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ABSTRACT

RASSF1C functions as an oncogene in lung cancer cells by stimulating proliferation
and migration, and reducing apoptosis. Further, RASSF1C up-regulates important
protein-coding and non-coding genes involved in lung cancer cell growth, including
the stem cell self-renewal gene, piwill, and small nhoncoding PIWI-interacting RNAs
(piRNAS). In this article, we report the identification of microRNAs (miRNAs) that
are modulated in lung cancer cells over-expressing RASSF1C. A lung cancer-specific
miRNA PCR array screen was performed to identify RASSF1C target miRNA-coding
genes using RNA isolated from the lung cancer cell line H1299 stably over-expressing
RASSF1C and corresponding control. Several modulated miRNA genes were identified
that are important in cancer cell proliferation and survival. Among the miRNAs down-
regulated by RASSF1C is miRNA-33a-5p (miRNA-33a), which functions as a tumor
suppressor in lung cancer cells. We validated that over-expression of RASSF1C
down-regulates miR-33a expression and RASSF1C knockdown up-regulates miR-
33a expression. We found that RASSF1C over-expression also increases pg-catenin,
vimentin, and snail protein levels in cells over-expressing miR-33a. In addition, we
found that RASSF1C up-regulates the expression of ABCA1 mRNA which is a known
target of miR-33a. Our findings suggest that RASSF1C may promote lung epithelial
mesenchymal transition (EMT), resulting in the development of a lung cancer stem
cell phenotype, progression, and metastasis, in part, through modulation of miR-33a
expression. Our findings reveal a new mechanistic insight into how RASSF1C functions
as an oncogene.

INTRODUCTION RNAs (piRNAs). This suggests that RASSF1C may

promote lung cancer stem cell (CSC) development and
progression, in part, through a novel PIWIL-piRNA
pathway [7, 12, 19]. We have identified several novel

Lung cancer is the most common and lethal of
all cancers in the United States [1]. Our laboratory

has focused on the pro-oncogenic activities of the Ras
Association Domain Family Member 1 (RASSF1) gene.
RASSF1 encodes two major isoforms, RASSF1A and
RASSFI1C, derived by alternative promoter selection
and mRNA splicing [2, 3]. While RASSFIA is a well
characterized tumor suppressor [2—6], the RASSF1C
isoform appears to function as an oncogene promoting
lung cancer cell proliferation, migration, and survival
[7-12]. In previously published work we showed that
RASSFI1C regulates the expression of PIWIL1, a stem
cell renewal gene, and small non-coding PIWI-interacting

RASSFI1C target piRNA genes with either potential
tumor-promoting or tumor-suppressing functions [12].
We also showed that RASSF1C may modulate PIWIL1-
piRNA gene expression, in part, through promoting
ERK1/2 phosphorylation and attenuating the AMPK
pathway and downstream effectors p21 and p27
[8, 10, 12].

To further characterize the role of RASSFIC in
lung cancer cell growth, we performed a lung cancer-
specific microRNA (miRNA) PCR array screen to identify
RASSFIC target miRNA-coding genes in non-small cell
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lung cancer (NSCLC) cells. MiRNAs function as critical
post-transcriptional regulators of gene expression. In this
article, we report on the identification of several RASSF1C
miRNA target genes in NSCLC cells. Among the miRNAs
down-regulated by RASSFIC is miR-33a, which is an
inhibitor of lung epithelial mesenchymal transition (EMT)
and a known lung cancer tumor suppressor [13—15]. MiR-
33a down-regulates the expression of pro-EMT genes such
as B-catenin, ATP-binding cassette transporter 1 (ABCAL1),
and vimentin [13]. Here, we report that RASSF1C
attenuates miR-33a expression and promotes EMT marker
gene expression in NSCLC cells.

RESULTS

RASSF1C down-regulates miR-33a gene
expression

In previous work we have shown that RASSF1C
appears to function as an oncogene in lung cancer
cells, in part, through a novel RASSFIC-PIWILI-
piRNA pathway which may promote cancer stem cell
growth and progression. To further our understanding
of how RASSF1C acts as an oncogene, we assessed the
impact of RASSFIC on miRNA gene expression. To
accomplish this, we performed a miRNA RT-PCR array
screen using total RNA isolate from the lung cancer
cell line NCI-H1299 over expressing RASSF1C and
NCI-H1299 over-expressing vector backbone to identify
miRNAs that are regulated by RASSFI1C. The lung
cancer miRNA PCR array screen has identified several
interesting miRNA target genes that are modulated by
RASSFIC. The miRNA genes that are up- or down-
regulated by RASSF1C include some that impact tumor
growth (Table 1). Among the miRNAs down-regulated
by RASSFI1C is miR-33a, which is known to inhibit
EMT and to suppress cancer cell growth [13, 14]. We are
interested in RASSF1C regulation of miR-33a expression
because RASSFIC could promote EMT through a
mechanism that involves up-regulation of PIWILI1-
piRNA gene expression and down-regulation of miR-33a
expression. We, therefore validated that over-expression
of RASSFIC leads to significant down-regulation, and
silencing of RASSF1C leads to significant up-regulation
of miR-33a expression in lung cancer cells (Figure 1).
This novel finding that RASSF1C is a negative regulator
of miR-33a gene expression suggests a potential role for
RASSFI1C in promoting lung EMT.

RASSFI1C attenuates miR-33a effects on pro-
EMT genes

To further investigate the impact of RASSF1C on
the down-regulation of miR-33a expression, we assessed
the expression of EMT marker genes that are known to
be down-regulated by miR-33a. it is known that miR-33a

down-regulates the expression of B-catenin, vimentin,
and snail [13]. MiR-33a bind to the 3UTR region of
B-catenin and leads to down-regulation of B-catenin
expression and prevents it translocation into the nucleus
[17-21]. It is also known that RASSFIC promotes
B-catenin expression in normal lung epithelial and lung
cancer cell lines [10, 23]. Thus, we wanted to determine
if RASSFI1C over-expression will attenuate the effects
of miR-33a on B-catenin as well as vimentin and snail
in lung cancer cells. Here, we first found that RASSF1C
promotes the expression of B-catenin, vimentin, and
snail in lung cancer cells (Figure 2). Second, we
assessed the impact of miR-33a on the expression of
B-catenin, vimentin, and snail in cells over-expressing
RASSF1C. We found that over-expression of miR-33a
in lung cancer cells down-regulates the expression of
B-catenin, vimentin and snail (Figure 3). However,
RASSF1C over-expressing cells treated with miR-33a
show higher expression levels of B-catenin, vimentin,
and snail compared to control cells treated with miR-
33a mimics (Figure 3). We also treated, lung cancer cells
with miR-33a mimics and scrambled control to verify
that transfection of lung cancer cells with miR-33a
mimics decreases cell proliferation and colony formation
(Figure 4), which is consistent with published literature
[13, 14]. Further, we found that miR-33a inhibitors
resulted in a small but statistically significant increase in
cell proliferation of lung cancer cell lines with RASSF1C
knocked down (Figure 5). Our findings suggest that
RASSF1C may promote lung cell EMT, in part, through
down-regulation of miR-33a expression which in turn
up-regulates B-catenin and EMT marker genes such as
vimentin and snail.

RASSF1C up-regulates ABCA1 gene expression
which is down-regulated by miR-33a

It has also been reported that miR-33a binds the
3’UTR-region of ATP drug transporter gene ABCA1
leading to cleavage of the ABCA1 mRNA. In previously
published work, we showed that RASSF1C promotes
drug resistance of both lung and breast cancer cells
[10, 11]. Thus, we wanted to know if RASSF1C over-
expression also up-regulates ABCA1 which has been
linked to cancer cell drug resistance [20, 21]. Using
data from our previous Microarray studies [8, 11], we
checked the expression levels of ABCA1 in cell lines
over-expressing RASSF1C and we found that RASSF1C
over-expression in both breast and lung cancer cell lines
resulted in a significant increase in the expression level
of ABCA1 (Figure 6). The up-regulation of ABCAI
was validated in normal lung epithelial and lung cancer
cells by RT-PCR (Figure 7). Our findings suggest that
RASSF1C may promote cancer cell drug resistance
through up-regulation of the ABCA1 gene expression
and down-regulation of miR-33a expression.
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Table 1: Selected RASSF1C miRNA target genes identified using lung cancer specific miRNA

PCR array
Up-regulated miRNAs Down-regulated miRNAs
Fold change > 5 Fold change > -5
hsa-miR-15a-5p hsa-miR-33a-5p
hsa-miR-21-5p hsa-miR-98
hsa-mIR-31-5p hsa-miR-107
Has-miR-125 hsa-miR-128
DISCUSSION RASSFIC resulted in a significant increase in miR-33a.

In previously published work, we demonstrated that
RASSFIC acts as an oncogene through the modulation
of several protein-coding and small non-coding PIWI-
interacting RNAs (piRNAs) that are associated with
promoting cell proliferation and migration, and attenuating
apoptosis [7—12]. In this study we show that RASSF1C
also modulates the expression of important miRNAs
(Table 1). Among the miRNAs down-regulated by
RASSFIC is miR-33a. This is very important because
of the known relationship between miR-33a and cancer.
For instance, miR-33a is known to suppress lung cancer
cells growth in vitro [15, 24]. Further, miR-33a expression
is down-regulated in lung tumor tissues compared to
matched normal tissue, and miR-33a expression is
positively correlated with overall patient survival [25].
In the present study, we found that over-expression of
RASSFIC resulted in a significant decrease in miR-
33a expression in lung cancer cells, and silencing of
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Interestingly, the microarray data showed that RASSF1C
over-expression in lung cancer cells did not affect the
expression of the miR-33a host gene [22], SREBP2 (data
not shown). This suggests that RASSF1C may regulate
miR-33a post-transcriptionally. Thus, our findings provide
a new mechanism for regulating miR-33a in lung cancer
cells by RASSF1C.

Mechanistically, miR-33a suppresses lung cancer
cell growth and migration, in part, by inhibiting lung
EMT [13, 14]. Consistent with this, we found that
treatment of lung cancer cells with miR-33a mimics
decreased cell proliferation and expression of B-catenin,
vimentin, and snail in lung cancer cells. In addition,
miR-33a over-expression has been shown to reduce, and
miR-33a silencing to enhance, NSCLC cell migration
suggesting that miR-33a may attenuate metastasis
of NSCLC cells [13]. In contrast, RASSF1C over-
expression has been demonstrated by us and others to
up-regulate B-catenin gene expression in lung cancer

RASSF1C-KD

Figure 1: RT-PCR validation of miR-33a-5p expression in the lung cancer cell line H1299 treated with scrambled
miRNA (Control), H1299 cells over-expressing RASSF1C (RASSF1), and H1299 cells with RASSF1C-knockdown
(RASSF1C-KD). RASSFI1C over-expression down-regulates, and silencing up-regulates, the expression of miR-33a-5p in NSCLC cells.
The RT-PCR of controls and experimental reactions were run in triplicate in multiple runs and the 22T method was used to perform

statistical analysis [16].
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cells [10, 23]; and in this study, we also show that
lung cancer cells over-expressing RASSF1C exhibit
increased vimentin and snail protein levels. Indeed,
the impact of miR-33a over-expression on [-catenin,
vimentin, and snail protein levels is less pronounced
in lung cancer cells over-expressing RASSF1C (Figure
3) as one would predict. We also found that inhibiting
miR-33a expression in lung cancer cells with RASSFI1C
knocked down enhances cell proliferation (Figure 5).
Also pertinent is that we have previously shown that
RASSF1C promotes cell migration of NSCLC and breast
cancer cells [10, 11]. Taken together our current and
previous findings suggest that RASSF1C may promote
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lung EMT, cell proliferation, and cell migration, in part,
through down-regulation of miR-33a.

We also found that RASSFIC up-regulates the
ABCA1 gene which is another gene that is known to
be a target for miR33a. The 3’-UTR of ABCA1 mRNA
contains a miR-33a binding site, and thus miR-33a
suppresses ABCA1 expression. Consistent with this,
we show here that RASSF1C down-regulates miR-33a
while it up-regulates ABCA1 expression (Figures 6, 7).
Interestingly, we have shown in previously published
work that RASSF1C over-expression desensitizes breast
and lung cancer cells to the apoptotic effects of Etoposide
[10] and betulinic acid [11], respectively. Indeed, ABCA1
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Figure 2: RASSF1C up-regulates the expression of vimentin, $-catenin, and snail in the NSCLC cell lines A549 and
H1299. Vimentin (A), B-catenin (B), and snail (C) protein levels are higher in A549-1C and H1299-1C cells over expressing RASSF1C
compared to A549-BB and H1299-BB cells transfected with vector backbone.
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Figure 3:

RASSF1C attenuates the effects miR-33a-5p on EMT marker genes. Treatment of H1299-vector backbone (H1299-

BB) or H1299-overexpressing RASSF1C (NCI-1C) with miR-33a-5p mimics reduced protein levels of B-catenin, vimentin, and snail
in control cells (NCI-BB) but to a lesser extent in cells over-expressing RASSF1C when compared to NCI-BB cells transfected with
scrambled miRNA. Quantified levels of vimentin, B-catenin, and snail were determined as an average signal (NCI-BB vs NCI-1C) from at

least 3 independent blots, with a P < 0.05.
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has been reported to mediate drug resistance in cancer which RASSF1C enhances breast and lung cancer cell
cells [21, 26, 27]. Thus, it is possible that RASSF1C drug resistance.

down regulation of miR-33a results in up-regulation of Our previous work suggests that RASSF1C
ABCA1 gene expression could be a mechanism through may promote lung cancer stem cell development and
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Figure 4: MiR-33a-5p over-expression reduces lung cancer cell proliferation and colony formation. The NSCLC cell
line H1299 was treated with 100 nM of miR-33a5p mimics or scrambled miRNA oligos for 48 h, and the miR-33a-5p mimics reduced
cell proliferation (A). All experiments were done at least 3 independent times with n = 4 wells per treatment. The (*) indicates statistical
significance compared to controls (scrambled miRNA), with a P < 0.05. (B) Shows the impact of miR-33a-5p mimics on H1299 colony
formation after 72 h incubation post transfection.
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Figure 5: MiR-33a-5p down-regulation resulted in a statistically significant increase (15-20%) in cell proliferation of
lung cancer cells A549 and H1299 with RASSF1C knocked down. The A549 and H1299 cell lines with RASSF1C Knocked
down were treated with 100 nM of scrambled miRNA oligos or miR-33a-5p inhibitors for 48 h, Cell viability/proliferation was measured
using the Alamar Blue assay. Cell transfection were down an n =4 wells at least 3 independent times. The (") indicates statistical significance
compared to controls (scrambled miRNA), with a P <0.05.
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Figure 6: Microarray data show that over-expression of RASSF1C in the lung cancer cell line H1299 (NCI-1C) and in
the breast cancer cell line T47D (T47D-1C) up-regulates ABCA1 gene expression compared to controls (NCI-BB and
T47D-BB). The (*) indicates statistical significance compared to controls (scrambled miRNA), with a P < 0.01.
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Figure 7: RT-PCR validation of ABCA1 expression. RASSFIC over-expression up-regulates ABCA1 gene expression in the
NSCLC cell lines H1299 and A549 and in the normal lung epithelial cell line CRL-9482. The RT-PCR was performed in triplicate in
multiple runs and the 22T method was used to perform statistical analysis [16], with a P < 0.05.
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progression, in part, through modulation of a novel
PIWIL1-piRNA pathway [10]. PIWILI promotes
endometrial cancer stem cell development through
endometrial EMT as over-expression of PIWIL1 increases
N-cadherin and vimentin and decreases E-cadherin gene
expression [26]. Also, EMT has been associated with
promoting cancer stem cells in solid tumors [27-31]. We
believe that RASSF1C up-regulation of EMT marker
genes and ABCA1 gene expression, in part through
down-regulation of miR-33a, provides novel mechanistic
possibilities of how RASSF1C may contribute to lung
EMT/cancer stem cell development and progression
through modulation of a PIWIL1-piRNA and miRNA gene
axis. Figure 8 depicts a hypothetical work model based
on our previous and current findings. Future planned
mechanistic studies will test this model both in vitro and
in vivo.

MATERIALS AND METHODS

Cell culture

The human lung cancer cell lines NCI-H1299 and
A549 and normal lung epithelial cell line CRL-9482
were obtained from American Type Culture Collection
(Manassas, VA). NCI-H1299, A549, and CRL9492
cells stably transduced with MLV-backbone (BB) and
MLV-HA-RASSFIC (1C) were used as previously
described [10]. H1299 cells over-expressing sh-RNA
specific to RASSFIC and H1299 over-expressing
scrambled sh-RNA were used as previously described
[10]. NCI-H1299 cells were grown in RPMI-1640
medium supplemented with 10% calf bovine serum,
AS549 cells were grown in F-K12 media supplemented
with 10% FBS, and CRL9482 cells were grown in
BEMB media [10].

Growth factor
I

!
Ras

Total and microRNA isolation

Total RNA and miRNA were isolated from
NCI-H1299, A549, and CRL-9482 cells stably over-
expressing RASSFIC, H1299 cells stably expressing
shRNA specific to RASSF1C, and H1299 cells transfected
with the control vector back bone using a total and miRNA
isolation kits (Qiagen, Valencia, CA, USA).

MicroRNA PCR array screen

Lung cancer miProfile™ miRNA PCR Array
(Cat. No. QMO11, GeneCopocia, Rockville, MD, USA)
was used to identify RASSFIC miRNA target genes.
The miRNA cDNA was prepared from mature miRNA
isolated from H1299 cells over-expressing RASSF1C and
from control cells transfected with the vector backbone.
The miRNA PCR array screen was performed according
to the user manual. Data analysis was performed with
GeneCopoeia’s online data analysis software.

Microarray analysis

Microarray analysis was conducted as previously
described [8]. Levels of mRNA expression in control cells
expressing the vector backbone (H1299-BB and T47D-
BB) and in experimental cells stably over-expressing
RASSF1C (H1299-1C and T47D-1C, performed in
triplicates, were compared [8].

Silencing of RASSF1C expression in lung cancer
cells

RASSFI1C was silenced using Mission Non-Target
shRNA Control Transduction Particles or with multiple
Mission Lentiviral sh-RNA Transduction Particles

| IGFBP-5 (Ref. 10)

Raf
|

CI-1040: ERK inhibitor—| ERK1/2+— RASSF1C | EMT marker genes
(Ref. 10) 4 IPIWIL1 / | Cancer stem cell phenotype
(Ref. 9) | Cell cycle progression
|| piRNAS (Ref. 7-12) 1 el proliferation and drug resistance
Target Genes (Ref. 12) | Cell Migration
— 1 miRl.\l - | Cell apoptosis

Figure 8: Hypothetical model: previous and current miRNA work suggest that RASSF1C modulation of the PIWIL1-piRNA and miRNA
gene axis in lung cells may contribute to lung cancer stem cell development and progression [7—12].
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(NMID: NM 007182, Sigma, St. Louis, MO, USA) as
previously described [8].

RT-PCR analysis

Total RNA from experimental and control cell
lines was isolated from cultures and reverse transcriptase
(RT)-PCR was performed using RASSF1C gene-specific
primers as previously described [10]. PCR was carried out
using the Sybrgreen master mix (Qiagen, Valencia, CA,
USA), and the PCR reactions were run with the following
conditions: 95°C for 15 min, 95°C for 1 min, 60°C for
30s, and 72°C for 30s for 35 cycles. Amplification of
cyclophilin using gene specific PCR primers was used
as a loading control. For miRNA expression analysis,
reverse transcription was performed using Quantimir RT
kit (System Biosciences, Mountain View, CA, USA).
PCR was performed using KAPA SYBR®R FAST qPCR
Kit (KAPA Biosystems, Boston, MA, USA). The first
21 nucleotides of the miRNA sequence were used as a
forward primer, along with a universal reverse primer
included in the Quantimir RT kit. miR-33A-5p: 5°-
GTGCATTGTAGTTGCATTGCA-3 forward primer
was used. The RT-PCR reactions were carried out in
triplicates and the fold change was calculated using the
2-25CT method [16]. The RT-PCR runs were repeated at
least 3 times.

Cell transfection

Synthetic miR-33a mimics, miR-33a inhibitors,
and scrambled miRNA oligos were obtained from
Sigma (Sigma, St. Louis, MO, USA) Transfection of
cells with miR-33a mimic, miR-33a inhibitors, and
scrambled oligos at 100 nM final concentration was
carried out using lipofectamine (Invitrogen, Carlsbad,
CA, USA). Cells were plated at 2500-5000 cells
per well (n = 8), transfected the next day, and were
incubated for 48 h before performing the Alamar blue
assay. For cell lysate preparations, Cells were plated at
50,000 per well (n = 3) in 6-well plates and cells were
transfected the next day with 100 nM miR-33a mimics
or scrambled miRNA oligos. They were then incubated
for 48 h before preparing cell lysates for Western blot
analysis using RIPA buffer supplemented with protease
inhibitors.

Cell proliferation assay

Cell proliferation/viability was measured by the
Alamar Blue assay. Cells transfected with miRNA
scrambled, miRNA mimics, and inhibitors were assayed
for cell proliferation using the Alamar blue assay as
previously described [7]. Data are presented as mean
values + SEM and analyzed with Student’s #-test. Values
< 0.05 were considered significant. The experiments were
repeated at least 3 times.

Colony formation assay

H1299 cell line were treated with scrambled miRNA
oligos (control) or miR-33a mimics or aat a concentration
of 100 nM. Cells were plated at 5000 cells per well (n = 4)
and cells were transfected the next day and incubated for
3 days. Cells were imaged 3 days post-transfection under
phase contrast using a wide field imaging system (Leica
microsystems Inc, Buffalo Grove, IL, USA).

Western blot analysis

Western blot analysis of experimental and control
cell lysates was carried out using the Odyssey® Infrared
System (LI-COR Biosciences, Lincoln, NE, USA). Cell
lysate from control and experimental cells were prepared
using RIPA lysis buffer supplemented with 1x protease
inhibitors (Sigma) and 25 pg of cell lysates were used
to run Western blots. B-catenin, vimentin, and snail
polyclonal antibodies were purchased from Cell Signaling
Technology, Inc. Polyclonal beta actin antibody (Cat #
sc-1615) was purchased from Santa Cruz Biotechnology,
Inc (Santa Cruz, CA, USA), and fluorescently-labeled
secondary antibodies IRDye® 680 and 780 RD Infrared
Dye were purchased from LI-COR (LI-COR Biosciences,
Lincoln, NE, USA). The experiments were repeated at least
3 times. Protein levels were normalized to actin levels (the
loading control).

Statistical analysis

The #-test was used to calculate the significance of
data.

CONCLUSIONS

RASSFI1C down-regulates the expression of miR-
33a and enhances the expression of key EMT marker
genes and the ABCA1 gene. Linking RASSFI1C to the
regulation of miR-33a gene expression and potentially
to the induction of lung EMT are novel findings that
contribute to a better understanding of lung cancer stem
cell biology.

Author contributions

Yousef Amaar designed and supervised the study,
carried out data analysis and drafting of the manuscript.
Mark Reeves participated in the design of the study,
contributed to data analysis, and drafting of the manuscript.

ACKNOWLEDGMENTS AND FUNDING

This work was carried out at the Loma Linda VA
Medical Center, Loma Linda, CA, USA. It was supported by
a seed grant from the Loma Linda University Cancer Center.

www.oncotarget.com

130

Oncotarget



CONFLICTS OF INTEREST

The authors have no conflicts of interest to disclose.

REFERENCES

10.

11.

Siegel RL, Miller KD, Jemal A. Cancer statistics, 2018.
CA Cancer J Clin. 2018; 68:7-30. https://doi.org/10.3322/
caac.21442.

Dammann R, Li C, Yoon JH, Chin PL, Bates S, Pfeifer GP.
Epigenetic inactivation of a RAS association domain family
protein from the lung tumor suppressor locus 3p21.3. Nat
Genet. 2000; 25:315-9.

Burbee DG, Forgacs E, Zochbauer-Muller S, Shivakumar L,
Fong K, Gao B, Randle D, Kondo M, Virmani A, Bader S,
Sekido Y, Latif F, Milchgrub S, et al. Epigenetic inactivation
of RASSFIA in lung and breast cancers and malignant
phenotype suppression. J Natl Cancer Inst. 2001; 93:691-9.
Dammann R, Takahashi T, Pfeifer G. The CpG island of
the novel tumor suppressor gene RASSF1A is intensely
methylated in primary small cell lung carcinoma. Oncogene.
2001; 20:3563-7.

Agathanggelou A, Honorio S, Macartney DP, Martinez
A, Dallol A, Rader J, Fullwood P, Chauhan A, Walker
R, Shaw JA, Hosoe S, Lerman MI, Minna JD, et al.
Methylation associated inactivation of RASSFI1A from
region 3p21.3 in lung, breast, and ovarian tumors. Oncogene.
2001; 20:1509-18.

Dreijjerink K, Braga E, Kuzmin I, Geil L, Duh FM,
Angeloni D, Zbar B, Lerman MI, Stanbridge EJ, Minna JD,
Protopopov A, Li J, Kashuba V, et al. The candidate tumor
suppressor gene, RASSF1A, from human chromosome
3p21.3 is involved in kidney tumorigenesis. Proc Natl
Acad Sci USA. 2001; 98:7504-09. https://doi.org/10.1073/
pnas.131216298.

Amaar YG, Minera MG, Hatran LK, Strong DD, Mohan
S, Reeves ME. Ras association domain family 1C protein
stimulates human lung cancer cell proliferation. Am J
Physiol Lung Cell Mol Physiol. 2006; 291:1185-90.

Reeves ME, Baldwin ML, Aragon R, Baldwin S, Chen ST, Li
X, Mohan S, Amaar YG. RASSF1C modulates the expression
of a stem cell renewal gene, PIWIL1. BMC Res Notes. 2012;
5:239. https://doi.org/10.1186/1756-0500-5-239.

Reeves ME, Firek M, Chen ST, Amaar Y. The RASSF1
Gene and the Opposing Effects of the RASSF1A and
RASSF1C Isoforms on Cell Proliferation and Apoptosis.
Mol Biol Int. 2013; 2013:145096.

Reeves ME, Firek M, Chen ST, Amaar YG. Evidence that
RASSF1C stimulation of lung cancer cell proliferation depends
on IGFBP-5 and PIWIL1 expression levels. PLoS One. 2014;
9:¢101679. https://doi.org/10.1371/journal.pone.0101679.
Reeves ME, Baldwin SW, Baldwin ML, Chen ST, Moretz
JM, Aragon RIJ, Li X, Strong DD, Mohan S, Amaar YG.
Ras-association domain family 1C protein promotes breast

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

cancer cell migration and attenuates apoptosis. BMC
Cancer. 2010; 10:562-76.

Reeves ME, Firek M, Jliedi A, Amaar YG. Identification
and characterization of RASSF1C piRNA target genes
in lung cancer cells. Oncotarget. 2017; 8:34268-34282.
https://doi.org/10.18632/oncotarget.15965.

Yang L, Yang J, Li J, Shen X, Le Y, Zhou C, Wang S, Zhang
S, Xu D, Gong Z. MircoRNA-33a inhibits epithelial-to-
mesenchymal transition and metastasis and could be a
prognostic marker in non-small cell lung cancer. Sci Rep.
2015; 5:13677.

Rice SJ, Lai SC, Wood LW, Helsley KR, Runkle EA,
Winslow MM, Mu D. MicroRNA-33a mediates the
regulation of high mobility group AT-hook 2 gene
(HMGA?2) by thyroid transcription factor 1 (TTF-1/
NKX2-1). J Biol Chem. 2013; 288:16348-60. https://doi.
org/10.1074/jbc.M113.474643.

Du M, Zhang Y, Mao Y, Mou J, Zhao J, Xue Q, Wang D,
Huang J, Gao S, Gao Y. MiR-33a suppresses proliferation
of NSCLC cells via targeting METTL3 mRNA. Biochem
Biophys Res Commun. 2017; 482:582-9.

Livak KJ, Schmittgen TD. Analysis of relative gene
expression data using real-time quantitative PCR and the
2(-A A C(T)) Method. Methods. 2001; 25:402-08. https://
doi.org/10.1006/meth.2001.1262.

Fang Y, Feng Y, Wu T, Srinivas S, Yang W, Fan J, Yang C,
Wang S. Aflatoxin B1 negatively regulates Wnt/B-catenin
signaling pathway through activating miR-33a. PLoS
One. 2013; 8:¢73004. https://doi.org/10.1371/journal.
pone.0073004.

Liang C, Wang Z, Li YY, Yu BH, Zhang F, Li HY. miR-33a
suppresses the nuclear translocation of B-catenin to enhance
gemcitabine sensitivity in human pancreatic cancer cells.
Tumour Biol. 2015; 36:9395-403. https://doi.org/10.1007/
s13277-015-3679-5.

Liang C, Yu XJ, Guo XZ, Sun MH, Wang Z, Song Y, Ni
QX, Li HY, Mukaida N, Li YY. MicroRNA-33a-mediated
downregulation of Pim-3 kinase expression renders
human pancreatic cancer cells sensitivity to gemcitabine.
Oncotarget. 2015; 6:14440-55. https://doi.org/10.18632/
oncotarget.3885.

Gao JH, Zeng MY, Yu XH, Zeng GF, He LH, Zheng XL,
Zhang DW, Ouyang XP, Tang CK. Visceral adipose tissue-
derived serine protease inhibitor accelerates cholesterol
efflux by up-regulating ABCA1 expression via the NF-kB/
miR-33a pathway in THP-1 macropahge-derived foam
cells. Biochem Biophys Res Commun. 2018; 500:318-324.
Hou H, Kang Y, LiY, Zeng Y, Ding G, Shang J. miR-33a
expression sensitizes Lgr5+ HCC-CSCs to doxorubicin via
ABCAL. Neoplasma. 2017; 64:81-91.

Kostopoulou F, Malizos KN, Papathanasiou I, Tsezou
A. MicroRNA-33a regulates

and cholesterol efflux-related genes in osteoarthritic
chondrocytes. Arthritis Res Ther. 2015; 17:42.

cholesterol synthesis

www.oncotarget.com

131

Oncotarget


https://doi.org/10.3322/caac.21442
https://doi.org/10.3322/caac.21442
https://doi.org/10.1073/pnas.131216298
https://doi.org/10.1073/pnas.131216298
https://doi.org/10.1074/jbc.M113.474643
https://doi.org/10.1074/jbc.M113.474643
https://doi.org/10.1006/meth.2001.1262
https://doi.org/10.1006/meth.2001.1262
https://doi.org/10.1371/journal.pone.0073004
https://doi.org/10.1371/journal.pone.0073004
https://doi.org/10.1007/s13277-015-3679-5
https://doi.org/10.1007/s13277-015-3679-5
https://doi.org/10.18632/oncotarget.3885
https://doi.org/10.18632/oncotarget.3885

23.

24.

25.

26.

27.

Estrabaud E, Lassot I, Blot G, Le Rouzic E, Tanchou V,
Quemeneur E, Daviet L, Margottin-Goguet F, Benarous R.
RASSFI1C, an isoform of the tumor suppressor RASSF1A,
promotes the accumulation of beta-catenin by interacting
with betaTrCP. Cancer Res. 2007; 67:1054-61.

Kang M, LiY, Zhao Y, He S, Shi J. miR-33a inhibits cell
proliferation and invasion by targeting CANDI in lung
cancer. Clin Transl Oncol. 2018; 20:457—-66.

Hou LK, Ma YS, Han Y, Lu GX, Luo P, Chang ZY, Xie
RT, Yang HQ, Chai L, Cai MX, Wu TM, Yu F, Qin SS, et
al. Association of microRNA-33a Molecular Signature with
Non-Small Cell Lung Cancer Diagnosis and Prognosis after
Chemotherapy. PLoS One. 2017; 12:e0170431.

Prochazka L, Koudelka S, Dong LF, Stursa J, Goodwin
J, Neca J, Slavik J, Ciganck M, Masek J, Kluckova K,
Nguyen M, Turanek J, Neuzil J. Mitochondrial targeting
overcomes ABCA1-dependent resistance of lung carcinoma
to a-tocopheryl succinate. Apoptosis. 2013; 18:286-99.

Bachmeier BE, lancu CM, Killian PH, Kronski E,
Mirisola V, Angelini G, Jochum M, Nerlich AG, Pfeffer U.
Overexpression of the ATP binding cassette gene ABCA1
determines resistance to Curcumin in M 14 melanoma cells.
Mol Cancer. 2009; 8:129.

28.

29.

30.

31.

Chen Z, Che Q, He X, Wang F, Wang H, Zhu M, Sun J, Wan
X. Stem cell protein Piwill endowed endometrial cancer
cells with stem-like properties via inducing epithelial-
mesenchymal transition. BMC Cancer. 2015; 5:811.

Mani SA, Guo W, Liao MJ, Eaton EN, Ayyanan A, Zhou
AY, Brooks M, Reinhard F, Zhang CC, Shipitsin M,
Campbell LL, Polyak K, Brisken C, et al. The epithelial-
mesenchymal transition generates cells with properties of
stem cells. Cell. 2008; 133:704-15.

Besséde E, Staedel C, Acuiia Amador LA, Nguyen PH,
Chambonnier L, Hatakeyama M, Belleannée G, Mégraud
F, Varon C. Helicobacter pylori generates cells with cancer
stem cell properties via epithelial-mesenchymal transition-
like changes. Oncogene. 2014; 33:4123-31. https://doi.
org/10.1038/0onc.2013.380.

Iliou MS, Da Silva-Diz V, Carmona FJ, Ramalho-Carvalho
J, Heyn H, Villanueva A, Munoz P, Esteller M. Impaired
DICERI function promotes stemness and metastasis in
colon cancer. Oncogene. 2014; 33:4003—15.

www.oncotarget.com

132

Oncotarget


https://doi.org/10.1038/onc.2013.380
https://doi.org/10.1038/onc.2013.380

