Oncotarget, Advance Publications 2019

www.oncotarget.com

Importance of activated leukocyte cell adhesion molecule
(ALCAM) in prostate cancer progression and metastatic
dissemination

Andrew J. Sanders?, Sioned Owen?'3, Liam D. Morgan?, Fiona Ruge?, Ross J. Collins?,
Lin Ye!, Malcolm D. Mason?, Wen G. Jiang*

ICardiff China Medical Research Collaborative (CCMRC), Division of Cancer and Genetics, Cardiff University School of
Medicine, Cardiff, UK

2pjvision of Cancer and Genetics, Cardiff University School of Medicine, Cardiff, UK

3Alfred Russel Wallace Building, Upper Glyntaff, University of South Wales, Pontypridd, UK

Correspondence: Andrew J. Sanders, email: sandersajl @cardiff.ac.uk

Keywords: ALCAM, prostate cancer, bone, metastasis, serum biomarker

Received: May 09, 2019 Accepted: September 05, 2019 Published:

Copyright: Sanders et al. This is an open-access article distributed under the terms of the Creative Commons Attribution License

3.0 (CC BY 3.0), which permits unrestricted use, distribution, and reproduction in any medium, provided the original author and

source are credited.

ABSTRACT

Activated Leukocyte Cell Adhesion Molecule (ALCAM) has been linked to the
progression of numerous human cancers, where it appears to play a complex role.
The current study aims to further assess the importance of ALCAM in prostate cancer
and the prognostic potential of serum ALCAM as a biomarker for prostate cancer
progression. Here we demonstrate enhanced levels of tissue ALCAM are associated
with metastasis. Additionally, elevated serum ALCAM is indicative of progression
and poorer patient outlook, and demonstrates comparable prognostic ability to PSA
in terms of metastasis and prostate cancer survival. ALCAM suppression enhanced
proliferation and invasiveness in PC-3 cells and motility/migration in PC-3 and
LNCaP cells. ALCAM suppressed PC-3 cells were generally less responsive to HGF
and displayed reduced MET transcript expression. Furthermore a recombinant human
ALCAM-Fc chimera was able to inhibit LNCaP cell attachment to HECV and hFOB1.19
cells. Taken together, ALCAM appears to be a promising biomarker for prostate cancer
progression, with enhanced serum expression associated with poorer prognosis.
Suppression of ALCAM appears to impact cell function and cellular responsiveness to
certain micro environmental factors.

INTRODUCTION

Dissemination and metastatic spread of cancer
cells is a key determinant of patient prognosis and
the bone is a common site for metastasis arising from
prostate cancer [1]. Additional research is required
to fully comprehend the molecular and cellular
mechanisms involved in these processes and to develop
new therapeutic strategies.

Activated leukocyte cell adhesion molecule
(ALCAM, CD166) was initially characterized by Bowen
et al in 1995 [2]. ALCAM, a transmembrane glycoprotein,
is a member of the immunoglobulin superfamily and

has been identified as mediating homophilic, ALCAM-
ALCAM, and heterophilic, ALCAM-CD6, interactions
[2, 3]. ALCAM has been identified as a substrate of a
disintegrin and metalloprotease (ADAM) 17 and can
be shed from the cellular surface, a process that can
be enhanced by epidermal growth factor (EGF) and
transforming growth factor (TGF) B [4-6]. ALCAM has
been implicated to influence cellular traits associated
with cancer progression in vitro and in vivo [6-11],
though there is some conflict within the literature.
Alterations in ALCAM expression have been reported and
associated with the progression or prognosis of various
human cancers including, breast [7, 12—15], melanoma
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[16, 17] and gastric [18, 19] cancer, however there are
again contrasting reports within the literature.

Accumulating evidence suggests that ALCAM may
play a role in cancer cell dissemination and development
within the bone environment. Early work has demonstrated
reduced ALCAM levels in breast cancer patients who
developed skeletal metastasis [14]. Additional studies
exploring the prognostic role of ALCAM in breast
cancer dissemination have implicated over-expression
of ALCAM with nodal involvement and a tendency
toward increased tumor cell presence in the bone marrow
[7]. Hansen et al., have explored the role of ALCAM in
prostate cancer [6]. Using a number of in vivo models they
demonstrated that ALCAM suppression does not impact
on growth or local invasion of cancer cells inoculated into
the prostate but significantly reduced skeletal metastasis
and burden following intracardiac inoculation and resulted
in reduced growth and survival of intratibially inoculated
cells [6].

The current study aims to further explore the
functional role of ALCAM in regulating aggressive
traits in prostate cancer cells and their responsiveness
to environmental factors, together with assessing the
potential of serum ALCAM as a marker of prostate cancer
progression.

RESULTS

Clinical significance of ALCAM in prostate
cancer tissues and serum

ALCAM expression was examined in a tissue
microarray (TMA) containing core biopsies of localized,
metastatic disease and paired normal tissues. ALCAM
expression was observed mainly in epithelial tissues
at both cytoplasmic and membranous locations,
though differential staining profiles of cytoplasmic
and membranous ALCAM were not performed in the
current analysis. Enhanced ALCAM staining intensity
was observed in cancerous compared to normal samples,
though this was not statistically significant (p = 0.32;
Figure 1A/1C). Significantly enhanced ALCAM staining
was observed in M1 compared to MO patients (p = 0.027,
Figure 1B/1D), though no significant differences were
seen between stage (p = 0.161; Figure 1E), Gleason
score (p = 0.150; Figure 1F) or patient prostate specific
antigen (PSA) levels (p = 0.668; Figure 1G). Furthermore,
comparison of paired normal and cancer tissues (n = 8
pairs, Supplementary Figure 1), highlighted enhanced
staining in cancer tissues in 6 (75%) of the pairs.

The prognostic potential of serum ALCAM was
also assessed in 229 prostate cancer patients (Figure 2).
Significantly higher levels of ALCAM were observed in
patients who died of prostate cancer (PRCa) compared
to those who were still alive (Figure 2A, p < 0.001) and
in M1 patients compared to MO patients (Figure 2B,

p = 0.002), with borderline significant elevations observed
in N1 compared to NO patients (Figure 2C, p = 0.05).
Significant differences in ALCAM serum levels were
observed between Gleason score groups (Figure 2D).
Post hoc analysis revealed significantly elevated ALCAM
serum levels in Gleason 9 compared to Gleason 7 or
Gleason 6 samples, and in Gleason 8 compared to Gleason
7 or Gleason 6 samples (all p < 0.05). No significant
differences were seen between Gleason 10 and other
groups, potentially due to the smaller sample size of this
group. Significant differences were also detected between
T score (Figure 2E) and PSA level (Figure 2F). Post hoc
analysis indicated significantly higher serum ALCAM
levels in T4 patients compared to either T3 or a combined
T1-2 classification group and in T3 compared to T1-2
samples (all p <0.05) (Figure 2E). Additionally, post hoc
analysis indicated significantly elevated serum ALCAM
in patients with a PSA level > 50 ng/ml in comparison
to those whose PSA < 10 ng/ml and whose PSA was
between 10.1 and 50 ng/ml (both p < 0.05) (Figure 2F).
A positive correlation was also noted between serum PSA
and ALCAM levels, where clinical PSA information was
available, (n = 217, Spearman Rank correlation coefficient
=0.275, p <0.001, data not shown).

Receiver operating characteristic (ROC) analysis
was undertaken to explore the prognostic capacity of
serum ALCAM, compared to PSA, to identify patients who
died of PRCa (Figure 2G) or with metastasis (Figure 2H).
Combined ALCAM and PSA serum levels were available
for 196 patients with survival outcomes (alive, n = 183;
died of PRCa, n = 13) and 51 patient with M scores
(MO, n =45; M1, n = 6). Serum ALCAM proved to have
comparable diagnostic power to PSA, performing slightly
better at identifying those patients who died of PRCa
(ALCAM AUC = 0.80, 95% CI1 0.69 — 0.91 compared to
PSA AUC =0.71, 95% CI 0.51 — 0.91) (Figure 2G) and
slightly worse at identifying those patients with metastasis
(ALCAM AUC = 0.88, 95% CI 0.78 — 0.99 vs. PSA AUC
=0.95,95% CI 0.88 — 1.02) (Figure 2H).

Generation and verification of ALCAM
suppression in PC-3 and LNCaP prostate cancer
lines

ALCAM transcript expression was screened in a
number of human prostate, prostate cancer, osteoblast
(hFOBI1.19) and endothelial (HECV) cell lines (Figure
3A). With the exception of the MDA-PCa-2b cell line,
ALCAM was expressed at moderate to strong levels. PC-3
and LNCaP cell lines were chosen for transfection with
either pEF6 control plasmids or pEF6 plasmids containing
ribozyme transgenes targeting ALCAM. Quantitative
transcript analysis revealed a significant decrease in
ALCAM expression, compared to control cells, in PC-3
cells (p = 0.021) and LNCaP cells (p = 0.049) following
transfection with the ALCAM ribozyme transgene (Figure

www.oncotarget.com

Oncotarget


www.oncotarget.com

3B, 3C). Similarly, western blot analysis indicated a
suppression of ALCAM protein in both PC-3 and LNCaP
cells transfected with the ALCAM ribozyme transgene
(Figure 3D, 3E).

Functional characterization of ALCAM
suppression and impact on cellular

like environment in vitro (Figure 4). Knockdown of
ALCAM in untreated PC-3 cells significantly enhanced
PC-3 cell growth rates over a 5 day incubation period
(p = 0.04) but had no significant effect on the LNCaP
cell line. BME treatment had no significant impact on
the growth of either cell line (Figure 4A, 4B). ALCAM
knockdown in untreated cells did not significantly impact

on the cell-matrix adhesion of either PC-3 (Figure 4C)
or LNCaP cells (Figure 4D), though general reductions
were observed in both cell lines. No significant effects
were noted following treatment of either line with BME,
though generally a greater response was seen in PC-3AM¢AM

responsiveness to a bone-like environment

Functional characterization of ALCAM suppressed
cells was undertaken in conjunction with 50 pg/ml
bone matrix extract (BME) intended to mimic a bone

A Normal Cancer B Mo

Cc D

£ 35, £ 351 .

5

£ 304 3.0 I

2 251 % 55

. °

£ 2.04 E 2.0

Z 15 Z 15,

S 10 S 10

04 - 1.0

= =

£ 05 0.5

E E

= 0.0 2 0.0

Normal Cancer - MO M1
(n=8) (n=36) (n=28) (n=8)
E F G
235 235 2357
Z
g 30 3.0 3.0
E ] :
¥ 25 0 2.5 02,5 Q
g : |
5 20 g 20 £ 2.0
=15 =15 S 1.5
= < =
S 1o S 10 © 1.0
= = =
£ 05 0.5 0.5
- E 3
= 00 200 2 0.0
Stage 1T Stage 111 Stage IV Gleason 6/7 Gleason 8/9/10  ~ PSA PSA PSA
(n=7) (n=26) (n=3) (n=14) (n=22) < 10ng/ml 11 - 50ng/ml > 50ng/ml

(n=8) (n=18) (n=4)

Figure 1: ALCAM tissue expression in a tissue microarray of prostate and prostate cancer tissues. Representative images of normal
and cancerous cores (A) and cores derived from MO and M1 patients (B) shown at x4 and x20 objective magnifications. Median staining
intensity scores are presented for normal and cancerous tissue (C), MO and M1 patients (D), patient stage (E), Gleason score (F) and PSA
score (G). Boxplot data represents the median, Q1 and Q3 staining intensity scores and whiskers represent minimum and maximum values.
" represents p < 0.05.

www.oncotarget.com 3 Oncotarget


www.oncotarget.com

KO cells compared to PC-3PEF cells. ALCAM knockdown
also significantly enhanced cellular invasiveness in
untreated PC-3 cells (p = 0.009), and non-significantly
enhanced LNCaP invasiveness (p = 0.427). Differential
responses to BME treatment within PC-3 and LNCaP
cells was again observed, although significance was
not reached (Figure 4E, 4F). Motility bead analysis
demonstrated enhanced motility in PC-3ALCAM KO cel]g
compared to PC-3PFF¢ control cells (p = 0.007, Figure 4G)
and similarly, LNCaPAtAMKO cells were found to have
enhanced, though non-significantly, 4 hour migratory
rates compared to LNCaPPFF® cells using an electric

cell substratum impedance sensing (ECIS) based assay
(p =0.091; Figure 4H). In both cell lines, the addition of
BME had no significant impact on motility.

Potential mechanistic impact of ALCAM
suppression in prostate cancer cell lines

A protein microarray was used to identify potential
differences between PC-3PEF® and PC-3ALCAMKO cells. This
highlighted differential expression and/or phosphorylation
of certain receptors, including the hepatocyte growth
factor (HGF) receptor MET, where a general decrease
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Figure 2: Association of serum ALCAM expression with patient clinical pathological information and prognostic
ability. Serum ALCAM levels were examined in a cohort of prostate cancer patients and correlated with available clinical pathological
information. Elevated levels of serum ALCAM were observed in patients who died from prostate cancer (A), those with detectable
metastasis (B) and those with nodal involvement (C). Higher serum ALCAM was also generally associated with higher Gleason score (D),
T-score (E) and PSA level (F). ROC analysis demonstrated a comparable prognostic capacity of serum ALCAM and PSA to predict patients
who died of prostate cancer (total n = 196 samples with PSA and ALCAM levels; alive, n = 183 and died of PRCa, n = 13) (G) and those
with metastasis (total n = 51 samples with PSA and ALCAM levels; MO, n =45 and M1, n = 6) (H). Box plots represent median, Q1 and
Q3 data and whiskers represent minimum and maximum values. *** represents p < 0.001, ** represents p < 0.01 and " represents p < 0.05.
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in signal intensity was observed in a number of pan and
phospho-specific probes (Figure 5A). Subsequently,
quantification of MET transcript levels indicated a
significant reduction in PC-3ALCAMKO compared to PC-
3PEF6 cells (p = 0.01, Figure 5B). We also explored the
responsiveness of PC-3PEF6 and PC-3ALCAMKO cels to HGF.
Data is presented as percentage change in either PC-3PEF
or PC-3ALCAMKO fo]lowing treatment with 40ng/ml HGF
in relation to the relative untreated control to give an
indication and comparison of the capacity of such cells to
respond to HGF, with >100% indicating a positive and <
100% indicating an inhibitory response. PC-3ALCAMKO ce[g
were generally found to have a lower capacity to respond
to HGF than PC-3F% cells in terms of 5 day growth (p
= 0.067, Figure 5C), invasion (p = 0.094, Figure 5D)

and motility (p = 0.126, Figure 5E). No significant
differences were seen regarding cell-matrix adhesion
(p = 0.537, Figure 5F). We further analyzed the expression
profile of a number of other key molecules which may
act downstream. Within the protein array, alterations were
seen in a number of pan and phospho-specific AKT1
antibodies (Supplementary Figure 2A), though both
enhanced and decreased total expression was observed
across different antibodies following ALCAM knockdown
and subsequently, no significant difference in transcript
expression was observed (p = 0.229; Supplementary
Figure 2B) between PC-3PFF¢ and PC-3ALCAM KO cells,
Similarly expression profiles of total and phospho-specific
expression of extracellular signal-regulated kinase (ERK)
1 & 2 were explored in the protein microarray where
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Figure 3: ALCAM expression and targeting in prostate cancer cell lines. RT-PCR demonstrating ALCAM transcript expression in
the majority of human prostate cell lines, hFOB1.19 osteoblast and HECV endothelial cell lines (A). Quantitative PCR demonstrated
that targeting of ALCAM significantly reduced transcript expression in the PC-3 cell line (n» = 3) (B) and the LNCaP cell line (n = 3)
(C). Western blot analysis demonstrating reduced protein levels following ALCAM targeting in the PC-3 (D) and LNCaP (E) cell lines.
Composite gel/blot images show representative images, cropped for conciseness. Comparative bands and adjustments for each individual
molecule were taken from the same image. Data represents mean percentage control values +/— SEM. * represents p < 0.05.
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general increases in total ERK1 expression and only minor
changes in total ERK2 were observed (Supplementary
Figure 2C) following ALCAM suppression, whereas
no significant differences in the transcript expression
of ERK1 (p = 0.520; Supplementary Figure 2D) but a
significant decrease in ERK2 transcripts were observed
(p < 0.001; Supplementary Figure 2E) in PC-3AL¢AMKO
compared to PC-3PFF cells. Interestingly, according to the
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at the transcript level where ALCAM suppression led
to a significant decrease in FAK expression (p = 0.002;
Supplementary Figure 2G).

Impact of ALCAM-Fc chimera on endothelial
attachment and function

The impact of an ALCAM-Fc chimera, containing
Trp28-Ala526 of ALCAM, on prostate cancer cell
attachment to HECV endothelial cells was explored. No
tested concentration of ALCAM-Fc chimera significantly
impacted on PC-3 (Figure 6A) or VCaP (Figure 6C)
attachment to the HECV monolayer. However, significant
differences were seen on LNCaP attachment (Figure 6B)
with post hoc analysis indicating significant inhibition at

>
@

0.5 pg/ml (p = 0.002), 1.5 ug/ml (p = 0.002) and 3.0 pg/ml
(» <0.001) concentrations compared to untreated control.

ALCAM-Fc¢ chimera did not significantly influence
HECV 5 day growth rates (Figure 6D) or cellular
migration (Figure 6E) but significantly impacted on HECV
tubule formation, with post hoc analysis highlighting
significant increases at 0.5 pg/ml, 1.5 pg/ml and 3.0 pg/
ml concentrations (p = 0.005, 0.01 and 0.038 respectively
vs. untreated HECV cells) (Figure 6F).
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at any ALCAM-Fc chimera concentration (Figure 6G
and 6I), though generally higher numbers of PC-3 cells
adhered at the 3.0 pg/ml concentration. Increasing
concentrations of ALCAM-Fc chimera were found to
significantly inhibit LNCaP attachment rates (Figure 6H),
with post hoc analysis highlighting significant attachment
inhibition at 3.0 pg/ml concentration (p = 0.007 vs.
untreated control).

DISCUSSION

The cell adhesion molecule ALCAM has been
recognized as an important molecule in cancer progression
and metastasis though its precise role appears to be
complex and remains to be fully elucidated. The current
study aimed to further explore the relevance of ALCAM
in prostate cancer cells and associated mechanisms, the
potential of serum ALCAM to act as a biomarker of
prostate cancer and the impact of an ALCAM-Fc chimera,
containing extracellular regions of ALCAM, to influence
other cell types involved in the metastatic cascade.

Several studies have looked at ALCAM
immunostaining in prostate cancer. Kristiansen et al.,
highlighted a general up-regulation of ALCAM in tumor
tissues, where enhanced expression was associated with
low Gleason grade and a lower expression associated
with higher grade disease [20]. A later study by this
group supported ALCAM over-expression in prostate
cancer samples and also demonstrated the potential of
cytoplasmic, but not membranous, ALCAM to act as
a prognostic marker of PSA relapse, highlighting the
significance of protein location in addition to expression
in cancer progression [21]. Further work, using a
large scale tissue microarray format, noted ALCAM
expression predominantly at the membrane with any
cytoplasmic staining correlating with strong membranous
expression and similarly associated high membranous
ALCAM immunostaining to correlate with favorable
tumor characteristics such as T stage, nodal status and
preoperative PSA, with high ALCAM expression also
linked to reduced risk of biochemical recurrence [22].
Differential expression of ALCAM has been observed in
many other cancer types, where its cellular location again
has been implicated as a significant factor. For example,
in breast cancer reduced ALCAM transcript expression
has been observed to associate with more aggressive
phenotypes and poorer patient outlooks with reductions
of either cytoplasmic and/or membranous ALCAM
staining observed in patient tumor tissue and/or those
with bone metastasis [13, 14]. Another study associated
enhanced cytoplasmic ALCAM expression with reduced
disease free survival rates, suggesting a role for strong
cytoplasmic ALCAM expression as a marker of aggressive
disease [15], whereas evaluation of membranous staining
in a different study reported a link between decreased
ALCAM expression and advanced tumor size, grade,

negative estrogen and progesterone status and poorer
survival rates, noting links between cytoplasmic staining
and stronger membranous staining [12]. A further study,
not differentiating between membranous and cytoplasmic
staining, demonstrated the correlation of strong ALCAM
expression with nodal involvement and presence of tumor
cells in the bone marrow, with strong ALCAM expression
in ductal carcinomas also correlating with reduced rates
of recurrence free and overall survival [7]. In colorectal
cancer, analysis of cytoplasmic and membranous ALCAM
expression indicated a significant correlation between
membranous ALCAM expression and reduced patient
survival rates [23]. A different study noted predominant
membranous ALCAM expression in colorectal samples,
with cytoplasmic staining associated with strong
membrane expression, and following the analysis of
membranous ALCAM expression reported a significantly
reduced overall survival rate in ALCAM negative
patients [24]. Similar links to cellular localization have
also been implicated in lung cancer, where membranous
ALCAM expression, but not cytoplasmic, associated
with shortened overall survival [25], oral squamous cell
carcinomas (OSCCs) where cytoplasmic accumulation
of ALCAM was indicative of poor patient prognosis
[26] and pancreatic cancer, where cytoplasmic ALCAM
expression in cancer cells was observed compared to
membranous expression in normal cells and increased
ALCAM expression was linked to adverse recurrence free
and overall survival rates [27]. Taken together, ALCAM
expression appears to be useful as a predictive prognosis
tool, however, some contrast appears within the literature
and its role may be dependent on cellular localization or
cancer type. In our current study ALCAM staining levels
were found to be generally enhanced in cancer tissues
and were significantly associated with metastatic disease,
though no significant associations were seen with other
clinical pathological factors. However, the data presented
here represents only a small microarray and no differential
expression analysis was performed for membranous or
cytoplasmic expression. Hence, these factors may account
for discrepancies observed between the results presented
here and other studies but again give an indication of the
potential use for ALCAM staining as a prognostic factor.
Currently, there is very little information regarding
the clinical relevance of serum ALCAM as a prognostic
factor for prostate cancer progression. Previous mouse
models utilizing human PC-3 and LNCaP xenografts
have demonstrated a role for tumor, but not host derived
ectodomain ALCAM in influencing the tumor burden
of subcutaneous and orphotopic xenographs [6]. Within
our cohort, significantly higher levels of serum ALCAM
were associated with T stage, Gleason score and survival.
ALCAM and PSA levels were also found to correlate and
demonstrated comparable abilities to identify patients
with metastasis and those who died of the disease, though
serum ALCAM is not prostate specific and hence any
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clinical benefit may be in conjunction with other markers.
Numerous studies have explored serum ALCAM in other
cancers types where elevated levels are indicative of
cancer or of poorer prognosis in gastric cancer [18, 28],
hepatocellular carcinoma [29] and esophageal cancer
[30]. Similar observations have also been made in breast
cancer, where studies have shown ALCAM to perform
as well or better than cancer antigen 15-3 (CA15-3)
and carcinoembryonic antigen (CEA) [31-33] and in
epithelial ovarian cancer, where correlations between
serum ALCAM and cancer antigen 125 (CA125) were
noted [34]. However, other studies have also suggested
either no difference between pancreatic cancer and
chronic pancreatitis [35], or that enhanced serum ALCAM
may be associated with moderate, compared to poorly
differentiated cervical cancer [36]. Currently, PSA testing
is widely used in diagnosis and monitoring of prostate
cancer, though such a test carries both advantages and
limitations and hence there is a need to identify, refine
or develop new diagnostic and predictive assays for
prostate cancer. Our study demonstrates the significance
of serum ALCAM as a potential marker of prostate cancer
progression, highlighting its use as a possible indicator of
poor prognosis. Further work on larger cohorts of prostate
cancer patients are needed to further realize the potential
of serum ALCAM, potentially in conjunction with other
markers, as a biomarker for prostate cancer and disease
progression.

To further explore the wider implications and
significance of extracellular ALCAM we explored the
impact of an ALCAM-Fc chimera, including Trp28
— Ala526 and representing extracellular regions of
ALCAM. The presence of this ALCAM-Fc chimera
was found to enhance the tubule formation capacity of
HECV human endothelial cells, potentially indicating
a pro-angiogenic effect, which could support advanced
tumor growth and aid metastatic dissemination. ALCAM
has previously been associated with the processes of
embryonic hematopoiesis and vasculoangiogenesis and,
somewhat in contrast to our data, a soluble ALCAM-
Fc chimera has previously been shown to negatively
influence tube formation in yolk sac derived endothelial
cells [37]. Soluble recombinant human ALCAM-Fc has
also been shown to inhibit the trans-endothelial migration
of monocytes without influencing migration or attachment
to PMVEC endothelial cells [38]. In our current study
ALCAM-Fc chimera also had differential effects on
cancer cell attachment to endothelial or osteoblast cells,
inhibiting LNCaP but not PC-3 or VCaP cell attachment.
This may in part be due to differing cellular expression
profiles of ALCAM within these cell lines, which could
possibly allow for a greater disruption of ALCAM-
ALCAM interactions in these cells. However, additional
mechanisms, receptors or binding partners may exist and
the nature and heterogeneity of a particular cancer type
may also be a key factor in such mechanisms.

Our current data suggests that suppression of
ALCAM may be associated with a more aggressive cellular
phenotype in vitro, but this appeared to be largely cell line
specific. Many differences exist between PC-3 and LNCaP
cells utilized in this study, with perhaps one of the more
significant being their androgen receptor (AR) status and
responsiveness to androgen. Such differences as well as
others may likely account for differential results between
the cell lines though the importance of AR or androgen was
not directly explored in this study and requires additional
scientific investigation. Similar observations regarding
ALCAMSs role in regulating cellular phenotype have
been noted in a number of other studies/cancers, though
others suggest a contrasting role for ALCAM in regulating
such traits in vitro and in vivo [6—-11]. A recent study by
Devis et al. [8], demonstrated ALCAM suppression in
endometrial cells could reduce migration and invasion
in vitro and also reduce primary tumor development and
metastatic local spread in an orthotopic model, a trait
not associated with proliferative changes but suggested
to arise through the influence of ALCAM in cell micro-
environment communications. Furthermore Devis et al.,
describe differences in gene profiles between control
and ALCAM suppressed cells highlighting a number of
pathways altered in cancer, including integrin signaling,
as well as genes associated with motility and invasion
[8]. ALCAM has also previously been shown to be a key
regulator of prostate cancer dissemination to, and tumor
development within the bone, with ALCAM suppression
reducing skeletal metastasis and intratibial tumor growth
but having no proliferative effects on tumor development
within an orthotopic model implanted into the prostate
[6]. In vitro ALCAM suppression has also been shown to
result in a loss of TGFP induced migration but only result
in a non-significant increase in spontaneous migration rates
[6]. To further explore potential mechanisms involved we
undertook a protein microarray. Interestingly, differential
total- or phospho-expression was seen in a number of
receptors, signaling pathways and downstream effectors.
This may provide a clue as to the differential in vitro and
clinical impact of ALCAM in our study, and may suggest
that loss of ALCAM may influence cellular traits but may
also regulate the expression/phosphorylation of receptors
and/or signaling pathways such as MET, a pathway
frequently dysregulated in cancer [39], and/or other
downstream effector pathways. However, the data presented
is preliminary and some contrast exists between protein data
within the micro-array and/or the quantitative transcript
analysis. Similarly, loss or reduced expression of molecules
such as FAK have previously been associated with a less
aggressive cancer type and inhibition/disruption of this
pathway as a potential therapeutic [40], rather than a more
aggressive cellular phenotype reported here. Taken together,
this suggests ALCAM may act as a mediator of tumor cell
interactions with the surrounding micro-environment and
a regulator of signal propagation within the cell, though
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this appears to be dependent on the particular environment
or factors present. However, additional intense study is
required to fully explore this, focusing on validation of
the micro-array using conventional methods, together with
exploring the impact of ALCAM suppression in complex
multi-cellular environments. Furthermore, our data
provides additional relevance to the potential roles played
by extracellular ALCAM which may impact angiogenesis
or cell attachment at secondary sites. Together, this may
help explain the differential, complex role of ALCAM at a
cellular and wider clinical level and supports the dual role
of ALCAM proposed by Hansen et al. [6]. Further intense
work is necessary to fully elucidate these complex roles and
the clinical potential of ALCAM.

In summary, our current data suggest that serum
ALCAM may have promise as a prognostic indicator in
prostate cancer. Furthermore, ALCAM may influence
cellular traits, and also their responsiveness to external
stimuli. Extracellular ALCAM may also contribute to
aspects of metastatic dissemination.

MATERIALS AND METHODS

Cell lines, materials and culture conditions

PC-3, LNCaP, VCaP, CAHPV-10, PZHPV-7,
hFOB1.19, MDA-PCa-2b and DU-145 cell lines were
purchased from the American Type Culture Collection
(ATCC; Middlesex, UK). Human HECV endothelial
cells were purchased from Interlab Cell Line Collection
(ICLC; Genoa, Italy). PC-3, LNCaP, VCaP, HECV and
hFOBI1.19 cells were used in functional assays. PC-
3, VCaP and HECV cells were grown in Dubecco’s
Modified Eagle Medium (DMEM)/Ham’s F12 with
L-glutamine (Sigma-Aldrich, Dorset, UK) and LNCaP
cells were cultured in RPMI 1640 medium (Sigma-
Aldrich, Dorset, UK). Human hFOBI1.19 osteoblasts
were maintained in DMEM/Ham’s F-12 without phenol
red (Life Technologies, Paisley, UK) containing 0.3mg/
ml G418 (Melford Laboratories, Suffolk, UK). All base
mediums were supplemented with 10% foetal calf serum
(FCS) (Sigma-Aldrich, Dorset, UK) and an antimicrobial
solution (Sigma-Aldrich, Dorset, UK). Cells were cultured
at 95% humidity, 5% CO, and 37° C except hFOB1.19
which were cultured at 34° C.

HGF was a kind gift from Dr T Nakamura (Osaka
University Medical School, Japan). Recombinant human
ALCAM, comprising a fusion of ALCAM Trp28 - Ala526
and the human IgG Fc region (ALCAM-Fc chimera) was
purchased from R&D systems (Abingdon, UK).

Preparation of bone matrix extract (BME) from
femoral heads

BME was generated in house from human femoral
heads and has been previously described [11]. Briefly,

femoral heads, obtained immediately following hip
replacement surgery in conjunction with ethical approval,
were ground using a bone mill (Splerings Orthopaedics
B. V., The Netherlands). Fine material was collected in
balanced saline solution (BSS) and subjected to sonication
at 4° C using a BioRuptor (Wolf Laboratories, York, UK)
and the resulting solutions collected and stored at —80° C.

Clinical samples

A TMA comprising 48 patient samples, containing
duplicate cores from 36 patients diagnosed with
adenocarcinoma and duplicate (with the exception of
1 sample, where n = 1) cores of matched normal tissue
for 8 patients, (HPro-Ade96Sur-01) was purchased from
Insight Biotechnologies (Middlesex, UK). Single cores
from 4 metastatic locations were also contained on the
array though due to the nature of these tissue types,
namely bone section staining, were not included in the
analysis. Where available, the median follow up period
was 23 months.

Serum samples from prostate cancer patients were
obtained from the Wales Cancer Bank (WCB) which
is funded by the Wales Assembly Government and
Cancer Research Wales. Other investigators may have
received specimens from the same subjects. A total of
229 samples were utilized in the study with a median
patient age of 64.2 years and median follow up period
of 4.5 years.

Immunohistochemical staining of ALCAM in a
prostate cancer TMA

ALCAM expression was assessed across a TMA
of normal prostate and prostate cancer sections. TMA
antigen retrieval was undertaken in 0.1M EDTA buffer,
heated in a microwave for 20 minutes, allowed to cool
under running tap water and blocked with 5-10% horse
serum for two hours. Following blocking, the TMA was
incubated overnight with ALCAM primary antibody (final
concentration 2 pg/ml; Novacastra, Milton Keynes, UK)
before incubation with secondary and tertiary reagents
from a Vectastain Elite Universal ABC kit (Vector
Laboratories Itd., Peterborough, UK), in accordance
with the manufacturers guidelines, and developing with
diaminobenzidine (5mg/ml; Sigma-Aldrich, Dorset, UK)
for 10 minutes. Subsequently, the TMA was counterstained
with Gill’s hematoxylin (Vector Laboratories Itd.,
Peterborough, UK), dehydrated, cleared in xylene and
mounted in DPX (Sigma-Aldrich, Dorset, UK). Digital
images were acquired under the microscope and epithelial
staining intensity assessed and scored by three researchers
as no (0), weak (1), moderate (2) or strong (3). Where
initial conflict occurred, samples were reanalyzed and a
consensus decision reached. Average scores for duplicate
cores were used.
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Enzyme linked immunosorbent assay (ELISA)
quantification of serum ALCAM

Patient serum ALCAM was detected using a human
ALCAM (CD166) ELISA assay (Life Technologies,
Paisley, UK) in accordance with the manufacturer’s
guidelines and analyzed in conjunction with available
clinicopathological information.

Generation of ALCAM suppression in prostate
cancer cells

ALCAM specific ribozyme transgenes were
designed, generated and cloned as described in previous
studies [11, 41]. Plasmids were transfected into
mammalian cells using electroporation. Both plasmids
containing ribozyme transgenes (designated ALAMXO) and
control plasmids (designated PE"®) were used to transfect
cells.

RNA extraction and reverse transcription
polymerase chain reaction (RT-PCR)

RNA was extracted using TRI-reagent (Sigma-
Aldrich, Dorset, UK) in accordance with the
manufacturer’s instructions. Following extraction,
RNA was standardized and reverse transcribed using
a high capacity cDNA reverse transcription kit (Life
Technologies, Paisley, UK). Subsequently, polymerase
chain reaction (PCR) was undertaken using primers
designed to amplify Glyceraldehyde 3-phosphate
dehydrogenase (GAPDH) or ALCAM (Table 1), GoTaq
Green Mastermix (Promega UK, Southampton, UK),
sample cDNA and molecular biology grade water. PCR
conditions were; initial denaturing at 94° C for 5 minutes
followed by 32-34 cycles of 94° C for 30 seconds, 55° C
for 30 seconds and 72° C for 40 seconds, before a final
extension of 72° C for 10 minutes and holding at 4° C.
Products were subsequently separated on an agarose gel
stained with SYBR safe (Life Technologies, Paisley, UK)
and visualized under blue light.

Quantitative polymerase chain reaction

Quantitative polymerase chain reaction (qPCR)
was undertaken based on a previously reported technique
[42, 43]. Briefly, reactions were prepared containing,
PrecisionFAST qPCR mastermix (Primer Design,
Eastleigh, UK), forward primer, z-tagged reverse primer
(Table 1), Uniprimer probe (Intergen Inc., Oxford, UK),
molecular biology grade water and sample ¢cDNA and
were run on a StepOne Plus qPCR detection system (Life
Technologies, Paisley, UK). Reaction conditions were;
initial 95° C for 15 minutes followed by 100 cycles of
95° C for 15 seconds, 55° C for 35 seconds and 72° C
for 20 seconds. Samples were run simultaneously

with a standard of known transcript copy number,
allowing calculation of relative transcript expression.
Quantification of GAPDH expression was subsequently
used to normalize samples.

Sodium dodecyl sulfate-polyacrylamide gel
electrophoresis (SDS-PAGE) and western
blotting

Cells were harvested and lysed in lysis buffer for 1
hour, on a rotating wheel at 4° C, before being centrifuged
at 13,000g to remove insolubles, quantified using a Bio-
Rad DC protein assay kit (Bio-Rad laboratories, Hemel
Hempstead, UK), standardized, diluted in sample buffer
(Sigma-Aldrich, Dorset, UK) and boiled for 5 minutes.
Samples were separated using SDS-PAGE and transferred to
an Immobilon-P PVDF membrane (Sigma-Aldrich, Dorset,
UK) using a semi-dry method. Membranes were probed
using a SNAP-ID system (Merck-Millipore, Watford,
UK) in accordance with the manufacturer’s guidelines and
visualized using EZ-ECL reagent (GeneFlow, Lichfield,
UK). ALCAM and GAPDH primary antibodies (Insight
Biotechnology Itd., Middlesex, UK) and an anti-mouse HRP
conjugated secondary antibody (Sigma-Aldrich, Dorset,
UK) were used to detect proteins of interest.

Cell characterization assays

A range of cell characterization assays were
performed to assess the impact of ALCAM on cellular
functions based on previously described methods [42, 44,
45]. Briefly, cell growth rates were assessed using an in
vitro cell growth assay. Cells were seeded into triplicate 96
well plates and incubated for either overnight, 3 days or 5
days. Following incubation cells were fixed in 4% formalin
and stained in 0.5% crystal violet before extracting stain
with 10% acetic acid and measuring absorbance at 540nm,
allowing the calculation of percentage growth increase
from the overnight reference plate.

Cellular invasion was assessed using a Matrigel
invasion assay. PC-3 and LNCaP cells were seeded into
transwell inserts, containing 8.0um pores, pre-coated
with 50 pg of Matrigel (Corning, UK) suspended in a
24 well plate containing growth media. Following 3 day
incubation, inserts were removed and the inner chamber
cleaned thoroughly before fixing cells on the underside of
the insert in 4% formalin and staining with 0.5% crystal
violet. Representative images were then captured and
quantified under x20 objective magnification.

A matrix adhesion assay was used to assess cellular
attachment to Matrigel. Cells were seeded into 96 well
plates pre-coated with 5 pg/ml Matrigel and incubated for
45 minutes. Subsequently, wells were washed in PBS and
adherent cells fixed in 4% formalin and stained with 0.5%
crystal violet. Representative images were then captured
and quantified under x20 objective magnification.
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Table 1: Primers used in the study

Primer Forward Reverse
ALCAM (PCR) TTATCATACCTTGCCGACTT  GGGTGGAAGTCATGGTATAG
ALCAM (qPCR) CAGGAGGTTGAAGGACTAAA ACTGAACCTGACCGTACAGGGATCAGTTTTCTTTGTCA
GAPDH (PCR) GGCTGCTTTTAACTCTGGTA GACTGTGGTCATGAGTCCTT
GAPDH (qPCR) AAGGTCATCCATGACAACTT ACTGAACCTGACCGTACAGCCATCCACAGTCTTCTG
MET (qPCR) ACTGAACCTGACCGTACAGA ATCGAATGCAATGGATGAT

GCCAAAGTCCTTTCAT
FAK (qPCR) CTATCCAGGTCAGGCATCT ACTGAACCTGACCGTACACGCAGGTCCAATACTGTAGA
AKT (qPCR) CTACTACGCCATGAAGATCC ACTGAACCTGACCGTACAGGTCTGGAAAGAGTACTTC

AG

ERK1 (qPCR) ACACGCAGTTGCAGTACA ACTGAACCTGACCGTACAGGGGCTGATCTTCTTGAT
ERK2 (qPCR) CCAACCTCTCGTACATCG ACTGAACCTGACCGTACAGGGGCTGATTTTCTTGAT

(ACTGAACCTGACCGTACA represents Z sequence).

PC-3 cell motility was assessed using an in vitro
cytodex-2 bead motility assay. Cells were seeded into
10ml of growth medium containing cytodex-2 beads
and incubated overnight. Subsequently, the beads were
washed, pelleted and resuspended before seeding into a
96 well plate. Following 4 hour incubation, plates were
washed with PBS, fixed in formalin and stained with
crystal violet. Representative images were taken, and
quantified, of cells which had migrated to the bottom of
the well under %20 objective magnification.

LNCaP and HECV cell migration was assessed
using an ECIS assay using an ECIS Z0 system and 96W1E
96 plates (Applied Biophysics Inc., NY, USA). Cells were
seeded and incubated to allow confluence before inducing
a wound by applying 1400uA for 30 seconds (for LNCaP
cells) or 3000uA for 20 seconds (for HECV cells). The
change in resistance within each well was subsequently
recorded and used to quantify migration.

Angiogenic potential was assessed using a Matrigel
tubule formation assay. Briefly, 96 well plates were coated
with 500 ug of Matrigel before seeding HECV cells and
incubating for 4-6 hours. Tubules formed over this period
were visualized under x4 objective magnification and
quantified through assessment of total tubule perimeter
per field.

Kinexus protein microarray analysis

Differences in total and phospho-protein expression
between PC-3PEF6 and PC-3ALCAMKO were assessed using a
Kinexus protein microarray as previously described [46].
Briefly, harvested cells were resuspended and lysed in lysis
buffer for 1 hour, on a rotating wheel at 4° C, insolubles
removed, through centrifugation, and samples standardized
before being sent to Kinexus Bioinformatics, Vancouver,
Canada for analysis using a KAM-880 array. Differential
expression between PC-3PEF6 and PC-3AMAM KO gamples

was interrogated based on normalized signal strength and
Z ratio.

In vitro 1,1’-Dioctadecyl-3,3,3",3'-
Tetramethylindocarbocyanine Perchlorate (Dil)
cell-cell interaction assays

Cell interaction/attachment was assessed in the
presence of ALCAM-Fc¢ chimera using a Dil staining
technique based on a previously described method
[47]. Briefly, HECV or hFOBI1.19 cells were grown
to confluence in a 96 well plate before seeding cancer
cells, pre-stained with SuM Dil for 30 minutes, onto the
monolayer and incubating for 40 minutes. Subsequently,
wells were washed in PBS and adherent cells fixed in 4%
formalin. Representative bright field and TRITC images
were captured on a Leica fluorescent inverted microscope
(Leica Microsystems (UK) Ltd., Milton Keynes, UK)
at x20 objective magnification, the images merged and
attached cancer cells quantified.

Statistical analysis

Statistical analysis was undertaken using the
SigmaPlot 11.0 (Systat Software Inc., London, UK)
and Minitab 14 (Minitab Ltd., Coventry, UK) statistical
software packages and data analyzed using a t-test,
Mann Whitney test, one way ANOVA or Kruskal-Wallis
ANOVA on RANKS with post hoc analysis. p < 0.05
was considered to be statistically significant. ROC and
Spearman’s rank correlation tests were used to analyze
patient serum data.
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ADAM: a disintergrin and metalloprotease;
ALCAM: activated leukocyte cell adhesion molecule;
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AR: androgen receptor; BME: bone matrix extract;
CA125: cancer antigen 125; CA15-3: cancer antigen 15-
3; CEA: carcinoembryonic antigen; ECIS: electric cell
substrate impedance sensing; EGF: epidermal growth
factor; ELISA: enzyme linked immunosorbent assay;
ERK: extracellular signal regulated kinase; FAK: focal
adhesion kinase; GAPDH: glyceraldehyde-3-phosphate
dehydrogenase; HGF: hepatocyte growth factor; PRCa:
prostate cancer; PSA: prostate specific antigen; ROC:
receiver operating characteristic; TGFf: transforming
growth factor beta; TMA: tissue microarray.

Author contributions

W.G.J and M.D.M were involved in project
conception and oversaw the study. A.J.S, S.O, R.J.C,
L.D.M and Y.L contributed to the experimental work and
sample preparation. F.R, A.J.S and R.J.C were involved in
IHC staining/analysis. A.J.S and W.G.J contributed to data
analysis. A.J.S wrote the manuscript in conjunction with
author comments.

ACKNOWLEDGMENTS

The authors are grateful to Cancer Research Wales
for supporting this work. The authors also wish to thank
Wales Cancer Bank for provision of clinical materials.

CONFLICTS OF INTEREST

The authors declare no conflicts of interest

FUNDING
This work was funded by Cancer Research Wales.
REFERENCES

1. Hess KR, Varadhachary GR, Taylor SH, Wei W, Raber
MN, Lenzi R, Abbruzzese JL. Metastatic patterns in
adenocarcinoma. Cancer. 2006; 106:1624—1633. https://doi.
org/10.1002/cncr.21778. [PubMed]

2. Bowen MA, Patel DD, Li X, Modrell B, Malacko AR, Wang
WC, Marquardt H, Neubauer M, Pesando JM, Francke U,
et al. Cloning, mapping, and characterization of activated
leukocyte-cell adhesion molecule (ALCAM), a CD6 ligand.
J Exp Med. 1995; 181:2213-2220. https://doi.org/10.1084/
jem.181.6.2213. [PubMed]

3. Degen WG, van Kempen LC, Gijzen EG, van Groningen
JJ, van Kooyk Y, Bloemers HP, Swart GW. MEMD, a new
cell adhesion molecule in metastasizing human melanoma
cell lines, is identical to ALCAM (activated leukocyte cell
adhesion molecule). Am J Pathol. 1998; 152:805-813.
[PubMed]

10.

11.

12.

Bech-Serra JJ, Santiago-Josefat B, Esselens C, Saftig P,
Baselga J, Arribas J, Canals F. Proteomic identification
of desmoglein 2 and activated leukocyte cell adhesion
molecule as substrates of ADAM17 and ADAMI10 by
difference gel electrophoresis. Mol Cell Biol. 2006;
26:5086—5095.  https://doi.org/10.1128/MCB.02380-05.
[PubMed]

Rosso O, Piazza T, Bongarzone I, Rossello A, Mezzanzanica
D, Canevari S, Orengo AM, Puppo A, Ferrini S, Fabbi M.
The ALCAM shedding by the metalloprotease ADAM17/
TACE is involved in motility of ovarian carcinoma
cells. Mol Cancer Res. 2007; 5:1246-1253. https://doi.
org/10.1158/1541-7786.MCR-07-0060. [PubMed]

Hansen AG, Arnold SA, Jiang M, Palmer TD, Ketova
T, Merkel A, Pickup M, Samaras S, Shyr Y, Moses HL,
Hayward SW, Sterling JA, Zijlstra A. ALCAM/CD166 is
a TGF-beta-responsive marker and functional regulator

of prostate cancer metastasis to bone. Cancer Res. 2014;
74:1404—-1415. https://doi.org/10.1158/0008-5472.CAN-13-
1296. [PubMed]

Hein S, Muller V, Kohler N, Wikman H, Krenkel S,
Streichert T, Schweizer M, Riethdorf S, Assmann V,
Thnen M, Beck K, Issa R, Janicke F, et al. Biologic role of
activated leukocyte cell adhesion molecule overexpression
in breast cancer cell lines and clinical tumor tissue.
Breast Cancer Res Treat. 2011; 129:347-360. https://doi.
0rg/10.1007/s10549-010-1219-y. [PubMed]

Devis L, Moiola CP, Masia N, Martinez-Garcia E, Santacana
M, Stirbat TV, Brochard-Wyart F, Garcia A, Alameda F,
Cabrera S, Palacios J, Moreno-Bueno G, Abal M, et al.
Activated leukocyte cell adhesion molecule (ALCAM)
is a marker of recurrence and promotes cell migration,

invasion, and metastasis in early-stage endometrioid
endometrial cancer. J Pathol. 2017; 241:475-487. https://
doi.org/10.1002/path.4851. [PubMed]

Ishiguro F, Murakami H, Mizuno T, Fujii M, Kondo
Y, Usami N, Yokoi K, Osada H, Sekido Y. Activated
leukocyte cell-adhesion molecule (ALCAM) promotes
malignant phenotypes of malignant mesothelioma. J
Thorac Oncol. 2012; 7:890-899. https://doi.org/10.1097/
JTO.0b013e31824af2db. [PubMed]

Jin Z, Selaru FM, Cheng Y, Kan T, Agarwal R, Mori Y,
Olaru AV, Yang J, David S, Hamilton JP, Abraham JM,
Harmon J, Duncan M, et al. MicroRNA-192 and -215 are
upregulated in human gastric cancer in vivo and suppress
ALCAM expression in vitro. Oncogene. 2011; 30:1577—
1585. https://doi.org/10.1038/0onc.2010.534. [PubMed]

Davies S, Jiang WG. ALCAM, activated leukocyte cell
adhesion molecule, influences the aggressive nature
of breast cancer cells, a potential connection to bone
metastasis. Anticancer Res. 2010; 30:1163—1168. [PubMed]
Burandt E, Bari Noubar T, Lebeau A, Minner S, Burdelski
C, Janicke F, Muller V, Terracciano L, Simon R, Sauter G,
Wilczak W, Lebok P. Loss of ALCAM expression is linked
to adverse phenotype and poor prognosis in breast cancer:

www.oncotarget.com

14

Oncotarget


www.oncotarget.com
https://doi.org/10.1002/cncr.21778
https://doi.org/10.1002/cncr.21778
https://www.ncbi.nlm.nih.gov/pubmed/16518827
https://doi.org/10.1084/jem.181.6.2213
https://doi.org/10.1084/jem.181.6.2213
https://www.ncbi.nlm.nih.gov/pubmed/7760007
https://www.ncbi.nlm.nih.gov/pubmed/9502422
https://doi.org/10.1128/MCB.02380-05
https://www.ncbi.nlm.nih.gov/pubmed/16782893
https://www.ncbi.nlm.nih.gov/pubmed/16782893
https://doi.org/10.1158/1541-7786.MCR-07-0060
https://doi.org/10.1158/1541-7786.MCR-07-0060
https://www.ncbi.nlm.nih.gov/pubmed/18171982
https://doi.org/10.1158/0008-5472.CAN-13-1296
https://doi.org/10.1158/0008-5472.CAN-13-1296
https://www.ncbi.nlm.nih.gov/pubmed/24385212
https://doi.org/10.1007/s10549-010-1219-y
https://doi.org/10.1007/s10549-010-1219-y
https://www.ncbi.nlm.nih.gov/pubmed/20972617
https://doi.org/10.1002/path.4851
https://doi.org/10.1002/path.4851
https://www.ncbi.nlm.nih.gov/pubmed/27873306
https://doi.org/10.1097/JTO.0b013e31824af2db
https://doi.org/10.1097/JTO.0b013e31824af2db
https://www.ncbi.nlm.nih.gov/pubmed/22722789
https://doi.org/10.1038/onc.2010.534
https://www.ncbi.nlm.nih.gov/pubmed/21119604
https://www.ncbi.nlm.nih.gov/pubmed/20530423

13.

14.

16.

17.

18.

19.

20.

21.

a TMA-based immunohistochemical study on 2,197 breast
cancer patients. Oncol Rep. 2014; 32:2628-2634. https:/
doi.org/10.3892/0r.2014.3523. [PubMed]

King JA, Ofori-Acquah SF, Stevens T, Al-Mehdi AB,
Fodstad O, Jiang WG. Activated leukocyte cell adhesion
molecule in breast cancer: prognostic indicator. Breast
Cancer Res. 2004; 6:R478-R487. https://doi.org/10.1186/
ber815. [PubMed]

Davies SR, Dent C, Watkins G, King JA, Mokbel K, Jiang
WG. Expression of the cell to cell adhesion molecule,
ALCAM, in breast cancer patients and the potential link
with skeletal metastasis. Oncol Rep. 2008; 19:555-561.
[PubMed]

Burkhardt M, Mayordomo E, Winzer KJ, Fritzsche F,
Gansukh T, Pahl S, Weichert W, Denkert C, Guski H, Dietel
M, Kristiansen G. Cytoplasmic overexpression of ALCAM
is prognostic of disease progression in breast cancer. J
Clin Pathol. 2006; 59:403—409. https://doi.org/10.1136/
jcp.2005.028209. [PubMed]

van Kempen LC, van den Oord JJ, van Muijen GN, Weidle
UH, Bloemers HP, Swart GW. Activated leukocyte cell
adhesion molecule/CD166, a marker of tumor progression

in primary malignant melanoma of the skin. Am J Pathol.
2000;  156:769-774.  https://doi.org/10.1016/S0002-
9440(10)64943-7. [PubMed]

Donizy P, Zietek M, Halon A, Leskiewicz M, Kozyra C,
Matkowski R. Prognostic significance of ALCAM (CD166/
MEMD) expression in cutaneous melanoma patients. Diagn
Pathol. 2015; 10:86. https://doi.org/10.1186/s13000-015-
0331-z. [PubMed]

Ye M, Du YL, Nie YQ, Zhou ZW, Cao J, Li YF.
Overexpression of activated leukocute cell adhesion
molecule in gastric cancer is associated with advanced
stages and poor prognosis and miR-9 deregulation. Mol
Med Rep. 2015; 11:2004-2012. https://doi.org/10.3892/
mmr.2014.2933. [PubMed]

Ishigami S, Ueno S, Arigami T, Arima H, Uchikado Y, Kita
Y, Sasaki K, Nishizono Y, Omoto I, Kurahara H, Matsumoto
M, Kijima Y, Natsugoe S. Clinical implication of CD166
expression in gastric cancer. J Surg Oncol. 2011; 103:57—
61. https://doi.org/10.1002/js0.21756. [PubMed]

Kristiansen G, Pilarsky C, Wissmann C, Stephan C,
Weissbach L, Loy V, Loening S, Dietel M, Rosenthal A.
ALCAM/CD166 is up-regulated in low-grade prostate
cancer and progressively lost in high-grade lesions. Prostate.
2003;  54:34-43.  https://doi.org/10.1002/pros.10161.
[PubMed]

Kristiansen G, Pilarsky C, Wissmann C, Kaiser S,
Bruemmendorf T, Roepcke S, Dahl E, Hinzmann B,
Specht T, Pervan J, Stephan C, Loening S, Dietel M, et al.
Expression profiling of microdissected matched prostate
cancer samples reveals CD166/MEMD and CD24 as new
prognostic markers for patient survival. J Pathol. 2005;
205:359-376. https://doi.org/10.1002/path.1676. [PubMed]

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

Minner S, Kraetzig F, Tachezy M, Kilic E, Graefen M,
Wilczak W, Bokemeyer C, Huland H, Sauter G, Schlomm
T. Low activated leukocyte cell adhesion molecule
expression is associated with advanced tumor stage and
early prostate-specific antigen relapse in prostate cancer.
Hum Pathol. 2011; 42:1946-1952. https://doi.org/10.1016/].
humpath.2011.02.017. [PubMed]

Weichert W, Knosel T, Bellach J, Dietel M, Kristiansen
G. ALCAM/CDI166
carcinoma and correlates with shortened patient survival.
J Clin Pathol. 2004; 57:1160—1164. https://doi.org/10.1136/
jcp.2004.016238. [PubMed]

Tachezy M, Zander H, Gebauer F, Marx A, Kaifi JT,
Izbicki JR, Bockhorn M. Activated leukocyte cell adhesion
molecule (CD166)—its prognostic power for colorectal
cancer patients. J Surg Res. 2012; 177:¢15—20. https://doi.
0rg/10.1016/.jss.2012.02.013. [PubMed]

Ishiguro F, Murakami H, Mizuno T, Fujii M, Kondo
Y, Usami N, Taniguchi T, Yokoi K, Osada H, Sekido
Y. Membranous expression of activated leukocyte cell
adhesion molecule contributes to poor prognosis and
malignant phenotypes of non-small-cell lung cancer. J
Surg Res. 2013; 179:24-32. https://doi.org/10.1016/].
jss.2012.08.044. [PubMed]

Sawhney M, Matta A, Macha MA, Kaur J, DattaGupta
S, Shukla NK, Ralhan R. Cytoplasmic accumulation of
activated leukocyte cell adhesion molecule is a predictor

is overexpressed in colorectal

of disease progression and reduced survival in oral cancer
patients. Int J Cancer. 2009; 124:2098-2105. https://doi.
org/10.1002/ijc.24192. [PubMed]

Kahlert C, Weber H, Mogler C, Bergmann F, Schirmacher
P, Kenngott HG, Matterne U, Mollberg N, Rahbari NN,
Hinz U, Koch M, Aigner M, Weitz J. Increased expression
of ALCAM/CD166 in pancreatic cancer is an independent

prognostic marker for poor survival and early tumour
relapse. Br J Cancer. 2009; 101:457-464. https:/doi.
0rg/10.1038/sj.bjc.6605136. [PubMed]

Erturk K, Tastekin D, Bilgin E, Serilmez M, Bozbey HU,
Sakar B. Serum activated leukocyte cell adhesion molecule
and intercellular adhesion molecule-1 in patients with
gastric cancer: Can they be used as biomarkers? Biomed
Pharmacother. 2016; 77:86-91. https://doi.org/10.1016/].
biopha.2015.12.006. [PubMed]

Ma L, Lin J, Qiao Y, Weng W, Liu W, Wang J, Sun F.
Serum CD166: a novel hepatocellular carcinoma tumor
marker. Clin Chim Acta. 2015; 441:156—162. https://doi.
org/10.1016/j.cca.2014.12.034. [PubMed]

Tachezy M, Effenberger K, Zander H, Minner S, Gebauer
F, Vashist YK, Sauter G, Pantel K, Izbicki JR, Bockhorn
M. ALCAM (CD166) expression and serum levels are
markers for poor survival of esophageal cancer patients.
Int J Cancer. 2012; 131:396-405. https://doi.org/10.1002/
1jc.26377. [PubMed]

Al-Shehri FS, Abd E, Azeem EM. Activated Leukocyte
Cell Adhesion Molecule (ALCAM) in Saudi Breast Cancer

www.oncotarget.com

15

Oncotarget


www.oncotarget.com
https://doi.org/10.3892/or.2014.3523
https://doi.org/10.3892/or.2014.3523
https://www.ncbi.nlm.nih.gov/pubmed/25270339
https://doi.org/10.1186/bcr815
https://doi.org/10.1186/bcr815
https://www.ncbi.nlm.nih.gov/pubmed/15318930
https://www.ncbi.nlm.nih.gov/pubmed/18202807
https://doi.org/10.1136/jcp.2005.028209
https://doi.org/10.1136/jcp.2005.028209
https://www.ncbi.nlm.nih.gov/pubmed/16484444
https://doi.org/10.1016/S0002-9440(10)64943-7
https://doi.org/10.1016/S0002-9440(10)64943-7
https://www.ncbi.nlm.nih.gov/pubmed/10702391
https://doi.org/10.1186/s13000-015-0331-z
https://doi.org/10.1186/s13000-015-0331-z
https://www.ncbi.nlm.nih.gov/pubmed/26134500
https://doi.org/10.3892/mmr.2014.2933
https://doi.org/10.3892/mmr.2014.2933
https://www.ncbi.nlm.nih.gov/pubmed/25395097
https://doi.org/10.1002/jso.21756
https://www.ncbi.nlm.nih.gov/pubmed/20886585
https://doi.org/10.1002/pros.10161
https://www.ncbi.nlm.nih.gov/pubmed/12481253
https://www.ncbi.nlm.nih.gov/pubmed/12481253
https://doi.org/10.1002/path.1676
https://www.ncbi.nlm.nih.gov/pubmed/15532095
https://doi.org/10.1016/j.humpath.2011.02.017
https://doi.org/10.1016/j.humpath.2011.02.017
https://www.ncbi.nlm.nih.gov/pubmed/21683980
https://doi.org/10.1136/jcp.2004.016238
https://doi.org/10.1136/jcp.2004.016238
https://www.ncbi.nlm.nih.gov/pubmed/15509676
https://doi.org/10.1016/j.jss.2012.02.013
https://doi.org/10.1016/j.jss.2012.02.013
https://www.ncbi.nlm.nih.gov/pubmed/22482754
https://doi.org/10.1016/j.jss.2012.08.044
https://doi.org/10.1016/j.jss.2012.08.044
https://www.ncbi.nlm.nih.gov/pubmed/22985775
https://doi.org/10.1002/ijc.24192
https://doi.org/10.1002/ijc.24192
https://www.ncbi.nlm.nih.gov/pubmed/19142865
https://doi.org/10.1038/sj.bjc.6605136
https://doi.org/10.1038/sj.bjc.6605136
https://www.ncbi.nlm.nih.gov/pubmed/19603023
https://doi.org/10.1016/j.biopha.2015.12.006
https://doi.org/10.1016/j.biopha.2015.12.006
https://www.ncbi.nlm.nih.gov/pubmed/26796270
https://doi.org/10.1016/j.cca.2014.12.034
https://doi.org/10.1016/j.cca.2014.12.034
https://www.ncbi.nlm.nih.gov/pubmed/25562819
https://doi.org/10.1002/ijc.26377
https://doi.org/10.1002/ijc.26377
https://www.ncbi.nlm.nih.gov/pubmed/21858815

32.

33.

34.

35.

36.

37.

38.

Patients as Prognostic and Predictive Indicator. Breast
Cancer (Auckl). 2015; 9:81-86. https://doi.org/10.4137/
BCBCR.S25563. [PubMed]

Witzel 1, Schroder C, Muller V, Zander H, Tachezy M, Ihnen
M, Janicke F, Milde-Langosch K. Detection of activated
leukocyte cell adhesion molecule in the serum of breast

cancer patients and implications for prognosis. Oncology.
2012; 82:305-312. https://doi.org/10.1159/000337222.
[PubMed]

Kulasingam V, Zheng Y, Soosaipillai A, Leon AE, Gion M,
Diamandis EP. Activated leukocyte cell adhesion molecule:
a novel biomarker for breast cancer. Int J Cancer. 2009;
125:9-14. https://doi.org/10.1002/ijc.24292. [PubMed]
Carbotti G, Orengo AM, Mezzanzanica D, Bagnoli M,
Brizzolara A, Emionite L, Puppo A, Centurioni MG,
Bruzzone M, Marroni P, Rossello A, Canevari S, Ferrini S,
et al. Activated leukocyte cell adhesion molecule soluble
form: a potential biomarker of epithelial ovarian cancer is
increased in type II tumors. Int J Cancer. 2013; 132:2597—
2605. https://doi.org/10.1002/ijc.27948. [PubMed]
Tachezy M, Zander H, Marx AH, Stahl PR, Gebauer F,
Izbicki JR, Bockhorn M. ALCAM (CD166) expression
and serum levels in pancreatic cancer. PLoS One. 2012;
7:¢39018. https://doi.org/10.1371/journal.pone.0039018.
[PubMed]

IThnen M, Kress K, Kersten JF, Kilic E, Choschzick M,
Zander H, Muller V, Mahner S, Janicke F, Woelber L,
Milde-Langosch K. Relevance of activated leukocyte cell
adhesion molecule (ALCAM) in tumor tissue and sera
of cervical cancer patients. BMC Cancer. 2012; 12:140.
https://doi.org/10.1186/1471-2407-12-140. [PubMed]

Ohneda O, Ohneda K, Arai F, Lee J, Miyamoto T,
Fukushima Y, Dowbenko D, Lasky LA, Suda T. ALCAM
(CD166): its role in hematopoietic and endothelial
development. Blood. 2001; 98:2134-2142. https://doi.
org/10.1182/blood.V98.7.2134. [PubMed]

Masedunskas A, King JA, Tan F, Cochran R, Stevens T,
Sviridov D, Ofori-Acquah SF. Activated leukocyte cell
adhesion molecule is a component of the endothelial

junction involved in transendothelial monocyte migration.
FEBS Lett. 2006; 580:2637-2645. https://doi.org/10.1016/].
febslet.2006.04.013. [PubMed]

39.

40.

41.

42.

43.

44.

45.

46.

47.

Parikh RA, Wang P, Beumer JH, Chu E, Appleman LJ. The
potential roles of hepatocyte growth factor (HGF)-MET
pathway inhibitors in cancer treatment. OncoTargets Ther.
2014; 7:969-983. https://doi.org/10.2147/OTT.S40241.
[PubMed]

Tai YL, Chen LC, Shen TL. Emerging roles of focal adhesion
kinase in cancer. BioMed Res Int. 2015; 2015:690690.
https://doi.org/10.1155/2015/690690. [PubMed]

Sanders AJ, Jiang DG, Jiang WG, Harding KG, Patel GK.
Activated leukocyte cell adhesion molecule impacts on

clinical wound healing and inhibits HaCaT migration. Int
Wound J. 2011; 8:500-507. https://doi.org/10.1111/1.1742-
481X.2011.00823.x. [PubMed]

Sanders AJ, Ye L, Li J, Mason MD, Jiang WG. Tumour
angiogenesis and repulsive guidance molecule b: a role
in HGF- and BMP-7-mediated angiogenesis. Int J Oncol.
2014;45:1304-1312. https://doi.org/10.3892/ij0.2014.2508.
[PubMed]

Owen S, Ye L, Sanders AJ, Mason MD, Jiang WG.
Expression profile of receptor activator of nuclear-kappaB
(RANK), RANK ligand (RANKL) and osteoprotegerin
(OPQ) in breast cancer. Anticancer Res. 2013; 33:199-206.
[PubMed]

Owen S, Sanders AJ, Mason MD, Jiang WG. Importance
of osteoprotegrin and receptor activator of nuclear factor

kappaB in breast cancer response to hepatocyte growth
factor and the bone microenvironment in vitro. Int J Oncol.
2016; 48:919-928. https://doi.org/10.3892/ij0.2016.3339.
[PubMed]

Bartlett A, Sanders AJ, Ruge F, Harding KG, Jiang WG.
Potential implications of interleukin-7 in chronic wound
healing. Exp Ther Med. 2016; 12:33-40. https://doi.
org/10.3892/etm.2016.3263. [PubMed]

Feng Y, Sanders AJ, Morgan LD, Owen S, Ruge F, Harding
KG, Jiang WG. In vitro significance of SOCS-3 and
SOCS-4 and potential mechanistic links to wound healing.
Sci Rep. 2017; 7:6715. https://doi.org/10.1038/s41598-017-
06886-6. [PubMed]

Hiscox S, Jiang WG. Quantification of tumour cell-
endothelial cell attachment by 1,1'-dioctadecyl-3,3,3",3'-
tetramethylindocarbocyanine ~ (Dil).  Cancer  Lett.
1997,  112:209-217.  https:/doi.org/10.1016/S0304-
3835(96)04573-9. [PubMed]

www.oncotarget.com

16

Oncotarget


www.oncotarget.com
https://www.ncbi.nlm.nih.gov/pubmed/26446295
https://doi.org/10.1159/000337222
https://www.ncbi.nlm.nih.gov/pubmed/22555284
https://www.ncbi.nlm.nih.gov/pubmed/22555284
https://doi.org/10.1002/ijc.24292
https://www.ncbi.nlm.nih.gov/pubmed/19322904
https://doi.org/10.1002/ijc.27948
https://www.ncbi.nlm.nih.gov/pubmed/23169448
https://doi.org/10.1371/journal.pone.0039018
https://www.ncbi.nlm.nih.gov/pubmed/22745698
https://www.ncbi.nlm.nih.gov/pubmed/22745698
https://doi.org/10.1186/1471-2407-12-140
https://www.ncbi.nlm.nih.gov/pubmed/22475274
https://doi.org/10.1182/blood.V98.7.2134
https://doi.org/10.1182/blood.V98.7.2134
https://www.ncbi.nlm.nih.gov/pubmed/11568000
https://doi.org/10.1016/j.febslet.2006.04.013
https://doi.org/10.1016/j.febslet.2006.04.013
https://www.ncbi.nlm.nih.gov/pubmed/16650408
https://www.ncbi.nlm.nih.gov/pubmed/24959084
https://www.ncbi.nlm.nih.gov/pubmed/24959084
https://doi.org/10.1155/2015/690690
https://www.ncbi.nlm.nih.gov/pubmed/25918719
https://doi.org/10.1111/j.1742-481X.2011.00823.x
https://doi.org/10.1111/j.1742-481X.2011.00823.x
https://www.ncbi.nlm.nih.gov/pubmed/21816001
https://doi.org/10.3892/ijo.2014.2508
https://www.ncbi.nlm.nih.gov/pubmed/24970050
https://www.ncbi.nlm.nih.gov/pubmed/24970050
https://www.ncbi.nlm.nih.gov/pubmed/23267146
https://doi.org/10.3892/ijo.2016.3339
https://www.ncbi.nlm.nih.gov/pubmed/26781475
https://www.ncbi.nlm.nih.gov/pubmed/26781475
https://doi.org/10.3892/etm.2016.3263
https://doi.org/10.3892/etm.2016.3263
https://www.ncbi.nlm.nih.gov/pubmed/27347014
https://doi.org/10.1038/s41598-017-06886-6
https://doi.org/10.1038/s41598-017-06886-6
https://www.ncbi.nlm.nih.gov/pubmed/28751715
https://doi.org/10.1016/S0304-3835(96)04573-9
https://doi.org/10.1016/S0304-3835(96)04573-9
https://www.ncbi.nlm.nih.gov/pubmed/9066730

