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This article has been corrected: Due to errors in image assembly, a western blot (TSC2) in Figure 3B was accidentally 
duplicated. The corrected Figure 3 is shown below. The authors declare that these corrections do not change the results or 
conclusions of this paper.
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Correction

Figure 3: Molecular pathways affected by KPT-185 and AZD-2014 in MCL cells. After treatment for 24 hours (A), and 3 or 24 hours 
(B) with KPT-185, AZD-2014, or KPT-185+AZD-2014 (combination) at indicated concentrations, the cells indicated were subjected to 
lysis and immunoblot analysis. The results are representative of three independent experiments, and the intensity of each immunoblot 
signal compared to that of α-tubulin was quantified using ImageJ software; the quantity is shown directly under each blot.
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