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This article has been corrected: The online version of figure 3 has been corrected:
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C Reference GEOseries probelD adj.P.Val P.Value logFC

Igbal etal., 2010 GSE19069 201645 at 3.3E-19  6.4E-22 6.69
216005 at 6.4E-12  7.0E-14 3.73
Piccaluga et al.. 2006 GSE6338 201645 _at 4.6E-15  6.0E-17 3.59
216005 at 3.7E-07  3.5E-08 1.21

Figure 3: (A) Gene expression values from Igbal et al. [25]: TNC average expression for resting cells and five type of lymphomas.
(B) Gene expression values from Piccaluga et al [26]: TNC average expression for resting and activated normal CD4+ and CD8+ T
cells and three types of lymphomas. All expression values are reported in relative fluorescence unit, as from original microarray datasets
extracted with GEO2R functionality of the repository. (C) Differential expression values of TNC gene expression between normal tissues
(resting or activated non lymphoma cells) and lymphomas from the two considered datasets relative to the TNC probes on the microarray:
adjusted p values (BH correction), raw p Value and log fold change are shown for two TNC probes in both studies.
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