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Correction: CFC1 is a cancer stemness-regulating factor in 
neuroblastoma
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This article has been corrected: Due to errors in table assembly, the supplementary table 3 (primer sequences) are not 
correct. The proper Supplementary Table 3 is shown below. The authors declare that these corrections do not change the 
results or conclusions of this paper.
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Supplementary Table 3: Primer information
Gene Forward Reverse Accession 

number
ACTB CAAGAGATGGCCACGGCTGCT TCCTTCTGCATCCTGTCGGCA NM_001101.3
ACTB 
(qPCR)

CCTGGCACCCAGCACAAT CCGATCCACACGGAGTACTTG NM_001101.3

CD133 AACTGGCTAAGTACTATCGTCGAATGG TCCTTTCCACTTTGAGTATCCTGATG NM_006017
CFC1 TCAGAAGCACCGACAGTCAC TCTGGTCATGCTCGCAGTAG NM_032545.3
CFC1 
(cloning)

AAAATGACCTGGAGGCACCAT TAAAGGCGATGCCCAAGTCC NM_032545.3

CFC1 
(qPCR)

TCAGTTTGGCATTACAGATCATCA TACCGCCGTTATGTTTCTCTCTT NM_032545.3

EBNA1 GCCGGTGTGTTCGTATATGG CAAAACCTCAGCAAATATATGAG NC_007605.1
GAP43 GGAGAAGGCACCACTACTGC GGCGAGTTATCAGTGGAAGC NM_001130064
GAPDH ACCACAGTCCATGCCATCAC TCCACCACCCTGTTGCTGTA NM_002046
KISS1R CTCGCTGGTCATCTACGTCA ACCGAGACCTGCTGGATGTA NM_032551.4
LRRN2 CCCGAGACTGTGATTTCCAT AAGTTGCTGAGGCCAGAAAA NM_006338.2
NF68 ACCAAGACCTCCTCAACGTG CTTCGATCTGCTCCTCTTGG NM_006158

Primer information for RT-PCR, qPCR, genomic DNA, and sub-cloning used in this study.


