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ABSTRACT

The 90 kDa Ribosomal S6 Kinase (RSK) drives cell proliferation and survival
in cancers, although its oncogenic mechanism has not been well characterized.
Phosphorylated level of RSK (T573) was increased in acute myeloid leukemia (AML)
patients and associated with poor survival. To examine the role of RSK in AML, we
analyzed apoptosis and the cell cycle profile following treatment with BI-D1870, a
potent inhibitor of RSK. BI-D1870 treatment increased the G2/M population and induced
apoptosis in AML cell lines and patient AML cells. Characterization of mitotic phases
showed that the metaphase/anaphase transition was significantly inhibited by BI-
D1870. BI-D1870 treatment impeded the association of activator CDC20 with APC/C,
but increased binding of inhibitor MAD2 to CDC20, preventing mitotic exit. Moreover,
the inactivation of spindle assembly checkpoint or MAD2 knockdown released cells
from BI-D1870-induced metaphase arrest. Therefore, we investigated whether BI-
D1870 potentiates the anti-leukemic activity of vincristine by targeting mitotic exit.
Combination treatment of BI-D1870 and vincristine synergistically increased mitotic
arrest and apoptosis in acute leukemia cells. These data show that BI-D1870 induces
apoptosis of AML cells alone and in combination with vincristine through blocking mitotic
exit, providing a novel approach to overcoming vincristine resistance in AML cells.

chronic health conditions as a result of their treatment that
impede quality of life [5]. Despite increased understanding
of AML biology, minimal progress has been made in
the standard induction 7+3 chemotherapy (7 days of
cytarabine plus 3 days of an anthracycline, followed by

INTRODUCTION

Acute myeloid leukemia (AML) is a genetically and
phenotypically heterogeneous hematologic malignancy
characterized by the accumulation of immature myeloid

blasts with resultant peripheral blood cytopenia [1, 2].
Even with traditional intensive chemotherapy regimens,
AML is the most common cause of leukemia death [3],
with a 5-year survival of less than 60% in younger AML
patients and less than 10% in the elderly AML patients
[2, 4]. Furthermore, AML survivors often experience

consolidation chemotherapy) and hematopoietic stem cell
transplantation over the last four decades [6]. Therefore,
novel approaches that are more effective and less toxic are
required for a complete cure of AML.

The 90 kDa RSK family (RSK, p90=¥) of proteins
are expressed in various tissues. RSKs are activated
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downstream of the Ras-MAPK pathway by ERKI1/2
phosphorylation [7]. The ERK phosphorylation site is
conserved across the four vertebrate RSK isoforms RSK1
(RPS6KAI), RSK2 (RPS6KA3), RSK3 (RPS6KA2),
and RSK4 (RPS6KA6). These isoforms share 75-80%
sequence homology and two functional kinase domains.
The C-terminal domain is phosphorylated by another
kinases such as extracellular signal-regulated kinase
(ERK), which autophosphorylates the N-terminal kinase
domain, enabling the N-terminal domain to phosphorylate
canonical RSK targets [7, 8]. RSK activity is involved in
numerous signaling pathways of cellular proliferation,
survival, and migration through the phosphorylation
of a wide range of targets, including tuberous sclerosis
complex-1/2 (TSC1/2), membrane-associated tyrosine-
and threonine-specific CDC2 inhibitory kinase-1 (MYT1),
CDC25, p27%®1 cAMP Responsive Element Binding
Protein, Bcl-2-associated death promoter (BAD), and
death-associated protein kinase (DAPK) [9-12].

Overexpression or hyper-activation of RSKs has
been observed in breast cancer, lung cancer, prostate
cancer, multiple myeloma, osteosarcoma, and carcinomas,
in which they can increase cell motility and promote
invasion and metastasis [9]. RSK1 and RSK2 are the
major isoforms in bone marrow [7] and are thought to
promote cancer cell growth, survival and proliferation
[12, 13]. Inhibition of RSK1 and RSK2 has been reported
to inhibit the proliferation of various cancer cells [7, 12].
Recent studies have shown that RSK2 activity is required
for FLT3-ITD induced- AML [14] as a novel Pim2 target
[15]. RSK2 is also involved in Fibroblast growth factor
receptor 3-mediated hematological malignancies in a two-
step fashion, promoting both the ERK-RSK2 interaction
and subsequent phosphorylation of RSK2 by ERK [16,
17]. RSK-mediated phosphorylation inactivates Mytl and
activates CDC25C, leading to the activation of CDK1 for
G2-M cell cycle progression [13, 18].

The spindle assembly checkpoint (SAC), also called
the mitotic checkpoint, is a safety surveillance device that
monitors proper interactions between kinetochores and
spindle microtubules to ensure accurate chromosome
segregation into daughter cells. SAC blocks the
metaphase-to-anaphase transition until all chromosomes
attach to the kinetochores with equal tension across sister
kinetochores [19, 20]. The unattached kinetochores initiate
the formation of the mitotic checkpoint complex (MCC)
composed of MAD2, BUBR1/Mad3, BUB3, and CDC20,
leading to the inactivation of CDC20 for proper activity
of the anaphase-promoting complex/cyclosome (APC/C).
After the kinetochores of all chromosomes are attached
to the spindle microtubules in a bidirectional manner,
MCC disappears and APC/C is activated for degradation
of Cyclin B and Securin, leading to mitotic exit [19-22].
Treatment of cells with microtubule targeting agents
(MTAs), including paclitaxel and the vinca alkaloid
vincristine, blocks the proper formation of the mitotic

spindle through inhibition of microtubule dynamics,
resulting in the prolonged mitotic arrest of cancer cells
[23]. MTAs-treated mitotic arrested cells may undergo
apoptosis in mitosis, however, the rapid degradation
of Cyclin B due to an insufficient SAC leads to the
mitotic slippage into tetraploid G1 stage in resistant cells
[24]. Though vinca alkaloid microtubule-destabilizing
compounds have shown clinical efficacy against various
hematological malignancies [25] and were included in
combination chemotherapy of the VAPA study [26], they
are not currently used in induction chemotherapy for AML
due to their high toxicity against lymphoid cells and rapid
degradation by myeloperoxidase in AML cells [27].

In this study, we demonstrate that BI-D1870, a
potent inhibitor of RSK [28], induces mitotic arrest
and apoptosis in AML cells without inhibiting CDC2
and CDC25C. Treatment of BI-D1870 inhibited the
inactivation of SAC activity, preventing the degradation
of Cyclin B and Securin and resulting in blockade of the
metaphase/anaphase progression. Furthermore, BI-D1870
synergizes with vinca alkaloid vincristine in AML cells,
suggesting that inhibition of mitotic exit with BI-D1870
could be a promising novel approach for AML therapy in
combination with MTAs.

RESULTS

BI-D1870 induces metaphase arrest in AML cells

As RSKs have been reported to play a key role
in cellular proliferation and survival in cancer cells [9—
12], we determined the expression levels of total RSKs
(1/2/3) and phosphorylated RSK (T573) proteins in
leukemic cells from 483 pediatric AML patients relative
to normal CD34+ bone marrow samples (Supplementary
Table 1) with Reverse Phase Protein Analysis (RPPA).
Phosphorylation at T573 in the C-terminal domain of
RSK is important for its activation [7]. Both levels of total
RSK (1/2/3) protein and phosphorylated RSK (T573)
were significantly higher in pediatric AML leukemic cells
compared to normal CD34+ cells (Figure 1A and 1B).
Patients with higher levels of phosphorylated RSK (T573)
had significantly shorter complete remission duration (p =
0.031) and worse event free survival (p = 0.047) (Figure
1C and 1D), suggesting hyperactivated RSK could be a
drug target for AML therapy. MLL-rearrangement did not
affect RSK hyperactivation in AML cells (Supplementary
Figure 1).

To study the effects of inhibiting RSK in AML,
we used a potent RSK inhibitor BI-D1870. We assessed
whether RSK inhibition by BI-D1870 decreased viability
of AML cell lines. BI-D1870 inhibited cellular viability
in a dose-dependent manner with IC, of 1.62, 1.91, and
2.52 uM for MOLM-13, MV-4-11, and HL60 cell lines,
respectively (Supplementary Figure 2A), while normal
human hematopoietic cells demonstrated no significant
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decrease in colony formation for up to 10 uM of BI-
D1870 (Supplementary Figure 2B). We next examined the
effects of BI-D1870 on the cell cycle distribution of HL60
cells. Cell cycle profile was assessed based on the cellular
levels of Cyclin A, Cyclin B, mitotic marker phospho-
Ser-10 of histone H3 (p-H3), and DNA content. Cyclin
A is expressed in S phase cells, maximally expressed in
G2/M phase cells, and degraded after post-prometaphase.
The cellular level of Cyclin B1 increases at the time of cell
exit from S, peaking at mitosis, and decreasing at the onset
of anaphase (Supplementary Figure 3) [29-31]. Treatment
with BI-D1870 significantly increased cell populations at
G2 and M phases (%, control vs. BI-D1870 (5 uM) 12 h,
M:2.6+0.1vs.7.6+0.1,G2: 23.9+ 1.4 vs. 48.2 £ 1.9,
mean = SEM (n = 3), p <0.001), and decreased population
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at G1 phase (%, control vs. BI-D1870 (5 uM) 12 h, 48.5
+ 1.8 vs. 22.0 + 1.0, mean + SEM (n = 3), p < 0.001)
(Figure 2A). We next assessed the effect of BI-D1870
on expression of mitotic markers (p-RB (S780), MPM2,
and p-CDC2 (Y'15)) [32], cyclins, and cleaved Caspase
3, an apoptotic marker, by immunoblotting (Figure 2B).
As expected, there was a significant increase in cellular
levels of p-RB (S780), MPM2, Cyclin A, and Cyclin B
and decrease in p-CDC2 (Y15) following treatment of
BI-D1870, showing the accumulation of mitotic cells.
BI-D1870 also elicited apoptosis through the activation
of Caspase 3 and suppressed the phosphorylation of
RPS6 (S235/236), a known direct target of RSK [33].
We evaluated cell cycle progression with BI-D1870
treatment at each mitotic phase. The fraction of cells in
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Figure 1: RSKSs expression in pediatric AML cells. Reverse phase protein analysis for total RSK (1/2/3) (A) and p-RSK (T573) (B).
Total RSK (1/2/3) protein expression and phosphorylated RSK (T573) in AML blast cells from 483 pediatric patients compared to normal
CD34+ samples (10 adults/20 pediatric samples). Both levels of total RSK protein and phosphorylated RSK (T573) were significantly
higher in AML cells than normal counter parts. Kaplan—Meier survival curve for complete remission duration and event-free survival in
410 pediatric AML patients. The effect of p-RSK (T573) expression in 410 pediatric AML patients on complete remission duration (C) and
event-free survival (D). Patients were divided into thirds based on their p-RSK (T573) expression, with the lowest third shown in red and
the highest two-third in blue. Kaplan—Meier survival curve for event-free survival in 410 pediatric AML patients.
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prophase, prometaphase, metaphase, and late mitosis
can be determined by the expression levels of Cyclin
A and Cyclin B in a p-H3-positive population [30,
31]. Metaphase was defined as a p-H3-positive/Cyclin
A-negative/Cyclin B-positive population. Surprisingly,
the metaphase population was rapidly increased over
3-fold with reduction of the prophase population after 2
h treatment of BI-D1870 (Metaphase (% in mitotic cells),
control vs. BI-D1870 (5 uM): 16.3 £ 0.3 vs. 52.2 + 2.3;
Prophase: 53.5 £ 2.3% vs. 28.2 £ 0.8, mean + SEM, n =3,
p < 0.01) (Figure 2C), while G2 phase population was
increased by 25% after 6 h and 2-fold after 12 h treatment
of BI-D1870 (Figure 2A), suggesting that metaphase is a
direct target of BI-D1870. BI-D1870 also enriched the cell
population at metaphase in another AML cell line, KG1
cells (Figure 2D).

We then further investigated how cell cycle
progression through the mitotic phase was affected
by BI-D1870 through the time-lapse measurements of
cell population percentage residing at G1, prophase,
prometaphase, metaphase, and ana/telophases cells of
synchronized HL60 cells following release from the
mitotic block. APC/C ubiquitinates and degrades Cyclin
A at prometaphase. Cyclin B and Securin are degraded by
APC/C at the metaphase-to-anaphase transition, leading
to mitotic exit [19—21]. We examined mitotic cell cycle
progression by measuring the expression levels of Cyclin
A, Cyclin B, and Securin in a p-H3-positive population
(Figure 3). Our results show that the metaphase-to-
anaphase transition is significantly inhibited by BI-D1870
treatment as assessed by the delayed degradation of
Cyclin B and Securin following release from metaphase
arrest (metaphase cells in the mitotic population, based
on Cyclin A/Cyclin B, %, control vs. BI-D1870, 0 h
post-release: 80.5 + 0.1 vs. 88.0 + 0.7; 2 h post-release:
56.3 = 1.4 vs. 83.4 £ 0.3; 4 h post-release: 23.5 + 0.5 vs.
62.9 £ 0.6, mean £ SEM, n = 3, p < 0.01). Degradation
of Cyclin B and Securin started at 1 h post-release, and
mitotic cells entered G1 phase after 2 h post-release in
the control group. BI-D1870 significantly inhibited Cyclin
B and Securin degradation and mitotic exit to G1 phase,
even beyond 4 h post-release from metaphase arrest (G1
phase (%), control vs. BI-D1870, 0 h post-release: 20.0
+ 0.8 vs. 20.9 £ 1.1; 2 h post-release: 40.8 + 1.7 vs. 22.3
+ 0.8; 4 h post-release: 61.4 £ 1.2 vs. 34.5 £ 0.4, mean +
SEM, n =3).

We evaluated the effect of RSK inhibition on
metaphase arrest using another RSK inhibitor, BRD7389
[34]. A similar accumulation of cells at metaphase was
shown with BRD7389 (Figure 4A). Given RSK plays a
key role in cell survival by inhibiting DAPK and BAD
[9-12], we assessed the RSK inhibitor-induced apoptosis
using annexin V/4',6-diamidino-2-phenylindole (DAPI)
double staining. Clear early apoptosis (Annexin-V+/
DAPI-) and late apoptosis (Annexin-V+/DAPI+) were
observed in HL60 cells with both BI-D1870 and BRD7389

treatment (Figure 4B). Both BI-D1870 and BRD7389
induced metaphase arrest and apoptosis despite having
different structures and specificities, highlighting that
RSK inhibition is critical for the anti-leukemic activity of
both drugs.

We examined the inhibitory effects of BI-D1870 on
cell cycle progression and survival in primary AML patient
samples. We found that the BI-D1870 induced metaphase
population accumulation as well as apoptosis in primary
AML cells (Figure 5). BI-D1870 treatment induced higher
apoptosis and metaphase population accumulation in
#3123 AML cells having more proliferative activity than
#4000 cells. Taken together, these data suggest that RSK
inhibitors interrupt the metaphase-to-anaphase transition
and induce apoptosis in AML cells.

CDC25C/CDC?2 are not targets of BI-D1870 for
metaphase arrest

RSK has been shown to activate CDC2 for G2/M
cell cycle progression by dephosphorylating the negative
regulatory phosphorylation at Y15 and T14 residues
through activation of CDC25 or inhibition of MYT]I
[9, 13, 18]. CDC25C phosphatase activity is critical for
the dephosphorylation at T14 and Y15 and subsequent
activation of CDC2 during mitosis progression [35].
Phosphorylation at S198 correlates with CDC25C activity
and overexpression of RSK increases the cellular level
of S198-phosphorylated CDC25C [18]. As expected,
phosphorylation at S198 of CDC25C was increased 2-fold
when cells entered mitosis, while BI-D1870 decreased
S198 phosphorylation by around 20% (Figure 6A). We
then examined phosphorylation at Y15 of CDC25, a
direct target of CDC25C. The phosphorylation level
of CDC2 at Y15 was abruptly decreased upon mitosis
entry at prophase, consistent with S198 phosphorylation
of CDC25C. While BI-D1870 treatment increased
phosphorylation at Y15 of CDC2 transiently in the G2
phase, phosphorylation at Y15 of CDC2 at prophase
remained significantly decreased following treatment
with BI-D1870, in fact even more so than compared to
control (Figure 6B). Though phosphorylation of the
positive regulatory S198 of CDC25C was decreased in
G2 and mitotic populations, BI-D1870 did not inhibit
CDC2 activity in mitosis as measured by durable
dephosphorylation at a negative regulatory site, suggesting
that inhibition of CDC25C/CDC2 is not a critical
regulatory mechanism in BI-D1870-induced mitotic arrest.

BI-D1870 inhibits dissociation of CDC20 from
MAD?2

As BI-D1870 did not stabilize Cyclin A in mitosis
(Figure 3), the activity of APC/C with coactivator CDC
20 itself was not inhibited by BI-D1870. Cyclin B and
Securin are protected from APC/C by the MCC that is
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Figure 2: BI-D1870 treatment induces mitotic arrest and apoptosis in HL60 cells. (A) Cell cycle profiles of control and
BI-D1870-treated HL60 cells by flow cytometry. HL60 cells were treated with BI-D1870 (5 pM). Cells were stained with 4,6-diamidino-
2-phenylindole (DAPI) and antibodies. Bivariate distribution of DNA content versus the level of phosphorylated Histone H3 (p-H3) was
detected by multi-parameter flow cytometry. Percentages of cell populations at each cell cycle phase determined by DNA content (DAPI)
and levels of p-H3, Cyclin A and Cyclin B were graphed. (B) Protein levels of G2/M phase markers (p-Rb (S780), p-CDC2 (Y15), Cyclin
B and Cyclin A), apoptosis marker (Cleaved Caspase 3) and phosphorylated Ribosomal protein S6 (p-RPS6 (S235/236)) in BI-D1870-
treated HL60 cells. Cell extracts were prepared at the indicated times after BI-D1870 treatment. -Actin was used as an internal control.
(C) Accumulation of metaphase cells following the treatment of BI-D1870. After treatment with BI-D1870 (5 uM) for the indicated times,
HL60 cells were fixed and stained with DAPI and antibodies. Mitotic phases were further characterized in p-H3-positive populations by
measuring the levels of Cyclin A and Cyclin B. Data represent the percentages of cell populations residing at each mitotic phase analyzed
by the levels of Cyclin A and Cyclin B in the mitotic population. (D) Induction of mitotic arrest in KG1 cells by BI-D1870 treatment. KG1
cells were treated with BI-D1870 (5 uM) for indicated times. Cells were fixed and stained with DAPI and antibodies against p-H3, Cyclin
A, and Cyclin B. Cell cycle profiles of DMSO or compound-treated KG1 cells were shown as the bivariate distribution of DNA content
versus the level of phosphorylated Histone H3 (top). Each mitotic phase distribution was identified as the cellular expression of Cyclin A
and Cyclin B in mitotic cells (bottom). The percentage cell population at each cell cycle stage is shown. Flow cytometric profiles represent
one out of three experiments with similar results. Data are graphed as mean = SEM (n = 3). "p < 0.05; “p < 0.01; *"p < 0.001.

www.oncotarget.com

2391

Oncotarget



activated by SAC and MTAs [22, 36]. Therefore, we
hypothesized that BI-D1870 could induce a chronic
generation of MCC complex in the absence of spindle
damage, resulting in a prolonged metaphase arrest. We
examined whether BI-D1870 affects the formation of
the MCC using a co-immunoprecipitation experiment.
While CDC20 co-immunoprecipitated with both APC2
and MAD2 in metaphase and MAD2 dissociated
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from CDC20 after release from metaphase arrest, BI-
D1870 maintained the MAD2/CDC20 complex even
after release (Figure 7A). C-terminal residues (S170,
S178, S185, and S195) of MAD?2 are phosphorylated,
and MAD2 phosphorylation plays a critical role in the
inactivation of SAC for anaphase progression [37].
BI-D1870 inhibited the phosphorylation of MAD2 at
anaphase transition (Figure 7A).
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are expressed as mean + SEM (n = 3).
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If BI-D1870 inhibits SAC inactivation, the ablation
of SAC function should relieve the BI-D1870-induced
metaphase arrest. Mps1 phosphorylates Knll to recruit
SAC proteins, including MAD2, BUBR1/Mad3, BUB3,
and CCD20 for MCC assembly [22]. Therefore, we
investigated whether Mpsl inhibition could abrogate
the BI-D1870 effect in mitosis. Inactivation of SAC
with the Mpslinhibitor Mps1-IN-1, which blocks the

activation of SAC [38], increased the population of ana/
telophases and decreased the metaphase population
(Figure 7B and Supplementary Figure 4A). Moreover,
Mps]1 inhibition removed BI-D1870-induced metaphase
arrest in 90 minutes. Mps1-IN-1 treatment enhanced the
populations at G1 and ana/telophases (control vs. Mps1-
IN-1: G1 (%), 21.0 + 0.9 vs. 33.5 + 1.1; ana/telophases
in M (%), 9.7 + 0.5 vs. 40.7 = 1.4. mean + SEM, n = 3,
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Figure 4: BRD7389 treatment induces metaphase arrest and apoptosis in HL60 cells. (A) Bivariate distribution of DNA
content versus level of phosphorylated Histone H3 or expression level of Cyclin B versus level of Cyclin A. HL60 cells were treated with
BRD7389 (0.5 uM) for 12 h. Metaphase population was determined by DNA content and cellular levels of p-H3, Cyclin A, and Cyclin B.
(B) BRD7389 induces apoptosis in AML cells. HL60 cells were treated with BRD7389 (0.5 uM) or BI-D1870 (5 uM) for 2d. Apoptosis
was assessed by Annexin-V/DAPI staining. Early apoptotic (Annexin-V+/DAPI-) and late apoptotic (Annexin-V+/DAPI+) populations
were significantly enhanced following treatment with RSK inhibitors. Flow cytometric profiles represent one out of three independent

experiments. Values are indicated as mean + SEM (n = 3). *p < 0.001.
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» <0.001) and decreased the populations at total mitotic
phase and metaphase (control vs. Mpsl-IN-1: M (%),
15.4 £ 0.3 vs. 1.7 £ 0.1; metaphase in M (%), 73.6 £ 0.6
vs. 9.7 = 0.8. mean + SEM, n = 3, p < 0.001) (Figure
7B and Supplementary Figure 4A). To further examine
whether SAC was activated by BI-D1870, we analyzed
the effect of BI-D1870 on cell cycle progression in MAD2
knockdown cells. MAD2 knockdown efficiency was
assessed by immunoblotting and qRT-PCR (Figure 7C).
As shown earlier, following BI-D1870 treatment, HL60

cells were accumulated at metaphase after 12 h. In
contrast, MAD2 knockdown HL60 cells were resistant
to BI-D1870 treatment with prominent increase in G1
and ana/telophases populations (control vs. MAD2-
knockdown #1 vs. MAD2 knockdown #2: G1 (%), 29.2
+ 1.8 vs. 43.4 £ 1.5 vs. 44.3 + 0.4; ana/telophases in M
(%), 3.5+0.4 vs. 152+ 0.8 vs. 13.3 £ 1.0. mean + SEM,
n =3, p <0.01), in concurrence with the suppression of
mitotic cell population (control vs. MAD2-knockdown
#1 vs. MAD2 knockdown #2: M (%), 15.1 £0.7 vs. 7.8
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Figure 5: BI-D1870 treatment induces metaphase arrest and apoptosis in primary patient AML cells. (A) Bivariate
distribution of DNA content versus level of phosphorylated Histone H3 or expression level of Cyclin B versus the level of Cyclin A in
mitotic cells. Patient primary AML cells were cultured for 1 day with or without BI-D1870 (5 uM). Cell cycle profile was characterized
by DNA content and protein levels of p-H3, Cyclin A, and Cyclin B. Metaphase population was determined by assessing cellular levels of
Cyclin A and Cyclin B in p-H3-positive mitotic cells. (B) Patient primary AML cells were treated with BI-D1870 (5 pM) for 2d. Apoptotic
cells were assessed by Annexin-V/DAPI double staining. Plots are representative of three experiments. Percentages of Annexin V-positive
apoptotic cells are shown as mean = SEM (n=3). “"p < 0.01.
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Figure 6: Effect of BI-D1870 on CDC2 and CDC25C activation. HL60 cells were treated with BI-D1870 (5 uM) for the indicated
hours, and then cells were collected and analyzed for the cellular levels of p-CDC25C (S198) (A) or p-CDC2 (Y15) (B). Fixed cells were
stained with DAPI and antibodies against Cyclin A, Cyclin B, p-H3, p-CDC2 (Y15), and p-CDC25C (S198). (A) Decrease in positive
phosphorylation at serine 198 (S198) on CDC25C following the treatment of BI-D1870. Representative plot of p-CDC25C (S198) levels in
G2 and mitotic phases populations following the treatment of BI-D1870. The graph shows the MFI of p-CDC25C (S198) in G2 and mitotic
phases populations of HL60 cells treated with or without BI-D1870. (B) Temporary inhibition of CDC2 activation in the G2 phase by BI-
D1870 treatment. CDC2 activity is regulated in a negative fashion by phosphorylation at tyrosine 15 (Y'15). Representative flow cytometric
profile of p-CDC2 (Y15) levels in the G2 and mitotic phases populations following the treatment of BI-D1870. The graph shows median
fluorescence intensities (MFI) of p-CDC2 (Y 15) in the G2 and mitotic phases populations of HL60 cells treated with or without BI-D1870.
Negative phosphorylation at Y15 on CDC2 was transiently enhanced in only the G2 phase at 2 h after BI-D1870 treatment. Flow cytometric
profiles represent one out of three independent experiments. Values are graphed as mean + SEM (n = 3). p < 0.05; “p <0.01.
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+ 0.5 vs. 7.2 + 0.6; metaphase in M (%), 79.6 + 0.7 vs.
69.9 + 0.6 vs. 71.3 £ 0.5. mean + SEM, n =3, p <0.01)
(Figure 7D and Supplementary Figure 4B). MAD2
knockdown also abrogated the BI-D1870-induced effects
on mitosis in another AML cell line KG1 (Supplementary
Figure 5). These data indicate that sustained activation of
SAC is a major mechanism by which BI-D1870 induces
metaphase arrest.

BI-D1870 sensitizes AML cells to vincristine

Microtubule targeting antimitotic drugs including
paclitaxel and vincristine are amongst the most successful
chemotherapeutics [23, 39]. However, cancer cells can
escape from cell death by antimitotic drugs through
mitotic slippage [40]. Vincristine is not usually used in
current AML treatment due to the rapid inactivation in
AML cells [27]. Therefore, we examined whether BI-
D1870 can sensitize AML cells to vincristine. We used
vincristine and BI-D1870 at concentrations low enough
to cause submaximal mitotic arrest and apoptosis in HL60
cells. Either vincristine (5 nM) or BI-D1870 (2.5 uM)
alone increased M phase population up to10% of the cell
cycle. Treatment with both compounds in combination
increased the mitotic population and decreased Gl
population synergistically in both cells (HL60 cells,
control vs. BI-D1870 vs. vincristine vs. combination: G1
(%), 52.1£0.7vs. 52.4 £ 0.3 vs. 24.5£2.8 vs. 3.6 £ 0.9;
M (%), 2.5 £0.2 vs. 9.6 £ 0.2 vs. 12.0 £ 0.9 vs. 66.8 £
2.5. mean + SEM, n = 3) (Figure 8A). While vincristine
alone induced huge mitotic arrest in acute lymphoid
leukemia cell line Nalm6, HL60 cells were resistant to
vincristine (mitotic cells after 1d treatment of vincristine
(%), Nalm6 vs. HL60: 42.4 £ 0.7 vs. 12.0 = 0.9. mean +
SEM, n =3, p <0.001). However, combination treatment
of vincristine and BI-D1870 showed higher accumulation
of mitotic population in HL60 cells than Nalm6 cells
(mitotic cells after 1d combination treatment (%), Nalm6
vs. HL60: 54.0 £ 0.4 vs. 66.8 £ 2.5. mean+ SEM, n =3, p
<0.01) (Figure 8A). Combination treatment also enhanced
metaphase accumulation in mitotic cells compared with a
single treatment in HL60 cells (control vs. BI-D1870 vs.
vincristine vs. combination: metaphase in M (%), 14.1 £+
1.1 vs. 63.0+ 1.9 vs. 76.7 £ 1.1 vs. 87.4 £ 0.6. mean +
SEM, n = 3) (Figure 8§B).

To investigate whether BI-D1870-induced
sensitization of cells to vincristine by causing metaphase
arrest synergistically enhances the cell death in AML
cells, we examined the apoptosis of vincristine-treated
cells with or without BI-D1870. Each compound alone
had minimal effect on inducing apoptosis in both HL60
and Nalm6 cells. The combination treatment of vincristine
and BI-D1870 significantly induced apoptosis compared
to control and single treatment groups. Consistent with
the degree of metaphase arrest, combination treatment
induced higher apoptosis in HL60 cells than Nalmé6

cells (Annexin V-positive cells (%, 2d combination
treatment), Nalm6 vs. HL60: 58.4 + 0.8 vs. 90.8 + 0.3.
mean + SEM, n = 3, p < 0.001) (Figure 8C). While 1
day of treatment with the combination of vincristine and
BI-D1870 was sufficient to induce metaphase arrest,
subsequent apoptosis was significantly shown 2 days after
treatment (Figure 8A and 8C), indicating that leukemic
cells undergo apoptosis after the mitotic block following
combination treatment of vincristine and BI-D1870.
To confirm the synergistic effects of the combination
of vincristine and BI-D1870 on leukemic cell viability,
HL60 and Nalmo6 cells were treated with both drugs at a
fixed ratio of IC_ for vincristine and BI-D1870 to obtain
combination indices (CI). The combination of vincristine
and BI-D1870 showed a synergistic combination effect
with CI values of < 1 in both cell lines (Figure 8D).
We also performed combination experiments to assess
the efficacy of combining BI-D1870 with cytarabine or
daunorubicin, standard chemotherapeutic agents in current
AML therapy. A combination of BI-D1870 and cytarabine
or daunorubicin in HL60 cells showed an additive effect
against HL60 cell viability (Supplementary Table 2).
We further tested the combination of vincristine and BI-
D1870 in primary patient AML cells. We cultured four
different primary AML cells with cytokines for 2 days
with compounds. Combination treatment of vincristine (3
nM) and BI-D1870 (1.5 uM) led to a significantly higher
increase in apoptosis than single treatments (Figure 8E).

DISCUSSION

Hyperactivation of RSKs is a critical factor in
survival, proliferation, and metastasis in several types of
cancer cells [9-12]. In this study, we demonstrated that
RSK is overexpressed and hyperactivated in AML, and
that high levels confer an adverse prognosis, suggesting
RSK inhibition as a potential therapeutic target in AML.
We have shown that the RSK inhibitor BI-D1870 impaired
metaphase-to-anaphase transition and induced apoptosis.
Moreover, BI-D1870-induced blockade of mitotic exit
sensitized AML cells to vincristine.

CDC2 is phosphorylated at Y15 by WEEI kinase
and at T14 by MYT1, which keeps CDC2 inactive before
mitosis [41]. CDC25C phosphatase activity is critical for
the dephosphorylation at T14 and Y15 and subsequent
activation of CDC2 during mitosis progression [35]. RSK
is involved in the activation of CDC2 for G2/M cell cycle
progression by dephosphorylating at Y15 and T14 by
activating CDC25C [9, 13, 18]. CDC25C phosphorylation
at S198 enhances its phosphatase activity and nuclear
localization in prophase [18]. Though phosphorylation
at Ser198 was suppressed by BI-D1870 during mitosis,
phosphorylation level at Y15 of CDC2 was not increased
in mitosis following treatment of BI-D1870, suggesting
that inhibition of CDC25C/CDC2 is not a critical
regulatory mechanism in BI-D1870-induced mitotic arrest.
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APC/C is activated in mitosis and degrades Cyclin that BI-D1870 targets the SAC silencing machinery rather

Phosphorylation level: 1 1.6 1.2 0.7

A at prometaphase when SAC is still turned on. However, than APC/C directly to sustain mitotic arrest. Furthermore,
APC/C with coactivator CDC20 can ubiquitinate Securin RSK inhibition prevented MAD2 dissociation from
and Cyclin B for the anaphase transition only after SAC CDC20 and MAD2 phosphorylation during anaphase
is turned off and MCC containing MAD2 disappears transition. MAD2 phosphorylation at C-terminal residues
[22, 36]. SAC blocks the activation of APC/C toward is involved in the silencing of SAC by blocking the
these substrates that are critical for anaphase transition conformational activation of MAD2 [42], implying
to ensure proper chromosome segregation. While Cyclin that RSK activity may contribute to turning SAC off by
A was degraded in mitosis in the presence of BI-D1870, modulating MAD?2 phosphorylation (Figure 8F).
BI-D1870 treatment stabilized the SAC-inhibitable D-box MTAs kill cancer cells following mitotic arrest
dependent APC/C substrates, Cyclin B and Securin. through the activation of SAC [23]. BI-D1870 potentiates
Furthermore, inactivating the SAC with Mpsl kinase vincristine-induced prolonged mitotic arrest. BI-D1870
inhibitor Mps1-IN-1 and MAD2 knockdown relieved may leads to cell death via mitotic catastrophe [43, 44].
BI-D1870-induced metaphase arrest, supporting the idea As SAC-compromised cancer cells can escape from MTA-
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Figure 7: BI-D1870 prolongs the SAC signal. (A) BI-D1870 inhibits the association of CDC20 with APC/C complex. HL60 cells
were synchronized at metaphase using a thymidine/nocodazole double block. One hour before release, cells were treated with BI-D1870
(5 uM). Cells were released and cultured in media with or without BI-D1870 (5 uM) for 0.5 hours. Total lysates were immunoprecipitated
using an anti-CDC20 or anti-MAD?2 antibody. IP products and total lysates were analyzed by immunoblotting for APC2, MAD2, phospho-
Serine/Threonine, CDC20 and B-Tubulin as a loading control. Relative amounts of bound MAD2 or Ser/Thr-phosphorylated MAD2 were
quantified by densitometric measurements. (B-D) Inactivation of SAC or MAD2 knockdown releases cells from BI-D1870-induced
metaphase arrest. (B) Mps1-IN-1 treatment completely released cells from metaphase arrest. HL60 cells were cultured with BI-D1870 (5
uM) or DMSO vehicle control for 12 h. Mps1 kinase inhibitor Mps1-IN-1 (10 uM) was added 90 min before collecting cells to assess the
effect of SAC inhibition on BI-D1870-induced metaphase arrest. Cells were fixed and stained with DAPI and antibodies against Cyclin
A, Cyclin B, and p-H3. Bivariate flowcytometric profiles show cell populations at each cell cycle stage. (C) MAD2 knockdown alleviates
the RSK inhibitor BI-D1870-induced metaphase arrest. HL60 cells were transduced with pLKO.1 lentiviral vector expressing MAD?2
shRNA or luciferase shRNA and then selected with puromycin. Suppressed expression of MAD2 was confirmed at the protein level by
immunoblotting and in mRNA levels by qRT-PCR. (D) MAD2 knockdown cells were treated with BI-D1870 (5 pM) for 12 hours, and
then cells were fixed and analyzed for cell cycle distribution. Fixed cells were stained with DAPI and antibodies against Cyclin A, Cyclin
B, and p-H3. The mitotic cell population was determined by DNA content and protein levels of p-H3, Cyclin A and Cyclin B (top). Flow
cytometric profiles represent one out of three experiments with similar results.
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Figure 8: BI-D1870 in combination with vincristine increase metaphase arrest and apoptosis synergistically. (A, B)
Cell cycle distribution of HL60 and Nalm6 cells treated with BI-D1870 and vincristine. Cells were treated with BI-D1870 (2.5 uM) and/
or vincristine (5 nM) for 1 d, and then cells were fixed and analyzed for cell cycle distribution. Cells were stained with 4,6-diamidino-
2-phenylindole (DAPI) and antibodies. Percentages of live cell populations at each cell cycle phase determined by DNA content (DAPI)
and levels of p-H3, Cyclin A and Cyclin B were graphed. (C) Cells were treated with BI-D1870 (2.5 pM) and/or vincristine (5 nM) for 1d
or 2d. Percentages of Annexin V-positive apoptotic cells are calculated. (D) Synergistic combination effect of BI-D1870 and vincristine.
Cells were treated with various concentrations of BI-D1870 and vincristine for 3d. Viability was assessed using the CellTiter glo assay
kit. The combination index (CI) values were calculated by the Chou-Talalay method using CalcuSyn software. CI > 1: antagonism, CI =
1: additive Effect, CI < 1: synergism. Data are the mean = SEM (n = 4). (E) BI-D1870 in combination with vincristine-induced apoptosis
synergistically in primary patient AML cells. Primary cells were treated with BI-D1870 (1.5 uM) and/or vincristine (3 nM) for 2d, and
then Annexin V-positive cells were assessed using flow cytometry. Data are graphed as mean = SEM (n = 3). "p < 0.01; ""p < 0.001. (F)
A proposed action model of the RSK inhibitor BI-D1870 in mitotic exit. BI-D1870 inhibits the disassembly of the MCC to activate APC/C
for anaphase transition by blocking the phosphorylation-induced conformation change of MAD2.
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induced mitotic arrest before enough apoptotic machinery
is activated to induce cell death, targeting mitotic exit
is one of the emerging strategies to overcome MTA-
resistance in cancer cells [45]. CDC20 ablation induces
complete metaphase arrest and cell death in cancer cells
[46]. Deregulated expression of mitotic regulators has
been found in AML cells, including downregulation
of BUBI and overexpression of Aurora-A, Aurora-B,
PLK1, and CDC20, which causes genetic instability and
confers resistance to MTAs by inactivating SAC [24, 47,
48]. Therefore, strengthening SAC activity should be a
promising strategy to eradicate AML cells by inducing
synthetic lethality with MTAs. BI-D1870 significantly
enhanced the efficacy of vincristine in inducing
metaphase-arrest and subsequent apoptosis, highlighting
the importance of inhibition of SAC silencing machinery
to treat AML.

BI-D1870 is a reversible pan-RSK inhibitor, showing
> 500-fold higher activity for RSK than other AGC
kinases [28]. BI-D1870 also inhibits the activity of PLK1,
Aurora-B, MELK, PIM3, MST2, and GSK3 [28, 49] at
higher concentrations than for RSK. As PLK1 and Aurora-B
are required for the maintenance of SAC signaling [50],
inhibition of these kinases should relieve cells from
mitotic arrest, not prolonging mitotic arrest. BI-D1870 and
BRD7389 have been reported to inhibit proliferation and
significantly increase the G2/M population in melanoma
cells [51]. BI-D1870 does not have proper physicochemical
properties for clinical application [52]. Future structure—
activity relationships study for BI-D1870 is required to
improve solubility and pharmacokinetic profiles for in vivo
preclinical and clinical studies.

MATERIALS AND METHODS

Cell culture

KG1, HL60, and Nalm6 human acute leukemia cells
were cultured at 37°C with 5% CO, in Iscove’s Modified
Dulbecco’s Medium (IMDM, Life Technologies, Grand
Island, NY, USA) supplemented with 10% fetal bovine
serum plus 1% penicillin/streptomycin/L-glutamine.
Cell lines were obtained from ATCC (Manassas, VA,
USA). Low-passage cell stocks were used and cultured
for less than 2 months. Cells were regularly tested for
Mycoplasma and growth characteristics. For analysis
of metaphase-to-anaphase transition, HL-60 cells were
synchronized at metaphase using a modified thymidine
plus nocodazole block [53]. HL-60 cells were treated with
1.5 mM thymidine (Sigma, St. Louis, MO, USA) for 16
h, washed with PBS and released in fresh media for 3
h. The cells were then treated with 150 nM nocodazole
(Sigma) for 8 h. The metaphase synchronized cells were
washed with PBS and released from the mitotic block
by the addition of normal serum-containing media.
BI-D1870 (5 uM, Selleckchem, Houston, TX, USA)

or vehicle (DMSO) was added 30 min before mitotic
release. For cell viability assays, cells were seeded at 2
x 10* cells/well in 96-well plates. CellTiter-Glo assays
(Promega, Madison, WI, USA) were performed to assess
the viability of cells. Combination indices were calculated
with the Chou-Talalay method using CalcuSyn software
(Biosoft, Ferguson, MO, USA) [54]. CI values were used
to determine synergism (CI < 1), antagonism (CI > 1)
and additivity (CI = 1). Cells were treated with combined
drugs at a fixed ratio of IC, | for two drugs.

Primary patient AML cells were cultured in
IMDM/15% BIT (bovine serum albumin, insulin,
transferrin; Stem Cell Technologies, Vancouver, BC,
Canada)/SCF (100 ng/ml, Miltenyi Biotec, Auburn, CA,
USA)/FLT3-ligand (50 ng/ml, Miltenyi Biotec)/IL3 (20 ng/
ml, Miltenyi Biotec)/IL6 (20 ng/ml, Miltenyi Biotec)/TPO
(50 ng/ml, Miltenyi Biotec)/GM-CSF (20 ng/ml, Miltenyi
Biotec)/55 uM B-mercaptoethanol/0.75 uM SR1 (Selleck
Chemicals, Houston, TX, USA)/35 nM UM171 (Stem Cell
Technologies) [55, 56]. Bone marrows from AML patients
were collected through voluntary patient participation at the
University of California, Los Angeles (Los Angeles, CA,
USA) and Stanford University (Palo Alto, CA, USA) in
compliance with the Institutional Review Board regulations
of each institution. Informed consent was obtained from
all human subjects, and all research was conducted in
accordance with the statements outlined in the declaration of
Helsinki and the Data Protection Directive.

RPPA

The methodology and validation of the RPPA
technique are fully described elsewhere [57, 58].
Briefly, fresh samples were isolated and enriched for
leukemic cells by CD3/CD19 depletion (Miltenyi
Biotech, Cologne, Germany). Protein preparations
were prepared and normalized to a concentration of 1
x 107 cells/mL and printed in five serial dilutions onto
slides along with normalization and expression controls.
Slides were probed with a strictly validated primary
antibody against total RSK1/2/3 (Cell Signaling #9347)
or p-RSK1/2/3 (T573) (Cell Signaling #9346) and a
secondary antibody to amplify the signal, and finally a
stable dye was precipitated. Stained slides were analyzed
using Microvigene® Software (version 3.0, Vigene
Tech, Carlisle, MA, USA) to produce quantified data.
SuperCurve algorithms were used to generate a single
value from the five serial dilutions [59]. Loading control
[60] and topographical normalization [61] procedures
were performed to account for protein concentration and
background staining variations on each array. Peripheral
blood samples were obtained from 483 de novo pediatric
AML patients that participated in the COG AAML1031
Phase 3 clinical trial, and CD34+ bone marrow samples
obtained from 30 healthy donors; 20 pediatric CD34+
samples and 10 adults CD34+ samples. Outcome data
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was available for 410 of the patients enrolled on the
AAMLI1031 study. One hundred and sixty-four patients
received standard ADE induction therapy, 210 patients
received ADE in combination with BTZ (ADEB), and 36
received ADE + sorafenib (ADES). No difference in effect
of RSK1/2/3 or p-RSK (T573) was observed between the
treatment arms.

MAD?2 knockdown

Lentiviral vectors expressing MAD2 (#1:
TRCNO0000006566, #2: TRCNO0000273382) and
Luciferase shRNA (SHCO007) were purchased from
Sigma-Aldrich. Lentiviral particles were prepared by
transient calcium phosphate transfection of HEK293
cells. Transduced cells were selected by treating cells with
puromycin (Sigma-Aldrich) at 2 pg/mL for 3 days. The
efficacy of knockdown of endogenous MAD2 expression
was assessed by qRT-PCR and western blot analysis.

Flow cytometry analysis

For assessing intracellular proteins by flow
cytometry, cells were fixed with 1.6% paraformaldehyde
for 10 min. Fixed cells were made permeable with BD
Perm/Wash buffer (BD Biosciences, San Jose, CA, USA)
and incubated with antibodies and DAPI (0.1 ug/ml,
Sigma, St. Louis, MO, USA) in BD Perm/Wash buffer.
The following antibodies were used in intracellular
protein staining: FITC-conjugated anti-Cyclin A (clone
BF683), PE-conjugated anti-Cyclin B (clone GNS-1),
Alexa Fluor 647 or Alexa Fluor 700-conjugated anti-
cPARP (clone F21-852, BD Biosciences); PECy7-
conjugated ant-pH3 (pS28) (clone HTA283, Biolegend);
anti-Securin (EPR3240, Abcam, Cambridge, MA); anti-
p-CDC2 (Y15) (clone 10A11, Cell Signaling Technology,
Danvers, MA, USA); Alexa Fluor 647-conjugated goat
anti-rabbit IgG (Invitrogen, Carlsbad, CA). Apoptosis
was measured by Annexin-V (Biolegend, San Diego,
CA, USA)/DAPI double staining. Stained cells were
analyzed on a DxP10 FACScan (BD Biosciences/Cytek
Development, Fremont, CA, USA) using the FlowJo
software (TreeStar, Ashland, OR, USA).

Immunoprecipitation and immunoblotting

Cells were lysed in cell lysis buffer (50 mM Tris-
HCI, pH7.5, 120 mM NaCl, 1 mM EDTA, and 1% NP-40)
containing protease inhibitor cocktail (Roche, Indianapolis,
IN, USA) and phosphatase inhibitor cocktail 2 (Sigma).
Cellular lysates (1 mg) were immunoprecipitated, using the
anti-CDC20 (5 pl, AR12, Millipore, Burlington, MA, USA)
or anti-MAD2 (5 pg, A300, Bethyl Lab, Montgomery,
TX, USA) antibodies. The immunoprecipitated products
or total lysates were resolved on SDS polyacrylamide
gel electrophoresis and transferred to PVDF membranes
(BioRad). Proteins were detected with specific antibodies.

The following antibodies were used in western blot
analyses: anti-Cyclin B1 (H433), anti- CDC2 [54], anti-
B-Tubulin (H-235, Santa Cruz Biotechnology, Santa Cruz,
CA, USA); ant-MAD?2 [48], anti-phosphoserine/threonine
(22A, BD Biosciences); anti-f-Actin (M2, Sigma); anti-
cyclin A2 (BF683), anti-cleaved Caspase 3 (D175), anti-
p-RPS6 (S235/236) (2211), anti-p-CDC2 (Y'15), anti-RB
(4H1), anti-p-RB (S780) (D59B7), anti-APC2 (12301, Cell
Signaling Technology, Danvers, MA, USA); anti-MPM2
(Millipore); anti-CDC20 (A301, Bethyl Lab). Horseradish
peroxidase-conjugated anti-mouse or anti-rabbit IgG
antibodies (Cell Signaling Technology; GeneTex, Irvine,
CA, USA) were used and proteins were visualized with
an enhanced chemiluminescence system (Advansta, Menlo
Park, CA, USA).

RNA extraction and quantitative reverse
transcription PCR (qRT- PCR)

Total RNA was extracted from cells using Aurum
total RNA mini kit (BioRad, Hercules, CA, USA)
according to the manufacturer’s instructions and reverse
transcribed into ¢cDNA using iScript cDNA Synthesis
Kit (BioRad). PCR was carried out on a CFX384 Real-
time PCR system (BioRad) using IQ™ SYBR® Green
Supermix (BioRad). B-actin was used as a control gene.
Expression levels of target mRNAs were calculated
by the 2724¢T Livak method [62]. Primer sequences (5’
to 3’); ACTB F: GGACTTCGAGCAAGAGATGG,
ACTB R: AGCACTGTGTTGGCGTACAG; MAD?2
F:  ATCGTGGCCGAGTTCTTCTC, MAD2 R:
TACAAGCAAGGTGAGTCCGT.

Statistical analysis

Mean protein expression levels measured in the
483 pediatric patient samples were compared to the mean
expression levels of the 30 normal CD34+ cells using the
Wilcoxon signed-rank test. Survival curves were plotted
using the Kaplan—Meier method. Patients were divided
into thirds based on the relative RSK1/2/3-total and RSK1-
pT537 expression. The statistical tests and plots were
generated in R (Version 0.99.484 —2009-2015 RStudio,
Inc.). All other data was analyzed using Prism software
(Graphpad, La Jolla, CA, USA) with a p-value less than
0.05 considered as a significant difference. For combination
treatment analysis, combination index values were
calculated by Chou-Talalay method using the CalcuSyn
software (Biosoft, Ferguson, MO, USA) as described [54].

Author contributions

HDC designed research, performed research,
analyzed data and wrote the paper. RD, BT, FWH, BA,
VS, MY, KLD, MP, TMH, SMK performed research. MH,
NS, NL collected and provided primary cells from AML

www.oncotarget.com

2400

Oncotarget



patients. KMS designed research and edited the paper. All
authors reviewed and approved the final manuscript.

CONFLICTS OF INTEREST

The authors have no conflicts of interest to declare.

FUNDING

This study is supported by Hyundai Hope on
Wheels and Stanford Medicine Maternal and Child Health
Research Institute (K.M.S). This work was also supported
by AIRC-1G2017 (Project Code: 20562) (M.P.). V.S. was
supported by a fellowship from Fondazione Italiana per la
Ricerca sul Cancro (n.16616).

REFERENCES

1. Kavanagh S, Murphy T, Law A, Yehudai D, Ho JM, Chan
S, Schimmer AD. Emerging therapies for acute myeloid
leukemia: translating biology into the clinic. JCI Insight. 2017;
2:€95679. https://doi.org/10.1172/jci.insight.95679. [PubMed]

2. Saygin C, Carraway HE. Emerging therapies for acute
myeloid leukemia. J Hematol Oncol. 2017; 10:93. https://
doi.org/10.1186/s13045-017-0463-6. [PubMed]

3. Siegel RL, Miller KD, Jemal A. Cancer statistics, 2018.
CA Cancer J Clin. 2018; 68:7-30. https://doi.org/10.3322/
caac.21442.

4. Noone AM, Howlader N, Krapcho M, Miller D, Brest A,
Yu M, Ruhl J, Tatalovich Z, Mariotto A, Lewis DR, Chen
HS, Feuer EJ, Cronin KA (eds). SEER Cancer Statistics
Review, 1975-2015, National Cancer Institute. Bethesda,
MD, https://seer.cancer.gov/csr/1975 2015/.

5. Schultz KA, Chen L, Chen Z, Kawashima T, Oeffinger KC,
Woods WG, Nicholson HS, Neglia JP. Health conditions and
quality of life in survivors of childhood acute myeloid leukemia

comparing post remission chemotherapy to BMT: a report from
the children’s oncology group. Pediatr Blood Cancer. 2014;
61:729-736. https://doi.org/10.1002/pbc.24881. [PubMed]

6. Dombret H, Gardin C. An update of current treatments for
adult acute myeloid leukemia. Blood. 2016; 127:53-61.
https://doi.org/10.1182/blood-2015-08-604520. [PubMed]

7. Romeo Y, Zhang X, Roux PP. Regulation and function of the
RSK family of protein kinases. Biochem J. 2012; 441:553—
569. https://doi.org/10.1042/BJ20110289. [PubMed]

8. Vik TA, Ryder JW. Identification of serine 380 as the major
site of autophosphorylation of Xenopus pp90rsk. Biochem
Biophys Res Commun. 1997; 235:398-402. https://doi.
0rg/10.1006/bbrc.1997.6794. [PubMed]

9. Anjum R, Blenis J. The RSK family of kinases: emerging
roles in cellular signalling. Nat Rev Mol Cell Biol. 2008;
9:747-758. https://doi.org/10.1038/nrm2509. [PubMed]

10. Poomakkoth N, Issa A, Abdulrahman N, Abdelaziz SG,
Mraiche F. p90 ribosomal S6 kinase: a potential therapeutic

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

target in lung cancer. J Transl Med. 2016; 14:14. https://doi.
0rg/10.1186/512967-016-0768-1. [PubMed]

Wu CF, Liu S, Lee YC, Wang R, Sun S, Yin F, Bornmann
WG, Yu-Lee LY, Gallick GE, Zhang W, Lin SH, Kuang
J. RSK promotes G2/M transition through activating
phosphorylation of Cdc25A and Cdc25B. Oncogene. 2014;
33:2385-2394. https://doi.org/10.1038/onc.2013.182.
[PubMed]

Houles T, Roux PP. Defining the role of the RSK isoforms
in cancer. Semin Cancer Biol. 2018; 48:53—61. https://doi.
org/10.1016/j.semcancer.2017.04.016. [PubMed]

Casalvieri KA, Matheson CJ, Backos DS, Reigan P.
Selective Targeting of RSK Isoforms in Cancer. Trends
Cancer. 2017; 3:302-312. https://doi.org/10.1016/].
trecan.2017.03.004. [PubMed]

EIf S, Blevins D, Jin L, Chung TW, Williams IR, Lee
BH, Lin JX, Leonard WIJ, Taunton J, Khoury HIJ,
Kang S. p90RSK2 is essential for FLT3-ITD- but
dispensable for BCR-ABL-induced myeloid leukemia.
Blood. 2011; 117:6885-6894. https://doi.org/10.1182/
blood-2010-10-315721. [PubMed]

Hospital MA, Jacquel A, Mazed F, Saland E, Larrue C,
Mondesir J, Birsen R, Green AS, Lambert M, Sujobert P,
Gautier EF, Salnot V, Le Gall M, et al. RSK2 is a new Pim2
target with pro-survival functions in FLT3-ITD-positive
acute myeloid leukemia. Leukemia. 2018; 32:597-605.
https://doi.org/10.1038/leu.2017.284. [PubMed]

Kang S, Dong S, Gu TL, Guo A, Cohen MS, Lonial S,
Khoury HJ, Fabbro D, Gilliland DG, Bergsagel PL, Taunton
J, Polakiewicz RD, Chen J. FGFR3 activates RSK2 to
mediate hematopoietic transformation through tyrosine
phosphorylation of RSK2 and activation of the MEK/
ERK pathway. Cancer Cell. 2007; 12:201-214. https://doi.
0rg/10.1016/j.ccr.2007.08.003. [PubMed]

Kang S, EIf S, Dong S, Hitosugi T, Lythgoe K, Guo A,
Ruan H, Lonial S, Khoury HJ, Williams IR, Lee BH, Roesel
JL, Karsenty G, et al. Fibroblast growth factor receptor 3
associates with and tyrosine phosphorylates p90 RSK2,
leading to RSK2 activation that mediates hematopoietic
transformation. Mol Cell Biol. 2009; 29:2105-2117. https:/
doi.org/10.1128/MCB.00998-08. [PubMed]

Chatterjee S, Huang EH, Christie I, Burns TF. Reactivation
of the p90RSK-CDC25C Pathway Leads to Bypass of the
Ganetespib-Induced G2-M Arrest and Mediates Acquired
Resistance to Ganetespib in KRAS-Mutant NSCLC.
Mol Cancer Ther. 2017; 16:1658-1668. https://doi.
org/10.1158/1535-7163.MCT-17-0114. [PubMed]
Lara-Gonzalez P, Westhorpe FG, Taylor SS. The spindle
assembly checkpoint. Curr Biol. 2012; 22:R966-R980.
https://doi.org/10.1016/j.cub.2012.10.006. [PubMed]
Foley EA, Kapoor TM. Microtubule attachment and spindle
assembly checkpoint signalling at the kinetochore. Nat Rev
Mol Cell Biol. 2013; 14:25-37. https://doi.org/10.1038/
nrm3494. [PubMed]

www.oncotarget.com

2401

Oncotarget


https://doi.org/10.1172/jci.insight.95679
https://www.ncbi.nlm.nih.gov/pubmed/28931762
https://doi.org/10.1186/s13045-017-0463-6
https://doi.org/10.1186/s13045-017-0463-6
https://www.ncbi.nlm.nih.gov/pubmed/28420416
https://doi.org/10.3322/caac.21442
https://doi.org/10.3322/caac.21442
https://seer.cancer.gov/csr/1975_2015/
https://doi.org/10.1002/pbc.24881
https://www.ncbi.nlm.nih.gov/pubmed/24285698
https://doi.org/10.1182/blood-2015-08-604520
https://www.ncbi.nlm.nih.gov/pubmed/26660429
https://doi.org/10.1042/BJ20110289
https://www.ncbi.nlm.nih.gov/pubmed/22187936
https://doi.org/10.1006/bbrc.1997.6794
https://doi.org/10.1006/bbrc.1997.6794
https://www.ncbi.nlm.nih.gov/pubmed/9199205
https://doi.org/10.1038/nrm2509
https://www.ncbi.nlm.nih.gov/pubmed/18813292
https://doi.org/10.1186/s12967-016-0768-1
https://doi.org/10.1186/s12967-016-0768-1
https://www.ncbi.nlm.nih.gov/pubmed/26791782
https://doi.org/10.1038/onc.2013.182
https://www.ncbi.nlm.nih.gov/pubmed/23708659
https://doi.org/10.1016/j.semcancer.2017.04.016
https://doi.org/10.1016/j.semcancer.2017.04.016
https://www.ncbi.nlm.nih.gov/pubmed/28476656
https://doi.org/10.1016/j.trecan.2017.03.004
https://doi.org/10.1016/j.trecan.2017.03.004
https://www.ncbi.nlm.nih.gov/pubmed/28718440
https://doi.org/10.1182/blood-2010-10-315721
https://doi.org/10.1182/blood-2010-10-315721
https://www.ncbi.nlm.nih.gov/pubmed/21527514
https://doi.org/10.1038/leu.2017.284
https://www.ncbi.nlm.nih.gov/pubmed/28914261
https://doi.org/10.1016/j.ccr.2007.08.003
https://doi.org/10.1016/j.ccr.2007.08.003
https://www.ncbi.nlm.nih.gov/pubmed/17785202
https://doi.org/10.1128/MCB.00998-08
https://doi.org/10.1128/MCB.00998-08
https://www.ncbi.nlm.nih.gov/pubmed/19223461
https://doi.org/10.1158/1535-7163.MCT-17-0114
https://doi.org/10.1158/1535-7163.MCT-17-0114
https://www.ncbi.nlm.nih.gov/pubmed/28566436
https://doi.org/10.1016/j.cub.2012.10.006
https://www.ncbi.nlm.nih.gov/pubmed/23174302
https://doi.org/10.1038/nrm3494
https://doi.org/10.1038/nrm3494
https://www.ncbi.nlm.nih.gov/pubmed/23258294

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

Musacchio A, Salmon ED. The spindle-assembly
checkpoint in space and time. Nat Rev Mol Cell Biol. 2007;
8:379-393. https://doi.org/10.1038/nrm2163. [PubMed]
Musacchio A. The Molecular Biology of Spindle Assembly
Checkpoint Signaling Dynamics. Curr Biol. 2015; 25:R1002—
R1018. https://doi.org/10.1016/j.cub.2015.08.051. [PubMed]
Wood KW, Cornwell WD, Jackson JR. Past and future
of the mitotic spindle as an oncology target. Curr Opin
Pharmacol. 2001; 1:370-377. https://doi.org/10.1016/
S1471-4892(01)00064-9. [PubMed]

Ghelli Luserna di Rora A, Martinelli G, Simonetti G. The
balance between mitotic death and mitotic slippage in acute

leukemia: a new therapeutic window? J Hematol Oncol.
2019; 12:123. https://doi.org/10.1186/s13045-019-0808-4.
[PubMed]

Manchado E, Guillamot M, Malumbres M. Killing cells
by targeting mitosis. Cell Death Differ. 2012; 19:369-377.
https://doi.org/10.1038/cdd.2011.197. [PubMed]
Weinstein HJ, Mayer RJ, Rosenthal DS, Coral FS, Camitta
BM, Gelber RD. Chemotherapy for acute myelogenous
leukemia in children and adults: VAPA update. Blood. 1983;
62:315-319. https://doi.org/10.1182/blood.V62.2.315.315.
[PubMed]

Schlaifer D, Cooper MR, Attal M, Sartor AO, Trepel JB,
Laurent G, Myers CE. Myeloperoxidase: an enzyme

involved in intrinsic vincristine resistance in human
myeloblastic leukemia. Blood. 1993; 81:482—489. https://
doi.org/10.1182/blood.V81.2.482.482. [PubMed]

Sapkota GP, Cummings L, Newell FS, Armstrong C, Bain J,
Frodin M, Grauert M, Hoffmann M, Schnapp G, Steegmaier
M, Cohen P, Alessi DR. BI-D1870 is a specific inhibitor of
the p90 RSK (ribosomal S6 kinase) isoforms in vitro and in
vivo. Biochem J. 2007; 401:29-38. https://doi.org/10.1042/
BJ20061088. [PubMed]

Darzynkiewicz Z, Gong J, Juan G, Ardelt B, Traganos F.
Cytometry of cyclin proteins. Cytometry. 1996; 25:1-13. https:/
doi.org/10.1002/(SICI)1097-0320(19960901)25:1<1::AID-
CYTO1>3.0.CO:2-N. [PubMed]

Wilson GD. Probing the Cell Cycle with Flow Cytometry. J
Biomed Sci Eng. 2014; 7:698-711. https://doi.org/10.4236/
jbise.2014.79069.

Pozarowski P, Darzynkiewicz Z. Analysis of cell cycle by
flow cytometry. Methods Mol Biol. 2004; 281:301-311.
https://doi.org/10.1385/1-59259-811-0:301. [PubMed]
Jacobberger JW, Frisa PS, Sramkoski RM, Stefan T, Shults
KE, Soni DV. A new biomarker for mitotic cells. Cytometry
A. 2008; 73:5-15. https://doi.org/10.1002/cyto.a.20501.
[PubMed]

Roux PP, Shahbazian D, Vu H, Holz MK, Cohen MS,
Taunton J, Sonenberg N, Blenis J. RAS/ERK signaling
promotes site-specific ribosomal protein S6 phosphorylation

via RSK and stimulates cap-dependent translation. J Biol
Chem. 2007; 282:14056-14064. https://doi.org/10.1074/ibc.
M700906200. [PubMed]

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44,

45.

Fomina-Yadlin D, Kubicek S, Walpita D, Dancik V,
Hecksher-Sorensen J, Bittker JA, Sharifnia T, Shamji A,
Clemons PA, Wagner BK, Schreiber SL. Small-molecule
inducers of insulin expression in pancreatic alpha-cells.
Proc Natl Acad Sci U S A. 2010; 107:15099-15104. https:/
doi.org/10.1073/pnas.1010018107. [PubMed]

Gautier J, Solomon MJ, Booher RN, Bazan JF, Kirschner
MW. cdc25 is a specific tyrosine phosphatase that directly
activates p34cdc2. Cell. 1991; 67:197-211. https://doi.
0rg/10.1016/0092-8674(91)90583-K.. [PubMed]

Alfieri C, Zhang S, Barford D. Visualizing the complex

functions and mechanisms of the anaphase promoting
complex/cyclosome (APC/C). Open Biol. 2017; 7:170204.
https://doi.org/10.1098/rsob.170204. [PubMed]

Wassmann K, Liberal V, Benezra R. Mad2 phosphorylation
regulates its association with Mad1 and the APC/C. EMBO
J.2003; 22:797-806. https://doi.org/10.1093/emboj/cdg071.
[PubMed]

Kwiatkowski N, Jelluma N, Filippakopoulos P,
Soundararajan M, Manak MS, Kwon M, Choi HG, Sim T,
Deveraux QL, Rottmann S, Pellman D, Shah JV, Kops GJ,
et al. Small-molecule kinase inhibitors provide insight into
Mpsl cell cycle function. Nat Chem Biol. 2010; 6:359-368.
https://doi.org/10.1038/nchembio.345. [PubMed]
Rowinsky EK, Donehower RC. Paclitaxel (taxol). N Engl
J Med. 1995; 332:1004-1014. https://doi.org/10.1056/
NEJM199504133321507. [PubMed]

Rieder CL, Maiato H. Stuck in division or passing through:

what happens when cells cannot satisfy the spindle
assembly checkpoint. Dev Cell. 2004; 7:637—651. https://
doi.org/10.1016/j.deveel.2004.09.002. [PubMed]

Matheson CJ, Backos DS, Reigan P. Targeting WEEI1
Kinase in Cancer. Trends Pharmacol Sci. 2016; 37:872—881.
https://doi.org/10.1016/].tips.2016.06.006. [PubMed]

Kim S, Sun H, Ball HL, Wassmann K, Luo X, Yu H.
Phosphorylation of the spindle checkpoint protein Mad2

regulates its conformational transition. Proc Natl Acad Sci
U S A. 2010; 107:19772—-19777. https://doi.org/10.1073/
pnas.1009000107. [PubMed]

Vakifahmetoglu H, Olsson M, Zhivotovsky B. Death
through a tragedy: mitotic catastrophe. Cell Death Differ.
2008; 15:1153-1162. https://doi.org/10.1038/cdd.2008.47.
[PubMed]

Haschka M, Karbon G, Fava LL, Villunger A. Perturbing
mitosis for anti-cancer therapy: is cell death the only
answer? EMBO Rep. 2018; 19:e45440. https:/doi.
org/10.15252/embr.201745440. [PubMed]

Henriques AC, Ribeiro D, Pedrosa J, Sarmento B, Silva
PMA, Bousbaa H. Mitosis inhibitors in anticancer therapy:

When blocking the exit becomes a solution. Cancer
Lett. 2019; 440-441:64-81. https://doi.org/10.1016/].
canlet.2018.10.005. [PubMed]

Manchado E, Guillamot M, de Carcer G, Eguren M, Trickey
M, Garcia-Higuera I, Moreno S, Yamano H, Canamero

www.oncotarget.com

2402

Oncotarget


https://doi.org/10.1038/nrm2163
https://www.ncbi.nlm.nih.gov/pubmed/17426725
https://doi.org/10.1016/j.cub.2015.08.051
https://www.ncbi.nlm.nih.gov/pubmed/26485365
https://doi.org/10.1016/S1471-4892(01)00064-9
https://doi.org/10.1016/S1471-4892(01)00064-9
https://www.ncbi.nlm.nih.gov/pubmed/11710735
https://doi.org/10.1186/s13045-019-0808-4
https://www.ncbi.nlm.nih.gov/pubmed/31771633
https://doi.org/10.1038/cdd.2011.197
https://www.ncbi.nlm.nih.gov/pubmed/22223105
https://doi.org/10.1182/blood.V62.2.315.315
https://www.ncbi.nlm.nih.gov/pubmed/6575837
https://doi.org/10.1182/blood.V81.2.482.482
https://doi.org/10.1182/blood.V81.2.482.482
https://www.ncbi.nlm.nih.gov/pubmed/8380727
https://doi.org/10.1042/BJ20061088
https://doi.org/10.1042/BJ20061088
https://www.ncbi.nlm.nih.gov/pubmed/17040210
https://doi.org/10.1002/(SICI)1097-0320(19960901)25:1%3C1::AID-CYTO1%3E3.0.CO;2-N
https://doi.org/10.1002/(SICI)1097-0320(19960901)25:1%3C1::AID-CYTO1%3E3.0.CO;2-N
https://doi.org/10.1002/(SICI)1097-0320(19960901)25:1%3C1::AID-CYTO1%3E3.0.CO;2-N
https://www.ncbi.nlm.nih.gov/pubmed/8875049
https://doi.org/10.4236/jbise.2014.79069
https://doi.org/10.4236/jbise.2014.79069
https://doi.org/10.1385/1-59259-811-0:301
https://www.ncbi.nlm.nih.gov/pubmed/15220539
https://doi.org/10.1002/cyto.a.20501
https://www.ncbi.nlm.nih.gov/pubmed/18061938
https://doi.org/10.1074/jbc.M700906200
https://doi.org/10.1074/jbc.M700906200
https://www.ncbi.nlm.nih.gov/pubmed/17360704
https://doi.org/10.1073/pnas.1010018107
https://doi.org/10.1073/pnas.1010018107
https://www.ncbi.nlm.nih.gov/pubmed/20696901
https://doi.org/10.1016/0092-8674(91)90583-K
https://doi.org/10.1016/0092-8674(91)90583-K
https://www.ncbi.nlm.nih.gov/pubmed/1913817
https://doi.org/10.1098/rsob.170204
https://www.ncbi.nlm.nih.gov/pubmed/29167309
https://doi.org/10.1093/emboj/cdg071
https://www.ncbi.nlm.nih.gov/pubmed/12574116
https://doi.org/10.1038/nchembio.345
https://www.ncbi.nlm.nih.gov/pubmed/20383151
https://doi.org/10.1056/NEJM199504133321507
https://doi.org/10.1056/NEJM199504133321507
https://www.ncbi.nlm.nih.gov/pubmed/7885406
https://doi.org/10.1016/j.devcel.2004.09.002
https://doi.org/10.1016/j.devcel.2004.09.002
https://www.ncbi.nlm.nih.gov/pubmed/15525526
https://doi.org/10.1016/j.tips.2016.06.006
https://www.ncbi.nlm.nih.gov/pubmed/27427153
https://doi.org/10.1073/pnas.1009000107
https://doi.org/10.1073/pnas.1009000107
https://www.ncbi.nlm.nih.gov/pubmed/21041666
https://doi.org/10.1038/cdd.2008.47
https://www.ncbi.nlm.nih.gov/pubmed/18404154
https://doi.org/10.15252/embr.201745440
https://doi.org/10.15252/embr.201745440
https://www.ncbi.nlm.nih.gov/pubmed/29459486
https://doi.org/10.1016/j.canlet.2018.10.005
https://doi.org/10.1016/j.canlet.2018.10.005
https://www.ncbi.nlm.nih.gov/pubmed/30312726

47.

48.

49.

50.

51.

52.

53.

M, Malumbres M. Targeting mitotic exit leads to tumor
regression in vivo: Modulation by Cdkl, Mastl, and the
PP2A/B5S5alpha,delta phosphatase. Cancer Cell. 2010;
18:641-654.  https://doi.org/10.1016/j.ccr.2010.10.028.
[PubMed]

Simonetti G, Padella A, do Valle IF, Fontana MC, Fonzi
E, Bruno S, Baldazzi C, Guadagnuolo V, Manfrini M,
Ferrari A, Paolini S, Papayannidis C, Marconi G, et al.
Aneuploid acute myeloid leukemia exhibits a signature of
genomic alterations in the cell cycle and protein degradation
machinery. Cancer. 2019; 125:712-725. https://doi.
org/10.1002/cncr.31837. [PubMed]

Moison C, Lavallee VP, Thiollier C, Lehnertz B,
Boivin I, Mayotte N, Gareau Y, Frechette M, Blouin-
Chagnon V, Corneau S, Lavallee S, Lemieux S, Marinier
A, et al. Complex karyotype AML displays G2/M
signature and hypersensitivity to PLK1 inhibition.
Blood Adv. 2019; 3:552-563. https://doi.org/10.1182/
bloodadvances.2018028480. [PubMed]

Bain J, Plater L, Elliott M, Shpiro N, Hastie CJ,
McLauchlan H, Klevernic I, Arthur JS, Alessi DR, Cohen P.
The selectivity of protein kinase inhibitors: a further update.
Biochem J. 2007; 408:297-315. https://doi.org/10.1042/
BJ20070797. [PubMed]

O'Connor A, Maffini S, Rainey MD, Kaczmarczyk A,
Gaboriau D, Musacchio A, Santocanale C. Requirement for
PLK1 kinase activity in the maintenance of a robust spindle
assembly checkpoint. Biol Open. 2015; 5:11-19. https://doi.
0rg/10.1242/b10.014969. [PubMed]

Theodosakis N, Micevic G, Langdon CG, Ventura A, Means
R, Stern DF, Bosenberg MW. p90RSK Blockade Inhibits
Dual BRAF and MEK Inhibitor-Resistant Melanoma by
Targeting Protein Synthesis. J Invest Dermatol. 2017;
137:2187-2196. https://doi.org/10.1016/;.jid.2016.12.033.
[PubMed]

Pambid MR, Berns R, Adomat HH, Hu K, Triscott J,
Maurer N, Zisman N, Ramaswamy V, Hawkins CE, Taylor

MD, Dunham C, Guns E, Dunn SE. Overcoming resistance
to Sonic Hedgehog inhibition by targeting p90 ribosomal S6
kinase in pediatric medulloblastoma. Pediatr Blood Cancer.
2014; 61:107-115. https://doi.org/10.1002/pbc.24675.
[PubMed]

Whitfield ML, Sherlock G, Saldanha AJ, Murray JI, Ball
CA, Alexander KE, Matese JC, Perou CM, Hurt MM,
Brown PO, Botstein D. Identification of genes periodically
expressed in the human cell cycle and their expression in
tumors. Mol Biol Cell. 2002; 13:1977-2000. https://doi.
0rg/10.1091/mbc.02-02-0030. [PubMed]

54.

55.

56.

57.

58.

59.

60.

61.

62.

Bijnsdorp IV, Giovannetti E, Peters GJ. Analysis of drug
interactions. Methods Mol Biol. 2011; 731:421-434. https:/
doi.org/10.1007/978-1-61779-080-5_34. [PubMed]

Pabst C, Krosl J, Fares I, Boucher G, Ruel R, Marinier A,
Lemieux S, Hebert J, Sauvageau G. Identification of small
molecules that support human leukemia stem cell activity
ex vivo. Nat Methods. 2014; 11:436-442. https://doi.
org/10.1038/nmeth.2847. [PubMed]

Fares I, Chagraoui J, Gareau Y, Gingras S, Ruel R, Mayotte
N, Csaszar E, Knapp DJ, Miller P, Ngom M, Imren S, Roy
DC, Watts KL, et al. Cord blood expansion. Pyrimidoindole
derivatives are agonists of human hematopoietic stem cell

self-renewal. Science. 2014; 345:1509-1512. https://doi.
org/10.1126/science.1256337. [PubMed]

Kornblau SM, Singh N, Qiu Y, Chen W, Zhang N, Coombes
KR. Highly phosphorylated FOXO3A is an adverse
prognostic factor in acute myeloid leukemia. Clin Cancer
Res. 2010; 16:1865-1874. https://doi.org/10.1158/1078-
0432.CCR-09-2551. [PubMed]

Hu CW, Qiu Y, Ligeralde A, Raybon AY, Yoo SY, Coombes
KR, Qutub AA, Kornblau SM. A quantitative analysis
of heterogeneities and hallmarks in acute myelogenous
leukaemia. Nat Biomed Eng. 2019; 3:889-901. https://doi.
org/10.1038/s41551-019-0387-2. [PubMed]

Hu J, He X, Baggerly KA, Coombes KR, Hennessy BT,
Mills GB. Non-parametric quantification of protein lysate

arrays. Bioinformatics. 2007; 23:1986—-1994. https://doi.
org/10.1093/bioinformatics/btm283. [PubMed]

Neeley ES, Kornblau SM, Coombes KR, Baggerly KA.
Variable slope normalization of reverse phase protein

arrays. Bioinformatics. 2009; 25:1384—1389. https://doi.
org/10.1093/bioinformatics/btp174. [PubMed]

Neeley ES, Baggerly KA, Kornblau SM. Surface
Adjustment of Reverse Phase Protein Arrays using Positive
Control Spots. Cancer Inform. 2012; 11:77-86. https://doi.
0rg/10.4137/CIN.S9055. [PubMed]

Livak KJ, Schmittgen TD. Analysis of relative gene

expression data using real-time quantitative PCR and the
2(-Delta Delta C(T)). Method. Methods. 2001; 25:402—408.
https://doi.org/10.1006/meth.2001.1262. [PubMed]

www.oncotarget.com

2403

Oncotarget


https://doi.org/10.1016/j.ccr.2010.10.028
https://www.ncbi.nlm.nih.gov/pubmed/21156286
https://doi.org/10.1002/cncr.31837
https://doi.org/10.1002/cncr.31837
https://www.ncbi.nlm.nih.gov/pubmed/30480765
https://doi.org/10.1182/bloodadvances.2018028480
https://doi.org/10.1182/bloodadvances.2018028480
https://www.ncbi.nlm.nih.gov/pubmed/30782614
https://doi.org/10.1042/BJ20070797
https://doi.org/10.1042/BJ20070797
https://www.ncbi.nlm.nih.gov/pubmed/17850214
https://doi.org/10.1242/bio.014969
https://doi.org/10.1242/bio.014969
https://www.ncbi.nlm.nih.gov/pubmed/26685311
https://doi.org/10.1016/j.jid.2016.12.033
https://www.ncbi.nlm.nih.gov/pubmed/28599981
https://doi.org/10.1002/pbc.24675
https://www.ncbi.nlm.nih.gov/pubmed/23940083
https://doi.org/10.1091/mbc.02-02-0030
https://doi.org/10.1091/mbc.02-02-0030
https://www.ncbi.nlm.nih.gov/pubmed/12058064
https://doi.org/10.1007/978-1-61779-080-5_34
https://doi.org/10.1007/978-1-61779-080-5_34
https://www.ncbi.nlm.nih.gov/pubmed/21516426
https://doi.org/10.1038/nmeth.2847
https://doi.org/10.1038/nmeth.2847
https://www.ncbi.nlm.nih.gov/pubmed/24562423
https://doi.org/10.1126/science.1256337
https://doi.org/10.1126/science.1256337
https://www.ncbi.nlm.nih.gov/pubmed/25237102
https://doi.org/10.1158/1078-0432.CCR-09-2551
https://doi.org/10.1158/1078-0432.CCR-09-2551
https://www.ncbi.nlm.nih.gov/pubmed/20215543
https://doi.org/10.1038/s41551-019-0387-2
https://doi.org/10.1038/s41551-019-0387-2
https://www.ncbi.nlm.nih.gov/pubmed/30988472
https://doi.org/10.1093/bioinformatics/btm283
https://doi.org/10.1093/bioinformatics/btm283
https://www.ncbi.nlm.nih.gov/pubmed/17599930
https://doi.org/10.1093/bioinformatics/btp174
https://doi.org/10.1093/bioinformatics/btp174
https://www.ncbi.nlm.nih.gov/pubmed/19336447
https://doi.org/10.4137/CIN.S9055
https://doi.org/10.4137/CIN.S9055
https://www.ncbi.nlm.nih.gov/pubmed/22550399
https://doi.org/10.1006/meth.2001.1262
https://www.ncbi.nlm.nih.gov/pubmed/11846609

