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ABSTRACT
Many RAS pathway inhibitors, including pan-RAF inhibitors, have shown
significant anti-tumor activities in both solid and hematological tumors. The panRAF inhibitor, TAK-580, is a representative of the novel RAF inhibitors that act by
disrupting RAF homo- or heterodimerization. In this study, we examined the antitumor effects of TAK-580 used as monotherapy or in combination with bortezomib,
lenalidomide, or other novel agents in multiple myeloma (MM) cells in vitro. TAK-580
monotherapy potently targeted proteins in the RAS-RAF-MEK-ERK signaling pathway
and induced potent cytotoxicity and apoptosis in MM cell lines and myeloma cells
from patients with newly diagnosed and relapsed and/or refractory MM, compared
with a representative RAF inhibitor, dabrafenib. Normal donor peripheral blood B
lymphocytes and cord blood CD34-positive cells were not affected. Importantly, TAK580 significantly inhibited phospho-FOXO3 and induced upregulation of BimL and
BimS in a dose-dependent manner, finally leading to apoptosis in MM cells. Moreover,
TAK-580 enhanced bortezomib-induced cytotoxicity and apoptosis in MM cells via the
FOXO3-Bim axis and the terminal unfolded protein response. Importantly, TAK-580
also enhanced lenalidomide-induced cytotoxicity and apoptosis in MM cells. Taken
together, our results provide the rationale for TAK-580 monotherapy and/or treatment
in combination with novel agents to improve outcomes in patients with MM.

INTRODUCTION

novel therapies including bortezomib (BTZ), thalidomide,
and lenalidomide (LEN) [1, 3, 4]. However, MM is still
considered an incurable disease, and the advent of nextgeneration novel therapies is awaited.
The rat sarcoma (RAS)-v-raf murine sarcoma
viral oncogene homolog (RAF)-mitogen-activated
protein kinase/extracellular signal-regulated kinase
kinase (MEK)-extracellular signal-regulated kinase
(ERK) signaling pathway is one of the most extensively
characterized pathways in oncogenesis and plays a crucial
role in the regulation of cell proliferation, survival, and
motility/invasion [5]. The RAS pathway plays a main role
in the transformation from monoclonal gammopathy of
undetermined significance (MGUS) to MM. Activating
RAS mutations (mainly neuroblastoma ras viral oncogene

Multiple myeloma (MM) is a B-cell malignancy
characterized by clonal proliferation of abnormal plasma
cells driven by genetic abnormalities in the specific bone
marrow microenvironment and niche, excess production
of monoclonal protein in the serum and/or urine, osteolytic
bone lesions, and immunodeficiency [1, 2]. In recent
years, a revolution in treatment strategies has prolonged
the survival of patients with both newly diagnosed and
relapsed/refractory MM. These treatments include
high-dose chemotherapy and stem cell transplantation;
immunotherapies including two monoclonal antibodies
(daratumumab and elotuzumab), bi-specific T-cell
engagers, and chimeric antigen receptor therapy; and
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homolog (NRAS) or v-ki-ras2 kirsten rat sarcoma viral
oncogene homolog (KRAS)) are detected in 32–50% of
patients with MM [6]. Furthermore, >70% of patients
have RAS/RAF mutations present at relapse [7]. Patients
with RAS mutations have significantly shorter overall
survival (OS) and progression-free survival, indicating
that RAS mutations are an independent prognostic factor
in MM [8], and NRAS mutations significantly decrease the
sensitivity of myeloma to single-agent BTZ therapy [9].
Therefore, the RAS-RAF-MEK-ERK pathway is believed
to be a promising target for anti-MM therapy [7]. Many
RAS pathway inhibitors, including RAF inhibitors and
MEK inhibitors, have been developed [5]. However, RAS
pathway-driven cancers, including MM, are particularly
aggressive and are refractory to current therapeutic
interventions (mainly RAF and MEK inhibitors), typically
due to narrow therapeutic windows, paradoxical pathway
activation, feedback induction of phosphatidylinositol-3
kinase/Akt signaling, and/or drug resistance,
demonstrating an unmet medical need [10]. Therefore,
the best way to use RAF/MEK inhibitors to overcome
these resistance mechanisms has yet to be elucidated.
Importantly, TAK-580 (Supplementary Figure 1), which
is a representative of a novel category of RAF inhibitors,
acts by disrupting RAF homo- or heterodimerization
and leads to inhibition of MEK, because TAK-580 can
interfere with signaling through wild-type RAF as well as
mutant RAF [11]. Moreover, TAK-580 efficiently crosses
the blood-brain barrier [12, 13] and significantly inhibits
pediatric low-grade astrocytoma cells with BRAFV600E
in vitro and in vivo [12]. Therefore, TAK-580 is expected
to be a promising pan-RAF inhibitor.
In the present study, we demonstrate that TAK580, alone or in combination with novel agents, shows
significant synergistic anti-myeloma effects in MM cells
in vitro, providing the framework for its clinical evaluation
to improve MM patient outcome.

compared with dabrafenib (Figure 1B). In addition, TAK580 also inhibited growth of KMS-11 and U266 cells
in a time-dependent manner (Supplementary Figure 2).
Moreover, TAK-580 also potently inhibited newly
diagnosed MM and relapsed/refractory MM (RRMM)
cells from patients (Figure 1C), without affecting normal
donor peripheral blood B lymphocytes and cord blood
CD34-positive cells (Figure 1D). Taken together, these
results indicate that TAK-580 potently targets RAS-RAFMEK-ERK signaling pathway proteins and induces potent
cytotoxicity in MM cells.

TAK-580 induces apoptosis in MM cells
We next investigated the mechanism of cytotoxicity
triggered by TAK-580 using annexin V/PI staining and
western blotting in MM cells. The analysis showed a
significant dose-dependent increase in annexin V-positive
cells after treatment with TAK-580 in INA-6 and RPMI8226 cells (Figure 2A), without affecting normal donor
peripheral blood B lymphocytes (Figure 2B). In addition,
TAK-580 markedly induced caspase-3 and PARP cleavage
in RPMI-8226 cells in a dose- and time-dependent manner
(Figure 2C). Taken together, these results strongly suggest
that TAK-580 triggers caspase-dependent apoptosis in
MM cells.

TAK-580 induces apoptosis via the FOXO3-Bim
axis in MM cells
We next examined the mechanism of apoptosis
induced by TAK-580 in MM cell lines. We evaluated
expression of FOXO3 mRNA in MM patient samples
using publicly available gene expression profiling data
because FOXO3 has been implicated in the pathogenesis
of several other cancers [14]. In the GSE6477 data
set, FOXO3 expression was significantly elevated in
smoldering and newly diagnosed MM patient samples
compared with normal plasma cells (Figure 3A). On
the other hand, FOXO3 expression was significantly
decreased in relapsed MM patient samples compared with
smoldering MM patient samples (Figure 3A). Moreover,
when we subdivided MM samples into two groups based
on FOXO3 expression, individuals with low expression
(3-year OS 74.4%, 95% confidence interval: 66.1–81.0)
tended to have shorter survival than those with high
expression (3-year OS 82.4%, 95% confidence interval:
74.7–88.0) (Figure 3B). These results indicated that
FOXO3 is involved in early stage disease progression
of MM; however, a decrease in FOXO3 may be a poor
prognostic factor for OS when the degree of dependence
on the FOXO3 pathway decreases.
Wang et al. reported that FOXO3-mediated
upregulation of Bim is a key mechanism for cancer cell
apoptosis [15]. Therefore, we next examined the effect
of TAK-580 on the FOXO3-Bim axis in MM cells.

RESULTS
TAK-580 specifically inhibits the RAS-RAFMEK-ERK pathway and induces anti-myeloma
effects in MM cells
First, we assessed whether the pan-RAF inhibitor,
TAK-580, specifically inhibits key proteins in the RASRAF-MEK-ERK pathway in MM cells using western blot
analysis. Significant degradation of key RAS-RAF-MEKERK pathway regulators (B-Raf, C-Raf, phospho-MEK,
and phospho-ERK) was triggered by TAK-580 in a dosedependent manner in MM cell lines, especially in U266
and INA-6, compared with dabrafenib, a representative
RAF inhibitor (Figure 1A).
We next examined the growth inhibitory effect of
TAK-580 in MM cells. TAK-580 significantly inhibited
growth of these MM cell lines in a dose-dependent manner
www.oncotarget.com
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Interestingly, TAK-580 inhibited phospho-FOXO3 in
a dose-dependent manner in INA-6 cells (Figure 3C).
Bim has three main isoforms generated by alternative
splicing: BimEL, BimL, and the most pro-apoptotic
variant, BimS [16, 17]. We also confirmed that TAK-580
significantly induced upregulation of BimL and BimS in a
dose-dependent manner in RPMI-8226 and INA-6 cells
(Figure 3D). Taken together, these results indicate that
TAK-580 triggers cytotoxicity and induces apoptosis via
the FOXO3-Bim axis in MM cells, especially in the early
stage of pathogenesis of MM.

combination effect on endoplasmic reticulum (ER) stress,
because the unfolded protein response (UPR) induced
by excessive ER stress is one of the major apoptosis
mechanisms for BTZ [18]. Importantly, CHOP, a major
ER stress-mediated apoptosis executer, was significantly
enhanced by TAK-580 in combination with BTZ in RPMI8226 cells (Supplementary Figure 3C). On the other hand,
although TAK-580 or BTZ alone induced p-AKT via
feedback activation, p-AKT was not enhanced by this
combination in KMS-11 cells (Supplementary Figure
3B). Taken together, these results indicated that TAK-580
enhanced BTZ-induced cytotoxicity and apoptosis in MM
cells via the FOXO3-Bim axis and the terminal UPR.

The combination of TAK-580 and BTZ triggers
synergistic anti-MM activity

TAK-580 induces synergistic cytotoxicity with
LEN in MM cells

We next assessed the anti-MM effect of TAK-580
in combination with BTZ using the Cell Titer-Glo® Cell
Viability assay. The combination of TAK-580 plus BTZ
induced additive or synergistic cytotoxicity in KMS11 cells (Figure 4A). In addition, annexin V/PI staining
showed that TAK-580 significantly enhanced apoptosis
induced by BTZ in RPMI-8226 cells (Figure 4B).
We then examined the combination effect on the
modulation of the FOXO3-Bim axis in MM cell lines
using western blot analysis. Importantly, cleavage of PARP
and caspase-3 was significantly enhanced by TAK-580 in
combination with BTZ in RPMI-8226 cells (Figure 4C).
In addition, TAK-580 and BTZ synergistically inhibited
phospho-FOXO3 in KMS-11 cells (Figure 4D;
Supplementary Figure 3A). Furthermore, Bim expression
was enhanced by TAK-580 in combination with BTZ
in RPMI-8226 cells (Figure 4E). We also examined the
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We next examined the anti-MM effect of TAK580 in combination with LEN in the KMS-11 MM cell
line using the Cell Titer-Glo® Cell Viability assay. The
combination of TAK-580 and LEN induced synergistic
cytotoxicity in KMS-11 cells (Figure 5A and 5B). In
addition, annexin V/PI staining showed that TAK580 significantly enhanced apoptosis that was induced
by LEN in KMS-11 cells (Figure 5C). Moreover, we
explored the mechanism of the anti-MM effect of the
TAK-580 plus LEN combination. Interestingly, TAK580 and LEN synergistically inhibited c-Myc, a major
cereblon modulated factor and master regulator in MM, in
KMS-11 cells (Figure 5D). Taken together, these results
indicated that TAK-580 also enhanced LEN-induced MM
cytotoxicity and apoptosis in MM cells.
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Figure 1: TAK-580 specifically inhibits the RAS-RAF-MEK-ERK pathway and induces anti-myeloma effects in MM
cells. (A) RPMI-8226, U266, INA-6, and KMS-11 MM cell lines were treated with the indicated doses of TAK-580 (0–10 µM) or

dabrafenib (0–10 µM) for 24 h. Whole-cell lysates were subjected to western blotting using B-Raf, C-Raf, p-MEK1/2, MEK1/2, p-ERK,
ERK, and β-Actin Abs. (B) RPMI-8226, U266, INA-6, and KMS-11 MM cell lines were cultured with TAK-580 (0–60 µM) or dabrafenib
(0–60 µM) for 48 h. In each case, the cell viability of triplicate cultures was assessed with the Cell Titer-Glo® Cell Viability Assay and
expressed as the percentage of the untreated control. Data are the mean ± standard deviation (SD). (C) Cells from five patients with newly
diagnosed multiple myeloma (NDMM) and five patients with relapsed/refractory multiple myeloma (RRMM) were cultured with TAK580 (0–20 µM) for 48 h. In each case, the cell viability of triplicate cultures was assessed with the Cell Titer-Glo® Cell Viability Assay
and expressed as the percentage of the untreated control. Data are the mean ± SD. (D) Peripheral blood B lymphocytes from three normal
donors and CD34-positive cells from three donors of cord blood were cultured with TAK-580 (0–20 µM) for 48 h. In each case, the cell
viability of triplicate cultures was assessed with the Cell Titer-Glo® Cell Viability Assay and expressed as the percentage of the untreated
control. Data are the mean ± SD.

TAK-580 induces synergistic cytotoxicity with
next-generation proteasome inhibitors or
immunomodulatory drugs

inhibition of apoptosis, and drug resistance [19, 20]. The
BRAFV600E mutation contributes to the pathogenesis
of malignant melanoma [21]. The combination of a panRAF inhibitor and a MEK inhibitor shows an excellent
effect on patients with this mutation [21, 22], has already
been clinically applied [23], and is considered to be a
successful example of inhibiting the RAS-RAF-MEKERK pathway. On the other hand, RAS mutations may be
key players in malignant transformation of clonal plasma
cells and myeloma pathogenesis [24]. Importantly, other
groups have shown that NRAS or KRAS mutations confer
resistance of various malignancies including MM to
typical or molecular targeted chemotherapies [9, 25–27].
Although blocking the RAS-RAF-MEK-ERK pathway
was thought to be an attractive option for treating MM
[6], the effects of inhibitors targeting the RAS-RAFMEK-ERK pathway so far have been limited [6, 28], and
new-generation RAS inhibitors are awaited. Our group is

Next, we explored the mechanism of the anti-MM
effect of the combination of TAK-580 plus next-generation
proteasome inhibitors or immunomodulatory drugs
(IMIDs). Interestingly, annexin V/PI staining showed
that TAK-580 significantly enhanced apoptosis that was
induced by POM, CFZ, or IXA in KMS-11 cells (Figure 6).
Taken together, these results indicated that TAK-580 also
enhanced the cytotoxicity and apoptosis induced by nextgeneration proteasome inhibitors or IMIDs in MM cells.

DISCUSSION
The RAS-RAF-MEK-ERK signaling pathway plays
an important role in tumorigenesis, cell proliferation,
www.oncotarget.com
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now focusing on the potential of RAS-RAF-MEK-ERK
pathway inhibitors, and we have already reported the
synergistic combination effect of the novel selective heat
shock protein (HSP)90α/β inhibitor, TAS-116, and RASRAF-MEK-ERK inhibitors in RAS-mutated or BRAFmutated MM cells [29]. This time, we focused on a novel
pan-RAF inhibitor, TAK-580. In the present study, TAK580 showed a superior anti-myeloma effect compared to
the existing drug, dabrafenib, and importantly also showed
excellent cytotoxic effects on MM cells that are resistant
to multiple regimens. Two classes of RAF inhibitors have
been developed: class I BRAF mutant-selective inhibitors
(vemurafenib, dabrafenib) and class II pan-RAF inhibitors

(sorafenib). Importantly, many class I inhibitors bind to the
“Asp-Phe-Gly (DFG)-in” active conformation of BRAF,
and promote transactivation of wild-type RAF, leading
to paradoxical activation of the MAPK pathway and
chemoresistance [13, 30, 31]. TAK-580 is a novel class
II pan-RAF inhibitor, binds to the inactive, “DFG-out”
conformation of BRAF, and potently inhibits both wildtype and mutant RAF kinases, possibly leading to a more
effective blockade of the MAPK pathway with minimal
paradoxical activation [13, 31]. Therefore, TAK-580 is
considered to have the ability to overcome resistance, and
is considered to be a very promising drug for the treatment
of MM.

Figure 2: TAK-580 induces apoptosis in MM cells. (A) INA-6 cells were treated with TAK-580 (0–20 µM) for 24 h; RPMI-8226

cells were treated with TAK-580 (0–20 µM) for 48 h. Apoptotic cells were analyzed with flow cytometry using annexin V/PI staining.
Apoptosis was assessed as the percentage of annexin V-positive cells. (B) Normal donor peripheral blood B lymphocytes were treated
with dimethylsulfoxide or TAK-580 (10 µM) for 48 h. Apoptotic cells were analyzed with flow cytometry using annexin V/PI staining.
Apoptosis was assessed as the percentage of annexin V-positive cells. (C) RPMI-8226 cells were treated with TAK-580 (0–10 µM) for 4 or
24 h. Whole-cell lysates were subjected to western blotting using PARP, cleaved caspase-3, and β-Actin Abs. FL, full-length; CF, cleaved
form. (Upper right panel): The graph represents ratios of PARP CF density relative to β-Actin in Figure 2C. (Lower right panel): The graph
represents ratios of cleaved caspase-3 density relative to β-Actin in Figure 2C.
www.oncotarget.com
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FOXO3a is a member of the FOXO subfamily of
forkhead transcription factors that mediate a variety of
cellular processes including apoptosis, proliferation, cell
cycle progression, DNA damage, and tumorigenesis [14].
Importantly, FOXO3a is an important regulator of Bim
expression [32], and FOXO3a transcriptional activity is
inhibited when phosphorylated [33]. In the present study,

we also found that TAK-580 dose dependently inhibited
phosphorylation of FOXO3, and induced upregulation of
BimL and BimS (Figure 3C; Figure 3D). Because BRAF
acts upstream of Bim [34], and decreased phosphorylation
of FOXO3 leads to FOXO3 activation and subsequent
activation of Bim expression, the FOXO3a-Bim axis
possibly primes TAK-580-induced apoptosis signaling.

Figure 3: TAK-580 induces apoptosis via the FOXO3-Bim axis in MM cells. (A) Publicly available microarray

GSE6477 data sets were analyzed for mRNA expression of FOXO3 in normal plasma cells (Normal), monoclonal gammopathy
of undetermined significance (MGUS), smoldering multiple myeloma (Smoldering), newly diagnosed multiple myeloma (Newly),
and relapsed multiple myeloma (Relapsed) using the Kruskal-Wallis test. (B) Kaplan-Meier overall survival curves of MM patients
according to FOXO3 expression above or below the value of 4000, based on gene expression omnibus dataset GSE4581. The black
line indicates the patient group with lower FOXO3 expression, whereas the red line represents the group of patients with higher
FOXO3 expression. (C) (Left panel): INA-6 cells were treated with TAK-580 (0–20 µM) for 3 h. Whole-cell lysates were subjected
to western blotting using phospho-FOXO3 (p-FOXO3), FOXO3, and β-Actin Abs. (Right panel): The graph represents ratios of
p-FOXO3 density relative to FOXO3 in Figure 3C. (D) (Left panel): RPMI-8226 and INA-6 cells were treated with TAK-580 (0–10
µM) for 48 h. Whole-cell lysates were subjected to western blotting using Bim and β-Actin Abs. Bim has three main isoforms
generated by alternative splicing: BimEL, BimL, and the most pro-apoptotic variant, BimS. (Right panel): The graph represents ratios
of Bim(L+S) density relative to β-Actin in Figure 3D.
www.oncotarget.com
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Importantly, TAK-580 in combination with BTZ can
further enhance apoptotic signaling via the FOXO3a-Bim
axis and also the terminal UPR (Figure 4D; Figure 4E;
Supplementary Figure 3). These results indicate that TAK580 alone or in combination with BTZ induces excellent
anti-myeloma effects in MM cells. Furthermore, TAK580 also enhanced cytotoxicity and apoptosis induced by
next-generation proteasome inhibitors (CFZ and IXA) or
IMIDs (POM) in MM cells (Figure 6). Taken together,
TAK-580 is considered to be an excellent chemo-sensitizer
for BTZ or next-generation novel agents.
BTZ is still a very important therapeutic component
that forms the backbone of MM treatment in real-life
practice [35]. Even in daily clinical practice, we often
consider possible treatment combinations based on the
LEN- and BTZ-sensitive/refractory status [36]. However,
the biggest problem is that MM cells eventually become
resistant to BTZ via various mechanisms [37]. Although
second- and third-generation proteasome inhibitors have
been developed, this problem has not been solved. MM
is a very heterogeneous disease and includes various
subclones. Thus, overcoming the BTZ-resistance
mechanism by using this drug in combination with other
agents is required [36]. Importantly, NRAS mutation
significantly reduces myeloma sensitivity to single-agent
BTZ therapy [9]. In addition, MM patients harboring
oncogenic KRAS often have a worse outcome compared
with those with NRAS mutations or wild-type RAS [6,
38]. As one of the mechanisms by which RAS mutations
induce drug resistance, deregulated RAS-RAF-MEKERK activity contributes to anti-apoptotic molecules in
MM cells, and is associated with greater relapse, shorter
survival, and drug resistance [6, 39]. In the present study,
TAK-580 specifically inhibited the RAS-RAF-MEK-ERK
pathway and significantly induced anti-myeloma effects
and apoptosis in NRAS-mutated INA-6 and KRAS-mutated
RPMI-8226 MM cell lines. These results suggest that
TAK-580 partly overcomes BTZ resistance in MM cells.
We also found that TAK-580 showed excellent
synergistic anti-MM effects with LEN in MM cell lines via
inhibition of c-Myc (Figure 5A–5D). Most importantly,
this combination can be administered as an all-oral
regimen. MM is a disease of the elderly, and determination
of how to treat elderly and fragile patients is a very
important point [40]. Novel drugs such as daratumumab
and carfilzomib have led to more profound responses
and a clear survival prolongation in MM patients [41].
However, aside from regimens that aim for a complete
response, protocols aimed at control of symptoms of
hypercalcemia, renal failure, anemia, and bone lesions
(CRAB) and protocols that emphasize quality of life are
also required [42]. The IXA, LEN, and dexamethasone
(IRd) regimen is an all-oral, effective triplet regimen [43].
In addition, IRd is also effective for high-risk fluorescence
in situ hybridization patients in subgroup analysis of the
TOURMALINE-MM1 study of IRd versus placebo-Rd
www.oncotarget.com

in patients with RRMM [44]. Because TAK-580 shows
significant anti-myeloma effects in RRMM cells, and
LEN has an excellent synergistic effect with various novel
agents [45], the combination of TAK-580 and LEN is
considered to provide significant synergistic effects, even
in aggressive RRMM cases. These results suggest that
TAK-580 may also be an excellent chemo-sensitizer for
LEN, and the all-oral combination of TAK-580 and LEN
enhances anti-myeloma effects even in RRMM cases.
Stratified medicine is becoming more important in
the area of MM treatment. The best example is venetoclax
for t(11;14) MM [46]. t(11;14), which induces the IgHCCND1 fusion transcript, is seen in 15–20% of patients
with MM, and may be an intermediate risk factor in MM
[46, 47]. Venetoclax is a selective, orally bioavailable
BCL-2 inhibitor, and has shown excellent effects in vitro
and in vivo for MM cases with t (11;14) [46]. In particular,
venetoclax shows significant cytotoxic effects in MM
cell lines with CCND1 translocation, regardless of the
mutation status of TP53 [48]. This example is considered
to be a precursor to tailor-made medicine. With the advent
of the genome era, advances in genomics and epigenomics
are revolutionizing understanding of mechanisms
underlying MM with next-generation sequencing and
other tests [49, 50]. Although malignant melanoma is
the best example, if MM cases that are highly dependent
on the RAS-RAF-MEK-ERK pathway can be identified
at the first examination, combining BTZ or LEN with a
pan-RAF inhibitor in these cases from an early stage is
recommended. Whether treatment until the first relapsing
phase is successful is a very important point. Clearly,
development of further RAS-RAF-MEK-ERK pathway
inhibitors is promising for treatment of RAS-RAF-MEKERK pathway-dysregulated MM.
In conclusion, TAK-580 alone or in combination
with novel drugs showed significant anti-myeloma effects
on MM cells in vitro, providing the framework for its
clinical evaluation to improve the outcome of patients
with MM.

MATERIALS AND METHODS
Reagents
The pan-RAF inhibitor, TAK-580, was provided by
Takeda Pharmaceuticals International Co. (Cambridge,
MA, USA). BTZ, LEN, pomalidomide (POM),
carfilzomib (CFZ), ixazomib (IXA), and dabrafenib were
obtained from Selleck Chemicals (Houston, TX, USA).

Human cell lines
The human MM cell lines, RPMI-8226 and KMS11, were purchased from the Japanese Collection of
Research Bioresources cell bank (Osaka, Japan). The U266
human cell line was kindly provided by Dr. Shinsuke Iida
3990
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Figure 4: The combination of TAK-580 and BTZ triggers synergistic anti-MM activity. (A) (Left panel): KMS-11 cells

were treated with TAK-580 (0–8 µM) in combination with BTZ (0–12 nM) for 48 h. In each case, the cell viability of triplicate cultures
was assessed with the Cell Titer-Glo® Cell Viability Assay and expressed as the percentage of the untreated control. Data are the mean ±
SD. (Right panel): Isobologram analysis shows the synergistic or additive cytotoxic effect of TAK-580 and BTZ. Light blue, blue, orange,
and red rhombuses indicate CI values of the combination of TAK-580 and BTZ; 0.94 (TAK-580 4 µM and BTZ 9 nM), 0.96 (TAK-580 4
µM and BTZ 12 nM), 0.94 (TAK-580 8 µM and BTZ 9 nM), and 0.97 (TAK-580 4 µM and BTZ 12 nM), respectively. CI < 1.0 indicates
synergism; CI = 1.0 indicates an additive effect; and CI > 1.0 indicates antagonism. CI, combination index; Fa, fraction affected. (B) RPMI8226 cells were cultured with TAK-580 (20 µM), BTZ (10 nM), or TAK-580 plus BTZ for 24 h. Apoptotic cells were analyzed with flow
cytometry using annexin V/PI staining. Apoptosis was assessed as the percentage of annexin V-positive cells. (C) RPMI-8226 cells were
treated with TAK-580 (20 µM) alone or in combination with BTZ (10 nM) for 24 h. Whole-cell lysates were subjected to western blotting
using PARP, cleaved caspase-3, and β-Actin Abs. FL, full-length; CF, cleaved form. (D) KMS-11 cells were treated with TAK-580 (20 µM)
alone or in combination with BTZ (20 nM) for 5 h. Whole-cell lysates were subjected to western blotting using phospho-FOXO3, FOXO3,
and β-Actin Abs. (E) RPMI-8226 cells were treated with TAK-580 (20 µM) alone or in combination with BTZ (10 nM) for 5 h. Wholecell lysates were subjected to western blotting using Bim and β-Actin Abs. Bim has three main isoforms generated by alternative splicing:
BimEL, BimL, and the most pro-apoptotic variant, BimS.
www.oncotarget.com
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Figure 5: TAK-580 induces synergistic cytotoxicity with lenalidomide (LEN) in MM cells. (A) (Left panel): KMS-11 cells

were treated with TAK-580 (0–20 µM) in combination with LEN (0–20 µM) for 48 h. In each case, the cell viability of triplicate cultures
was assessed with the Cell Titer-Glo® Cell Viability Assay and expressed as the percentage of the untreated control. Data are the mean ±
SD. (B): Isobologram analysis shows the synergistic or additive cytotoxic effect of TAK-580 and LEN in Figure 5A. Light blue, orange,
red, and blue rhombuses indicate CI values of the combination of TAK-580 and LEN; 0.63 (TAK-580 10 µM and LEN 5 µM), 0.62 (TAK580 10 µM and LEN 20 µM), 0.63 (TAK-580 20 µM and LEN 5 µM), and 0.56 (TAK-580 20 µM and LEN 20 µM), respectively. CI < 1.0
indicates synergism; CI = 1.0 indicates an additive effect; and CI > 1.0 indicates antagonism. CI, combination index; Fa, fraction affected.
(C) KMS-11 cells were cultured with TAK-580 (20 µM), LEN (40 µM), or TAK-580 plus LEN for 72 h. Apoptotic cells were analyzed with
flow cytometry using annexin V/PI staining. Apoptosis was assessed as the percentage of annexin V-positive cells. (D) (Left panel): KMS11 cells were treated with TAK-580 (20 µM) alone or in combination with LEN (20 µM) for 48 h. Whole-cell lysates were subjected to
western blotting using c-Myc and β-Actin Abs. (Right panel): The graph represents ratios of c-Myc density relative to β-Actin in Figure 5D.
www.oncotarget.com
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Primary cells

(Nagoya City University, Aichi, Japan). The interleukin6-dependent INA-6 human cell line was provided by Dr.
Kenneth C. Anderson (Dana-Farber Cancer Institute,
Boston, MA, USA). All MM cell lines were cultured
in RPMI 1640 containing 10% fetal bovine serum
(FUJIFILM Wako, Osaka, Japan), 2 µM l-glutamine, 100
U/mL penicillin, and 100 µg/mL streptomycin (Thermo
Fisher Scientific, Waltham, MA, USA), plus 10 ng/mL
interleukin-6 only for INA-6 cells.

MM cells from bone marrow samples from patients,
normal B cells from healthy donor peripheral blood, and
CD34 cells from cord blood were obtained after informed
consent was obtained. This study was performed in
accordance with the Declaration of Helsinki and was
approved by the Institutional Review Board of the Tokai
University School of Medicine. Mononuclear cells were

Figure 6: TAK-580 induces synergistic cytotoxicity with other novel agents in MM cells. KMS-11 cells were cultured with

TAK-580 (20 μM), POM (40 μM), or TAK-580 plus POM for 72 h; TAK-580 (20 μM), CFZ (1 nM), or TAK-580 plus CFZ for 24 h; TAK580 (20 μM), IXA (30 nM), or TAK-580 plus IXA for 48 h. Apoptotic cells were analyzed with flow cytometry using annexin V/PI staining.
Apoptosis was assessed as the percentage of annexin V-positive cells.
www.oncotarget.com
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Statistical analysis

separated using Ficoll-Hypaque density sedimentation,
and plasma cells were purified by positive selection with
anti-CD138 magnetic-activated cell separation microbeads
(Miltenyi Biotec, Bergisch Gladbach, Germany). Normal
B cells were purified by positive selection with antiCD19 and anti-CD20 magnetic-activated cell separation
microbeads (Miltenyi Biotec). Cord blood CD34-positive
and -negative specimens were primarily prepared using
the CD34 Progenitor Cell Isolation Kit (Miltenyi Biotec).
CD34-positive cells were then purified again using antihuman CD34 mAbs (Beckman Coulter, Brea, CA, USA),
in combination with or without an anti-CD38 antibody
(Becton Dickinson, Franklin Lakes, NJ, USA), with a
fluorescence activated cell sorting vantage instrument
(Becton Dickinson).

Statistical significance was determined using the
Student’s t-test. Probability values of P < 0.05 were
considered statistically significant. The combination index
(CI) values were calculated by isobologram analysis using
the CompuSyn Version 1.0 software program (ComboSyn,
Paramus, NJ, USA). A CI of less than, equal to, and more
than 1.0 indicates synergism, an additive effect, and
antagonism, respectively.
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was assessed with Cell Titer-Glo® Cell Viability assays, as
indicated by the manufacturer’s protocol.

ACKNOWLEDGMENTS
The authors wish to acknowledge the Support Center
for Medical Research and Education, Tokai University, for
technical support.

Western blotting

CONFLICTS OF INTEREST

MM cells were cultured with or without novel
or conventional agents; cells were then harvested,
washed, and lysed as reported [51, 52]. Cell lysates were
subjected to SDS-PAGE, transferred to membranes, and
immunoblotted with the following antibodies: B-Raf,
C-Raf, phospho-MEK1/2, MEK1/2, phospho-ERK, ERK,
phospho-v-akt murine thymoma viral oncogene homolog
(AKT), AKT, cleaved caspase-3, poly (ADP-ribose)
polymerase (PARP), phospho-forkhead box O3 (FOXO3),
FOXO3, B-cell lymphoma 2 (Bcl-2) interacting mediator
of cell death (Bim), cellular myelocytomatosis (c-Myc),
CCAAT-enhancer-binding protein homologous protein
(CHOP), and β-Actin (all from Cell Signaling, Beverly,
MA, USA). Protein expression was quantified using
ImageJ (National Institutes of Health, Bethesda, MD,
USA).

Authors have no conflicts of interest to declare.

FUNDING
This study was supported by Grants-in-Aid
for Scientific Research of the Japan Society for the
Promotion of Science KAKENHI, the Japanese Society
of Hematology Research Grant, and the Japanese Society
of Myeloma Research Award Grant, as well as the 2019
Tokai University School of Medicine Research Aid.

REFERENCES
1. Palumbo A, Anderson K. Multiple myeloma. N Engl
J Med. 2011; 364:1046–1060. https://doi.org/10.1056/
NEJMra1011442. [PubMed]

Detection of apoptosis with annexin V/propidium
iodide (PI) staining

2. Raab MS, Podar K, Breitkreutz I, Richardson PG, Anderson
KC. Multiple myeloma. Lancet. 2009; 374:324–339. https://
doi.org/10.1016/S0140-6736(09)60221-X. [PubMed]

Detection of apoptotic cells was done with
fluorescein isothiocyanate- or allophycocyanin-labeled
annexin V (BD Biosciences, Franklin Lakes, NJ, USA)
and PI (Hoffman-La Roche, Basel, Switzerland), as
described [53]. Apoptotic cells were analyzed on a BD
FACSCalibur flow cytometer (BD Biosciences). Early
apoptotic cells were stained with annexin V but not PI,
whereas late apoptotic or necrotic cells were stained with
both annexin V and PI.
www.oncotarget.com

3. Kumar SK, Rajkumar SV, Dispenzieri A, Lacy MQ,
Hayman SR, Buadi FK, Zeldenrust SR, Dingli D, Russell
SJ, Lust JA, Greipp PR, Kyle RA, Gertz MA. Improved
survival in multiple myeloma and the impact of novel
therapies. Blood. 2008; 111:2516–2520. https://doi.
org/10.1182/blood-2007-10-116129. [PubMed]
4. Giuliani N, Accardi F, Marchica V, Dalla Palma B, Storti
P, Toscani D, Vicario E, Malavasi F. Novel targets for
3994

Oncotarget

the treatment of relapsing multiple myeloma. Expert Rev
Hematol. 2019; 12:481–496. https://doi.org/10.1080/17474
086.2019.1624158. [PubMed]

rhein-induced cancer cell apoptosis. Apoptosis. 2015;
20:399–409. https://doi.org/10.1007/s10495-014-1071-3.
[PubMed]

5. Montagut C, Settleman J. Targeting the RAF-MEK-ERK
pathway in cancer therapy. Cancer Lett. 2009; 283:125–134.
https://doi.org/10.1016/j.canlet.2009.01.022. [PubMed]

16. Patel D, Ythier D, Brozzi F, Eizirik DL, Thorens B. Clic4,
a novel protein that sensitizes beta-cells to apoptosis.
Mol Metab. 2015; 4:253–264. https://doi.org/10.1016/j.
molmet.2015.01.003. [PubMed]

6. Chang-Yew Leow C, Gerondakis S, Spencer A. MEK
inhibitors as a chemotherapeutic intervention in multiple
myeloma. Blood Cancer J. 2013; 3:e105. https://doi.
org/10.1038/bcj.2013.1. [PubMed]

17. Nogueira TC, Paula FM, Villate O, Colli ML, Moura RF,
Cunha DA, Marselli L, Marchetti P, Cnop M, Julier C,
Eizirik DL. GLIS3, a susceptibility gene for type 1 and
type 2 diabetes, modulates pancreatic beta cell apoptosis via
regulation of a splice variant of the BH3-only protein Bim.
PLoS Genet. 2013; 9:e1003532. https://doi.org/10.1371/
journal.pgen.1003532. [PubMed]

7. Ramakrishnan VG, Miller KC, Macon EP, Kimlinger TK,
Haug J, Kumar S, Gonsalves WI, Rajkumar SV, Kumar SK.
Histone deacetylase inhibition in combination with MEK
or BCL-2 inhibition in multiple myeloma. Haematologica.
2019;
104:2061–2074.
https://doi.org/10.3324/
haematol.2018.211110. [PubMed]

18. Obeng EA, Carlson LM, Gutman DM, Harrington WJ Jr,
Lee KP, Boise LH. Proteasome inhibitors induce a terminal
unfolded protein response in multiple myeloma cells.
Blood. 2006; 107:4907–4916. https://doi.org/10.1182/
blood-2005-08-3531. [PubMed]

8. Chng WJ, Gonzalez-Paz N, Price-Troska T, Jacobus S,
Rajkumar SV, Oken MM, Kyle RA, Henderson KJ, Van
Wier S, Greipp P, Van Ness B, Fonseca R. Clinical and
biological significance of RAS mutations in multiple
myeloma. Leukemia. 2008; 22:2280–2284. https://doi.
org/10.1038/leu.2008.142. [PubMed]

19. Zhao Y, Adjei AA. The clinical development of MEK
inhibitors. Nat Rev Clin Oncol. 2014; 11:385–400. https://
doi.org/10.1038/nrclinonc.2014.83. [PubMed]

9. Mulligan G, Lichter DI, Di Bacco A, Blakemore SJ, Berger
A, Koenig E, Bernard H, Trepicchio W, Li B, Neuwirth R,
Chattopadhyay N, Bolen JB, Dorner AJ, et al. Mutation of
NRAS but not KRAS significantly reduces myeloma sensitivity
to single-agent bortezomib therapy. Blood. 2014; 123:632–639.
https://doi.org/10.1182/blood-2013-05-504340. [PubMed]

20. Martz CA, Ottina KA, Singleton KR, Jasper JS, Wardell SE,
Peraza-Penton A, Anderson GR, Winter PS, Wang T, Alley
HM, Kwong LN, Cooper ZA, Tetzlaff M, et al. Systematic
identification of signaling pathways with potential to confer
anticancer drug resistance. Sci Signal. 2014; 7:ra121.
https://doi.org/10.1126/scisignal.aaa1877. [PubMed]

10. Basu SK, Basu S, Johnson PF. Localized RAS signaling
drives cancer. Oncoscience. 2019; 6:298–300. https://doi.
org/10.18632/oncoscience.479. [PubMed]

21. Robert C, Grob JJ, Stroyakovskiy D, Karaszewska B,
Hauschild A, Levchenko E, Chiarion Sileni V, Schachter J,
Garbe C, Bondarenko I, Gogas H, Mandala M, Haanen J, et
al. Five-Year Outcomes with Dabrafenib plus Trametinib in
Metastatic Melanoma. N Engl J Med. 2019; 381:626–636.
https://doi.org/10.1056/NEJMoa1904059. [PubMed]

11. Schreck KC, Grossman SA, Pratilas CA. BRAF Mutations
and the Utility of RAF and MEK Inhibitors in Primary
Brain Tumors. Cancers (Basel). 2019; 11:1262. https://doi.
org/10.3390/cancers11091262. [PubMed]

22. Zoratti MJ, Devji T, Levine O, Thabane L, Xie F. Network
meta-analysis of therapies for previously untreated
advanced BRAF-mutated melanoma. Cancer Treat Rev.
2019; 74:43–48. https://doi.org/10.1016/j.ctrv.2019.02.001.
[PubMed]

12. Sun Y, Alberta JA, Pilarz C, Calligaris D, Chadwick EJ,
Ramkissoon SH, Ramkissoon LA, Garcia VM, Mazzola
E, Goumnerova L, Kane M, Yao Z, Kieran MW, et al. A
brain-penetrant RAF dimer antagonist for the noncanonical
BRAF oncoprotein of pediatric low-grade astrocytomas.
Neuro Oncol. 2017; 19:774–785. https://doi.org/10.1093/
neuonc/now261. [PubMed]

23. Kakadia S, Yarlagadda N, Awad R, Kundranda M, Niu J,
Naraev B, Mina L, Dragovich T, Gimbel M, Mahmoud F.
Mechanisms of resistance to BRAF and MEK inhibitors
and clinical update of US Food and Drug Administrationapproved targeted therapy in advanced melanoma. Onco
Targets Ther. 2018; 11:7095–7107. https://doi.org/10.2147/
OTT.S182721. [PubMed]

13. Gampa G, Kim M, Mohammad AS, Parrish KE, Mladek
AC, Sarkaria JN, Elmquist WF. Brain Distribution and
Active Efflux of Three panRAF Inhibitors: Considerations
in the Treatment of Melanoma Brain Metastases. J
Pharmacol Exp Ther. 2019; 368:446–461. https://doi.
org/10.1124/jpet.118.253708. [PubMed]

24. Chng WJ, Huang GF, Chung TH, Ng SB, Gonzalez-Paz
N, Troska-Price T, Mulligan G, Chesi M, Bergsagel PL,
Fonseca R. Clinical and biological implications of MYC
activation: a common difference between MGUS and newly
diagnosed multiple myeloma. Leukemia. 2011; 25:1026–
1035. https://doi.org/10.1038/leu.2011.53. [PubMed]

14. Liu Y, Ao X, Ding W, Ponnusamy M, Wu W, Hao X, Yu
W, Wang Y, Li P, Wang J. Critical role of FOXO3a in
carcinogenesis. Mol Cancer. 2018; 17:104. https://doi.
org/10.1186/s12943-018-0856-3. [PubMed]

25. Hata AN, Yeo A, Faber AC, Lifshits E, Chen Z, Cheng KA,
Walton Z, Sarosiek KA, Letai A, Heist RS, Mino-Kenudson
M, Wong KK, Engelman JA. Failure to induce apoptosis

15. Wang J, Liu S, Yin Y, Li M, Wang B, Yang L, Jiang Y.
FOXO3-mediated up-regulation of Bim contributes to
www.oncotarget.com

3995

Oncotarget

via BCL-2 family proteins underlies lack of efficacy of
combined MEK and PI3K inhibitors for KRAS-mutant
lung cancers. Cancer Res. 2014; 74:3146–3156. https://doi.
org/10.1158/0008-5472.CAN-13-3728. [PubMed]

Steroid Biochem Mol Biol. 2017; 173:139–147. https://doi.
org/10.1016/j.jsbmb.2016.09.009. [PubMed]
35. Mohty M, Terpos E, Mateos MV, Cavo M, Lejniece S, Beksac
M, Bekadja MA, Legiec W, Dimopoulos M, Stankovic S,
Duran MS, De Stefano V, Corso A, et al. Multiple Myeloma
Treatment in Real-world Clinical Practice: Results of a
Prospective, Multinational, Noninterventional Study. Clin
Lymphoma Myeloma Leuk. 2018; 18:e401–e419. https://doi.
org/10.1016/j.clml.2018.06.018. [PubMed]

26. Nakadate Y, Kodera Y, Kitamura Y, Shirasawa S, Tachibana
T, Tamura T, Koizumi F. KRAS mutation confers resistance
to antibody-dependent cellular cytotoxicity of cetuximab
against human colorectal cancer cells. Int J Cancer.
2014; 134:2146–2155. https://doi.org/10.1002/ijc.28550.
[PubMed]

36. Harousseau JL, Attal M. How I treat first relapse of
myeloma. Blood. 2017; 130:963–973. https://doi.
org/10.1182/blood-2017-03-726703. [PubMed]

27. Peeters M, Douillard JY, Van Cutsem E, Siena S, Zhang
K, Williams R, Wiezorek J. Mutant KRAS codon 12 and
13 alleles in patients with metastatic colorectal cancer:
assessment as prognostic and predictive biomarkers of
response to panitumumab. J Clin Oncol. 2013; 31:759–765.
https://doi.org/10.1200/JCO.2012.45.1492. [PubMed]

37. Robak P, Drozdz I, Szemraj J, Robak T. Drug resistance in
multiple myeloma. Cancer Treat Rev. 2018; 70:199–208.
https://doi.org/10.1016/j.ctrv.2018.09.001. [PubMed]
38. Liu P, Leong T, Quam L, Billadeau D, Kay NE, Greipp P,
Kyle RA, Oken MM, Van Ness B. Activating mutations of
N- and K-ras in multiple myeloma show different clinical
associations: analysis of the Eastern Cooperative Oncology
Group Phase III Trial. Blood. 1996; 88:2699–2706. https://
doi.org/10.1182/blood.V88.7.2699.bloodjournal8872699.
[PubMed]

28. Lin L, Sabnis AJ, Chan E, Olivas V, Cade L, Pazarentzos
E, Asthana S, Neel D, Yan JJ, Lu X, Pham L, Wang MM,
Karachaliou N, et al. The Hippo effector YAP promotes
resistance to RAF- and MEK-targeted cancer therapies. Nat
Genet. 2015; 47:250–6. https://doi.org/10.1038/ng.3218.
[PubMed]
29. Suzuki R, Kikuchi S, Harada T, Mimura N, Minami J,
Ohguchi H, Yoshida Y, Sagawa M, Gorgun G, Cirstea
D, Cottini F, Jakubikova J, Tai YT, et al. Combination
of a Selective HSP90alpha/beta Inhibitor and a RASRAF-MEK-ERK Signaling Pathway Inhibitor Triggers
Synergistic Cytotoxicity in Multiple Myeloma Cells. PLoS
One. 2015; 10:e0143847. https://doi.org/10.1371/journal.
pone.0143847. [PubMed]

39. Domina AM, Vrana JA, Gregory MA, Hann SR, Craig RW.
MCL1 is phosphorylated in the PEST region and stabilized
upon ERK activation in viable cells, and at additional sites
with cytotoxic okadaic acid or taxol. Oncogene. 2004;
23:5301–5315. https://doi.org/10.1038/sj.onc.1207692.
[PubMed]
40. Antoine-Pepeljugoski C, Braunstein MJ. Management of
Newly Diagnosed Elderly Multiple Myeloma Patients. Curr
Oncol Rep. 2019; 21:64. https://doi.org/10.1007/s11912019-0804-4. [PubMed]

30. Zhang C, Spevak W, Zhang Y, Burton EA, Ma Y, Habets G,
Zhang J, Lin J, Ewing T, Matusow B, Tsang G, Marimuthu
A, Cho H, et al. RAF inhibitors that evade paradoxical
MAPK pathway activation. Nature. 2015; 526:583–586.
https://doi.org/10.1038/nature14982. [PubMed]

41. Martin T, Huff CA. Multiple Myeloma: Current Advances
and Future Directions. Clin Lymphoma Myeloma
Leuk. 2019; 19:255–263. https://doi.org/10.1016/j.
clml.2019.03.025. [PubMed]

31. Waizenegger IC, Baum A, Steurer S, Stadtmüller H, Bader
G, Schaaf O, Garin-Chesa P, Schlattl A, Schweifer N,
Haslinger C, Colbatzky F, Mousa S, Kalkuhl A, et al. A
Novel RAF Kinase Inhibitor with DFG-Out-Binding Mode:
High Efficacy in BRAF-Mutant Tumor Xenograft Models
in the Absence of Normal Tissue Hyperproliferation.
Mol Cancer Ther. 2016; 15:354–365. https://doi.
org/10.1158/1535-7163.MCT-15-0617. [PubMed]

42. Gavriatopoulou M, Fotiou D, Ntanasis-Stathopoulos
I, Kastritis E, Terpos E, Dimopoulos MA. How I treat
elderly patients with plasma cell dyscrasias. Aging (Albany
NY). 2018; 10:4248–4268. https://doi.org/10.18632/
aging.101707. [PubMed]
43. Richardson PG, Kumar S, Laubach JP, Paba-Prada C, Gupta
N, Berg D, van de Velde H, Moreau P. New developments
in the management of relapsed/refractory multiple myeloma
- the role of ixazomib. J Blood Med. 2017; 8:107–121.
https://doi.org/10.2147/JBM.S102328. [PubMed]

32. Stahl M, Dijkers PF, Kops GJ, Lens SM, Coffer PJ,
Burgering BM, Medema RH. The forkhead transcription
factor FoxO regulates transcription of p27Kip1 and Bim in
response to IL-2. J Immunol. 2002; 168:5024–5031. https://
doi.org/10.4049/jimmunol.168.10.5024. [PubMed]

44. Avet-Loiseau H, Bahlis NJ, Chng WJ, Masszi T, Viterbo L,
Pour L, Ganly P, Palumbo A, Cavo M, Langer C, Pluta A,
Nagler A, Kumar S, et al. Ixazomib significantly prolongs
progression-free survival in high-risk relapsed/refractory
myeloma patients. Blood. 2017; 130:2610–2618. https://
doi.org/10.1182/blood-2017-06-791228. [PubMed]

33. Wang K, Lin ZQ, Long B, Li JH, Zhou J, Li PF. Cardiac
hypertrophy is positively regulated by MicroRNA miR-23a.
J Biol Chem. 2012; 287:589–599. https://doi.org/10.1074/
jbc.M111.266940. [PubMed]
34. Wang X, Harrison JS, Studzinski GP. BRAF signals to
pro-apoptotic BIM to enhance AraC cytotoxicity induced
in AML cells by Vitamin D-based differentiation agents. J
www.oncotarget.com

45. Holstein SA, Suman VJ, McCarthy PL. Update on the
role of lenalidomide in patients with multiple myeloma.

3996

Oncotarget

Ther Adv Hematol. 2018; 9:175–190. https://doi.
org/10.1177/2040620718775629. [PubMed]

51. Hideshima T, Catley L, Yasui H, Ishitsuka K, Raje N,
Mitsiades C, Podar K, Munshi NC, Chauhan D, Richardson
PG, Anderson KC. Perifosine, an oral bioactive novel
alkylphospholipid, inhibits Akt and induces in vitro and
in vivo cytotoxicity in human multiple myeloma cells.
Blood. 2006; 107:4053–4062. https://doi.org/10.1182/
blood-2005-08-3434. [PubMed]

46. Kumar S, Kaufman JL, Gasparetto C, Mikhael J, Vij R,
Pegourie B, Benboubker L, Facon T, Amiot M, Moreau
P, Punnoose EA, Alzate S, Dunbar M, et al. Efficacy of
venetoclax as targeted therapy for relapsed/refractory
t(11;14) multiple myeloma. Blood. 2017; 130:2401–2409.
https://doi.org/10.1182/blood-2017-06-788786. [PubMed]

52. Hideshima T, Neri P, Tassone P, Yasui H, Ishitsuka K, Raje
N, Chauhan D, Podar K, Mitsiades C, Dang L, Munshi
N, Richardson P, Schenkein D, et al. MLN120B, a novel
IkappaB kinase beta inhibitor, blocks multiple myeloma
cell growth in vitro and in vivo. Clin Cancer Res. 2006;
12:5887–5894. https://doi.org/10.1158/1078-0432.CCR-052501. [PubMed]

47. Fonseca R, Blood EA, Oken MM, Kyle RA, Dewald
GW, Bailey RJ, Van Wier SA, Henderson KJ, Hoyer JD,
Harrington D, Kay NE, Van Ness B, Greipp PR. Myeloma
and the t(11;14)(q13;q32); evidence for a biologically
defined unique subset of patients. Blood. 2002; 99:3735–
3741.
https://doi.org/10.1182/blood.V99.10.3735.
[PubMed]

53. Cirstea D, Hideshima T, Rodig S, Santo L, Pozzi S, Vallet S,
Ikeda H, Perrone G, Gorgun G, Patel K, Desai N, Sportelli
P, Kapoor S, et al. Dual inhibition of akt/mammalian target
of rapamycin pathway by nanoparticle albumin-boundrapamycin and perifosine induces antitumor activity
in multiple myeloma. Mol Cancer Ther. 2010; 9:963–
975. https://doi.org/10.1158/1535-7163.MCT-09-0763.
[PubMed]

48. Touzeau C, Dousset C, Le Gouill S, Sampath D, Leverson
JD, Souers AJ, Maïga S, Béné MC, Moreau P, PellatDeceunynck C, Amiot M. The Bcl-2 specific BH3 mimetic
ABT-199: a promising targeted therapy for t(11;14) multiple
myeloma. Leukemia. 2014; 28:210–212. https://doi.
org/10.1038/leu.2013.216. [PubMed]
49. Alzrigat M, Párraga AA, Jernberg-Wiklund H. Epigenetics
in multiple myeloma: From mechanisms to therapy. Semin
Cancer Biol. 2018; 51:101–115. https://doi.org/10.1016/j.
semcancer.2017.09.007. [PubMed]
50. Kumar SK, Rajkumar V, Kyle RA, van Duin M, Sonneveld
P, Mateos MV, Gay F, Anderson KC. Multiple myeloma.
Nat Rev Dis Primers. 2017; 3:17046. https://doi.
org/10.1038/nrdp.2017.46. [PubMed]

www.oncotarget.com

3997

Oncotarget

