymphoma: 2016 update on diagnosis,
risk-stratification, and management. Am J Hematol. 2016;
91:434–442. https://doi.org/10.1002/ajh.24272. [PubMed]

184. Chen L, Monti S, Juszczynski P, Ouyang J, Chapuy B,
Neuberg D, Doench JG, Bogusz AM, Habermann TM,
Dogan A, Witzig TE, Kutok JL, Rodig SJ, et al. SYK
Inhibition Modulates Distinct PI3K/AKT- Dependent
Survival Pathways and Cholesterol Biosynthesis in Diffuse
Large B Cell Lymphomas. Cancer Cell. 2013; 23:826–838.
https://doi.org/10.1016/j.ccr.2013.05.002. [PubMed]

176. Hitz F, Connors JM, Gascoyne RD, Hoskins P, Moccia
A, Savage KJ, Sehn LH, Shenkier T, Villa D, Klasa R.
Outcome of patients with primary refractory diffuse large
B cell lymphoma after R-CHOP treatment. Ann Hematol.
2015; 94:1839–1843. https://doi.org/10.1007/s00277-0152467-z. [PubMed]

185. Cerchietti LC, Lopes EC, Yang SN, Hatzi K, Bunting KL,
Tsikitas LA, Mallik A, Robles AI, Walling J, Varticovski
L, Shaknovich R, Bhalla KN, Chiosis G, Melnick A. A
purine scaffold Hsp90 inhibitor destabilizes BCL-6 and
has specific antitumor activity in BCL-6-dependent B cell
lymphomas. Nat Med. 2009; 15:1369–1376. https://doi.
org/10.1038/nm.2059. [PubMed]

177. Iqbal J, Sanger WG, Horsman DE, Rosenwald A, Pickering
DL, Dave B, Dave S, Xiao L, Cao K, Zhu Q, Sherman
S, Hans CP, Weisenburger DD, et al. BCL2 translocation
defines a unique tumor subset within the germinal center
B-cell-like diffuse large B-cell lymphoma. Am J Pathol.
2004;
165:159–166.
https://doi.org/10.1016/S00029440(10)63284-1. [PubMed]

186. Cerchietti LC, Polo JM, Da Silva GF, Farinha P, Shaknovich
R, Gascoyne RD, Dowdy SF, Melnick A. Sequential
transcription factor targeting for diffuse large B-cell
lymphomas. Cancer Res. 2008; 68:3361–3369. https://doi.
org/10.1158/0008-5472.CAN-07-5817. [PubMed]

178. Sasi BK, Martines C, Xerxa E, Porro F, Kalkan H, Fazio
R, Turkalj S, Bojnik E, Pyrzynska B, Stachura J, Zerrouqi
A, Bobrowicz M, Winiarska M, et al. Inhibition of SYK
or BTK augments venetoclax sensitivity in SHP1-negative/
BCL-2-positive diffuse large B-cell lymphoma. Leukemia.
2019; 33:2416–2428. https://doi.org/10.1038/s41375-0190442-8. [PubMed]

187. Ranuncolo SM, Polo JM, Dierov J, Singer M, Kuo T,
Greally J, Green R, Carroll M, Melnick A. Bcl-6 mediates
the germinal center B cell phenotype and lymphomagenesis
through transcriptional repression of the DNA-damage
sensor ATR. Nat Immunol. 2007; 8:705–714. https://doi.
org/10.1038/ni1478. [PubMed]

179. Bate-Eya LT, den Hartog IJM, van der Ploeg I, Schild L,
Koster J, Santo EE, Westerhout EM, Versteeg R, Caron HN,
Molenaar JJ, Dolman MEM. High efficacy of the BCL-2
inhibitor ABT199 (venetoclax) in BCL-2 high-expressing
neuroblastoma cell lines and xenografts and rational for
combination with MCL-1 inhibition. Oncotarget. 2016;
7:27946–27958. https://doi.org/10.18632/oncotarget.8547.
[PubMed]

188. Foon KA, Takeshita K, Zinzani PL. Novel Therapies for
Aggressive B-Cell Lymphoma. Adv Hematol. 2012;
2012:302570.
https://doi.org/10.1155/2012/302570.
[PubMed]
189. Nagel D, Bognar M, Eitelhuber AC, Kutzner K, Vincendeau
M, Krappmann D. Combinatorial BTK and MALT1
inhibition augments killing of CD79 mutant diffuse large B
cell lymphoma. Oncotarget. 2015; 6:42232–42242. https://
doi.org/10.18632/oncotarget.6273. [PubMed]

180. Davids MS, Seymour JF, Gerecitano JF, Kahl BS, Pagel
JM, Wierda WG, Anderson MA, Rudersdorf N, Gressick
LA, Montalvo NP, Yang J, Zhu M, Dunbar M, et al.
Phase I study of ABT-199 (GDC-0199) in patients with
relapsed/refractory (R/R) non-Hodgkin lymphoma (NHL):
www.oncotarget.com

190. Xia B, Qu F, Yuan T, Zhang Y. Targeting Bruton’s tyrosine
kinase signaling as an emerging therapeutic agent of B-cell
4071

Oncotarget

malignancies. Oncol Lett. 2015; 10:3339–3344. https://doi.
org/10.3892/ol.2015.3802. [PubMed]

the IkappaB kinase alpha. J Exp Med. 2002; 195:1647–1652.
https://doi.org/10.1084/jem.20020408. [PubMed]

191. Moschetta M, Reale A, Marasco C, Vacca A, Carratù MR.
Therapeutic targeting of the mTOR-signalling pathway in
cancer: benefits and limitations. Br J Pharmacol. 2014;
171:3801–3813.
https://doi.org/10.1111/bph.12749.
[PubMed]

200. Robertson MJ, Kahl BS, Vose JM, de Vos S, Laughlin
M, Flynn PJ, Rowland K, Cruz JC, Goldberg SL, Musib
L, Darstein C, Enas N, Kutok JL, et al. Phase II study of
enzastaurin, a protein kinase C beta inhibitor, in patients
with relapsed or refractory diffuse large B-cell lymphoma.
J Clin Oncol. 2007; 25:1741–1746. https://doi.org/10.1200/
JCO.2006.09.3146. [PubMed]

192. Martelli M, Ferreri AJM, Agostinelli C, Di Rocco A,
Pfreundschuh M, Pileri SA. Diffuse large B-cell lymphoma.
Crit Rev Oncol Hematol. 2013; 87:146–171. https://doi.
org/10.1016/j.critrevonc.2012.12.009. [PubMed]

201. Naylor TL, Tang H, Ratsch BA, Enns A, Loo A, Chen
L, Lenz P, Waters NJ, Schuler W, Dörken B, Yao YM,
Warmuth M, Lenz G, Stegmeier F. Protein kinase C
inhibitor sotrastaurin selectively inhibits the growth of
CD79 mutant diffuse large B-cell lymphomas. Cancer Res.
2011; 71:2643–2653. https://doi.org/10.1158/0008-5472.
CAN-10-2525. [PubMed]

193. Walter HS, Rule SA, Dyer MJS, Karlin L, Jones C,
Cazin B, Quittet P, Shah N, Hutchinson CV, Honda H,
Duffy K, Birkett J, Jamieson V, et al. A phase 1 clinical
trial of the selective BTK inhibitor ONO/GS-4059 in
relapsed and refractory mature B-cell malignancies.
Blood. 2016; 127:411–419. https://doi.org/10.1182/
blood-2015-08-664086. [PubMed]

202. Turner M, Schweighoffer E, Colucci F, Di Santo JP,
Tybulewicz VL. Tyrosine kinase SYK: essential functions
for immunoreceptor signalling. Immunol Today. 2000;
21:148–154. https://doi.org/10.1016/S0167-5699(99)015741. [PubMed]

194. Pasqualucci L, Dominguez-Sola D, Chiarenza A, Fabbri
G, Grunn A, Trifonov V, Kasper LH, Lerach S, Tang H,
Ma J, Rossi D, Chadburn A, Murty VV, et al. Inactivating
mutations of acetyltransferase genes in B-cell lymphoma.
Nature. 2011; 471:189–195. https://doi.org/10.1038/
nature09730. [PubMed]

203. Friedberg JW, Sharman J, Sweetenham J, Johnston PB,
Vose JM, Lacasce A, Schaefer-Cutillo J, De Vos S, Sinha
R, Leonard JP, Cripe LD, Gregory SA, Sterba MP, et al.
Inhibition of Syk with fostamatinib disodium has significant
clinical activity in non-Hodgkin lymphoma and chronic
lymphocytic leukemia. Blood. 2010; 115:2578–2585.
https://doi.org/10.1182/blood-2009-08-236471. [PubMed]

195. Yang Q, Modi P, Ramanathan S, Quéva C, Gandhi V.
Idelalisib for the treatment of B-cell malignancies. Expert
Opin Orphan Drugs. 2015; 3:109–123. https://doi.org/10.1
517/21678707.2014.978858.

204. Cheng S, Coffey G, Zhang XH, Shaknovich R, Song Z,
Lu P, Pandey A, Melnick AM, Sinha U, Wang YL. SYK
inhibition and response prediction in diffuse large B-cell
lymphoma. Blood. 2011; 118:6342–6352. https://doi.
org/10.1182/blood-2011-02-333773. [PubMed]

196. Chihara D, Cheah CY, Westin JR, Fayad LE, Rodriguez
MA, Hagemeister FB, Pro B, McLaughlin P, Younes A,
Samaniego F, Goy A, Cabanillas F, Kantarjian H, et al.
Rituximab plus hyper-CVAD alternating with MTX/Ara-C
in patients with newly diagnosed mantle cell lymphoma: 15year follow-up of a phase II study from the MD Anderson
Cancer Center. Br J Haematol. 2016; 172:80–88. https://doi.
org/10.1111/bjh.13796. [PubMed]

205. Flinn IW, Bartlett NL, Blum KA, Ardeshna KM, LaCasce
AS, Flowers CR, Shustov AR, Thress KS, Mitchell P, Zheng
F, Skolnik JM, Friedberg JW. A phase II trial to evaluate
the efficacy of fostamatinib in patients with relapsed
or refractory diffuse large B-cell lymphoma (DLBCL).
Eur J Cancer. 2016; 54:11–17. https://doi.org/10.1016/j.
ejca.2015.10.005. [PubMed]

197. Ghobrial IM, Redd RA, Matous J, Armand P, Boswell EN,
Chuma S, Noonan K, MacNabb MH, Banwait R, Hanlon
C, Leblebjian H, Warren D, Castillo JJ, et al. Final Results
of Phase I/II Trial of the Oral mTOR Inhibitor Everolimus
(RAD001) in Combination with Bortezomib and
Rituximab (RVR) in Relapsed or Refractory Waldenstrom
Macroglobulinemia. Blood. 2014; 124:3081–3081. https://
doi.org/10.1182/blood.V124.21.3081.3081.

206. Burke JM, Shustov A, Essell J, Patel-Donnelly D, Yang J,
Chen R, Ye W, Shi W, Assouline S, Sharman J. An Openlabel, Phase II Trial of Entospletinib (GS-9973), a Selective
Spleen Tyrosine Kinase Inhibitor, in Diffuse Large B-cell
Lymphoma. Clin Lymphoma Myeloma Leuk. 2018;
18:e327–e331. https://doi.org/10.1016/j.clml.2018.05.022.
[PubMed]

198. Lenz G, Hawkes E, Verhoef G, Haioun C, Thye Lim S,
Seog Heo D, Ardeshna K, Chong G, Haaber J, Shi W,
Gorbatchevsky I, Lippert S, Hiemeyer F, et al. Single-agent
activity of phosphatidylinositol 3-kinase inhibition with
copanlisib in patients with molecularly defined relapsed or
refractory diffuse large B-cell lymphoma. Leukemia. 2020;
34:2184–2197. https://doi.org/10.1038/s41375-020-0743-y.
[PubMed]

207. Coffey G, Betz A, DeGuzman F, Pak Y, Inagaki M, Baker
DC, Hollenbach SJ, Pandey A, Sinha U. The novel kinase
inhibitor PRT062070 (Cerdulatinib) demonstrates efficacy
in models of autoimmunity and B-cell cancer. J Pharmacol
Exp Ther. 2014; 351:538–548. https://doi.org/10.1124/
jpet.114.218164. [PubMed]

199. Saijo K, Mecklenbräuker I, Santana A, Leitger M, Schmedt C,
Tarakhovsky A. Protein kinase C beta controls nuclear factor
kappaB activation in B cells through selective regulation of
www.oncotarget.com

208. Ma J, Xing W, Coffey G, Dresser K, Lu K, Guo A, Raca
G, Pandey A, Conley P, Yu H, Wang YL. Cerdulatinib, a
4072

Oncotarget

novel dual SYK/JAK kinase inhibitor, has broad anti-tumor
activity in both ABC and GCB types of diffuse large B cell
lymphoma. Oncotarget. 2015; 6:43881–43896. https://doi.
org/10.18632/oncotarget.6316. [PubMed]

217. Klein U, Casola S, Cattoretti G, Shen Q, Lia M, Mo T,
Ludwig T, Rajewsky K, Dalla-Favera R. Transcription
factor IRF4 controls plasma cell differentiation and classswitch recombination. Nat Immunol. 2006; 7:773–782.
https://doi.org/10.1038/ni1357. [PubMed]

209. Lam B, Arikawa Y, Cramlett J, Dong Q, de Jong R, Feher V,
Grimshaw CE, Farrell PJ, Hoffman ID, Jennings A, Jones B,
Matuszkiewicz J, Miura J, et al. Discovery of TAK-659 an
orally available investigational inhibitor of Spleen Tyrosine
Kinase (SYK). Bioorg Med Chem Lett. 2016; 26:5947–
5950. https://doi.org/10.1016/j.bmcl.2016.10.087. [PubMed]

218. Sciammas R, Shaffer AL, Schatz JH, Zhao H, Staudt
LM, Singh H. Graded expression of interferon regulatory
factor-4 coordinates isotype switching with plasma cell
differentiation. Immunity. 2006; 25:225–236. https://doi.
org/10.1016/j.immuni.2006.07.009. [PubMed]

210. Liu D, Mamorska-Dyga A. Syk inhibitors in clinical
development for hematological malignancies. J Hematol
Oncol. 2017; 10:145. https://doi.org/10.1186/s13045-0170512-1. [PubMed]

219. Fabre C, Mimura N, Bobb K, Kong SY, Gorgun G, Cirstea
D, Hu Y, Minami J, Ohguchi H, Zhang J, Meshulam J,
Carrasco RD, Tai YT, et al. Correction: Dual Inhibition
of Canonical and Noncanonical NF-κB Pathways
Demonstrates Significant Antitumor Activities in Multiple
Myeloma. Clin Cancer Res. 2019; 25:2938. https://doi.
org/10.1158/1078-0432.CCR-19-0959. [PubMed]

211. Petrich AM, Gordon LI, Infante JR, Madan S, Giles FJ,
Nimeiri HS, Kaplan JB, Stumpo K, Zhang B, Faucette S,
Shou Y, Shih KC. Phase 1 Dose-Escalation Study of TAK659, an Investigational SYK Inhibitor, in Patients (Pts)
with Advanced Solid Tumor or Lymphoma Malignancies.
Blood. 2015; 126:2693–2693. https://doi.org/10.1182/
blood.V126.23.2693.2693.

220. Dubois S, Viailly PJ, Mareschal S, Bohers E, Bertrand
P, Ruminy P, Maingonnat C, Jais JP, Peyrouze P, Figeac
M, Molina TJ, Desmots F, Fest T, et al. Next-Generation
Sequencing in Diffuse Large B-Cell Lymphoma Highlights
Molecular Divergence and Therapeutic Opportunities: a
LYSA Study. Clin Cancer Res. 2016; 22:2919–2928. https://
doi.org/10.1158/1078-0432.CCR-15-2305. [PubMed]

212. Hailfinger S, Lenz G, Ngo V, Posvitz-Fejfar A, Rebeaud
F, Guzzardi M, Penas EM, Dierlamm J, Chan WC, Staudt
LM, Thome M. Essential role of MALT1 protease activity
in activated B cell-like diffuse large B-cell lymphoma. Proc
Natl Acad Sci U S A. 2009; 106:19946–19951. https://doi.
org/10.1073/pnas.0907511106. [PubMed]

221. Gan L, Yang Y, Li Q, Feng Y, Liu T, Guo W. Epigenetic
regulation of cancer progression by EZH2: from biological
insights to therapeutic potential. Biomark Res. 2018; 6:10.
https://doi.org/10.1186/s40364-018-0122-2. [PubMed]

213. Fontan L, Yang C, Kabaleeswaran V, Volpon L, Osborne MJ,
Beltran E, Garcia M, Cerchietti L, Shaknovich R, Yang SN,
Fang F, Gascoyne RD, Martinez-Climent JA, et al. MALT1
small molecule inhibitors specifically suppress ABCDLBCL in vitro and in vivo. Cancer Cell. 2012; 22:812–824.
https://doi.org/10.1016/j.ccr.2012.11.003. [PubMed]

222. ICML 2017: Phase II Trial of Tazemetostat in Relapsed or
Refractory Follicular Lymphoma and DLBCL. The ASCO
Post. 2017. https://ascopost.com/News/57756.
223. Engelman JA. Targeting PI3K signalling in cancer:
opportunities, challenges and limitations. Nat Rev Cancer.
2009; 9:550–562. https://doi.org/10.1038/nrc2664. [PubMed]

214. Nagel D, Spranger S, Vincendeau M, Grau M, Raffegerst S,
Kloo B, Hlahla D, Neuenschwander M, Peter von Kries J,
Hadian K, Dörken B, Lenz P, Lenz G, et al. Pharmacologic
Inhibition of MALT1 Protease by Phenothiazines as a
Therapeutic Approach for the Treatment of Aggressive
ABC-DLBCL. Cancer Cell. 2012; 22:825–837. https://doi.
org/10.1016/j.ccr.2012.11.002. [PubMed]

224. Petrich AM, Leshchenko V, Kuo PY, Xia B, Thirukonda
VK, Ulahannan N, Gordon S, Fazzari MJ, Ye BH, Sparano
JA, Parekh S. Akt inhibitors MK-2206 and nelfinavir
overcome mTOR inhibitor resistance in diffuse large
B-cell lymphoma. Clin Cancer Res. 2012; 18:2534–
2544. https://doi.org/10.1158/1078-0432.CCR-11-1407.
[PubMed]

215. Huang X, Meng B, Iqbal J, Ding BB, Perry AM, Cao W,
Smith LM, Bi C, Jiang C, Greiner TC, Weisenburger DD,
Rimsza L, Rosenwald A, et al. Activation of the STAT3
signaling pathway is associated with poor survival in
diffuse large B-cell lymphoma treated with R-CHOP. J
Clin Oncol. 2013; 31:4520–4528. https://doi.org/10.1200/
JCO.2012.45.6004. [PubMed]

225. Mi W, Ye Q, Liu S, She QB. AKT inhibition overcomes
rapamycin resistance by enhancing the repressive function
of PRAS40 on mTORC1/4E-BP1 axis. Oncotarget. 2015;
6:13962–13977. https://doi.org/10.18632/oncotarget.3920.
[PubMed]
226. Majchrzak A, Witkowska M, Smolewski P. Inhibition of
the PI3K/Akt/mTOR Signaling Pathway in Diffuse Large
B-Cell Lymphoma: Current Knowledge and Clinical
Significance. Molecules. 2014; 19:14304–14315. https://
doi.org/10.3390/molecules190914304. [PubMed]

216. Lam LT, Davis RE, Pierce J, Hepperle M, Xu Y, Hottelet
M, Nong Y, Wen D, Adams J, Dang L, Staudt LM. Small
molecule inhibitors of IkappaB kinase are selectively toxic
for subgroups of diffuse large B-cell lymphoma defined by
gene expression profiling. Clin Cancer Res. 2005; 11:28–40.
[PubMed]

www.oncotarget.com

4073

Oncotarget

