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ABSTRACT
Diffuse large B cell lymphoma (DLBCL) is the most frequent lymphoma
accounting for more than the 30% of the cases. Involvement of extranodal sites,
such as bone marrow and central nervous system, is associated with poor prognosis.
A contribution of the chemokine system in these processes is assumed as it is known
as a critical regulator of the metastatic process in cancer. The atypical chemokine
receptor 3 (ACKR3), which does not couple to G-proteins and does not mediate cell
migration, acts as a scavenger for CXCL11 and CXCL12, interfering with the tumor
homing CXCL12/CXCR4 axis. Here, functional expression of ACKR3 in DLBCL cells
was necessary for colonization of the draining lymph node in an in vivo subcutaneous
lymphoma model. Moreover, in a disseminated in vivo lymphoma model, ACKR3
expression was required for bone marrow and brain invasion and local tumor growth.
The present data unveil ACKR3 as potential therapeutic target for the control of tumor
dissemination in DLBCL.

was recently classified as atypical chemokine receptors
(ACKRs), based on their inability to couple and activate
heterotrimeric G-proteins. Presumably due to the lack
of G-protein coupling ACKRs are unable to stimulate
cell migration [4, 5]. The main function of ACKRs is to
scavenge chemokines. The ACKRs are critical players in
the resolution of inflammation by removing the excess
of chemokines and markedly contribute to gradient
formation promoting efficient leukocyte trafficking
[6–8].
ACKR3 is a scavenger of CXCL11 and CXCL12,
which are ligands of the typical receptors CXCR3
and CXCR4, respectively. Noteworthy, ACKR3 has
approximately 10 fold higher affinity for CXCL12 than
CXCR4 (IC50=0.4 nM vs. 3.6 nM) [9–11]. During B cell

INTRODUCTION
The importance of the chemokine system for
orchestrating the homeostatic and inflammatory
leucocyte trafficking is amply described. In addition,
the chemokine system has critical roles during normal
development as well as in pathological tissue growth and
aberrant activity of the system was found to have diverse
pathogenic consequences, including the onset and the
course of diseases [1, 2]. A hallmark of chemokine
induced signaling is stimulation of cell migration and
requires binding to cognate cell surface chemokine
receptors, members of the rhodopsin family of G-protein
coupled receptors (GPCRs) [3]. A group of structurally
and phylogenetically related chemokine binding proteins
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RESULTS

development ACKR3 is upregulated at the plasmablast
stage and due to its scavenging activity was suggested
to license these cells to leave the CXCL12-rich
environment of germinal centers (GC) in B cell follicles
of secondary lymphoid organs [12]. On the other hand,
local scavenging of CXCL12 by ACKR3 markedly
contributes to the formation of functional chemotactic
gradients [7, 13, 14].
CXCR4 and ACKR3 as well as CXCL12 are
frequently overexpressed in human cancers where they
contribute to tumor growth and metastasis formation [1,
15–18]. Elevated expression of CXCR4 is frequently
associated with unfavorable prognosis [19]. Similarly,
ACKR3 was found to be upregulated in many solid tumors
including breast, lung, prostate and hepatocellular cancers,
neuroblastoma, glioma, and cutaneous squamous cell
carcinoma [20–27].
Nevertheless, the molecular mechanism of ACKR3
in tumor formation is less clear and may vary between
cancers types. In some tumors ACKR3 was shown to
affect CXCL12/CXCR4 signaling [18, 28, 29]. ACKR3
can also indirectly regulate CXCR4 surface expression
by modulating CXCL12 levels. In breast cancer, ACKR3
expressed in trans can modulate CXCL12 levels leading
to altered CXCR4-dependent tumor growth [24]. In the
absence of ACKR3, CXCL12 can accumulate and lead
to the downregulation and degradation of CXCR4 [30,
31]. ACKR3 can also influence tumor vascularization
by regulating CXCL12 levels [32]. The described
controversial roles of ACKR3 in tumor formation and
metastasis do not allow making general predictions.
Few studies address the role of ACKR3 in
hematological cancers. The receptor is markedly
upregulated in acute lymphoblastic leukemia (ALL)
[33] and acute myeloid leukemia (AML) [34]. In
mucosa-associated lymphoid tissue (MALT) neoplasms
upregulation of ACKR3 and concomitant downregulation
of CXCR4 could play a role in the transformation to
diffuse large B-cell lymphoma (DLBCL) [35, 36].
Typically, DLBCL arise from GC cells, either from
centroblast leading to GC B-cell like (GCB), or from
plasmablasts leading to activated B cell-type (ACB)
lymphomas [37]. DLBCL is the most frequent lymphoma
and accounts for about 30% of all newly diagnosed
cases and frequently involves extranodal sites [37].
Invasion of bone marrow occurs in 10-15% of patients
[38], whereas involvement of the central nervous system
(CNS) occurs in about 5% of cases and is associated with
very poor prognosis [39]. Here we investigated the role
of ACKR3 on the DLBCL cell line VAL. In a xenograft
model in immunodeficient mice cell surface expression of
functional active ACKR3 becomes markedly upregulated
without alterations of its mRNA expression. Genetic
ablation of ACKR3 by CRISPR/Cas9 attenuates cell
migration in vivo and markedly limits tissues invasion of
the lymphoma cells.
www.impactjournals.com/oncotarget

Subcutaneous conditioning increases surface
expression of ACKR3
The observation that ACKR3 is upregulated in
human plasmablasts, prompted us to interrogate the
expression of its mRNA in human DLBCL lines. The
transcript of ACKR3 was found in several, but not all
DLBCL lines tested. By semi quantitative PCR analysis
VAL cells showed a moderate, but consistent expression
of ACKR3 and were therefore selected for the subsequent
experiments (Supplementary Figure 1A). Despite being
clearly expressed at the mRNA level, only about 15%
of VAL cells expressed ACKR3 on the cell surface.
FACS analysis using different monoclonal antibodies,
i.e. clones 9C4 [11] (Figure 1A) and clone 11G8 [10]
(Supplementary Figure 1B), revealed the presence of
two populations with and without ACKR3 present on the
plasma membrane. By contrast, all VAL cells expressed
similar levels of CXCR4 on the cell surface, which renders
them a suitable model for studying ACKR3 modulation
of the CXCR4/CXCL12 axis. When VAL cells were
sorted for ACKR3 surface expression both populations,
ACKR3+ and ACKR3-, showed similar levels of mRNA
transcripts (Supplementary Figure 1B). The finding
suggests that in VAL cells ACKR3 may preferentially
localize in intracellular compartments as reported for
other leukocytes [33, 34, 40]. Both, ACKR3 positive
and negative sorted cells reverted to the same phenotype
of unsorted cells after 2-3 weeks of culture indicating a
dynamic equilibrium of the populations (data not shown).
Tumor environment is often characterized by reduced
oxygen supply. In vitro, the hypoxia-mimetics cobalt
chloride and DMOG [41] efficiently upregulate CXCR4,
but not ACKR3, on VAL cells (Supplementary Figure 2),
indicating that compartmentalization of the typical and
atypical chemokine receptors is controlled by different
mechanisms and is intrinsic to the cells.
The aggressiveness of DLBCL cell lines
RIVA and TOLEDO, when injected into NOD/SCID
immunosuppressed mice, positively correlated with
CXCR4 surface expression. Conditioning of RIVA
cells in subcutaneous localized tumors further triggered
tissue invasiveness and lethality, when such cells were
injected intravenously [42]. However, compared to RIVA
cells, VAL cells expressed higher levels of ACKR3, but
similar levels of CXCR4 mRNA (not shown) and did not
upregulate CXCR4 surface expression when grown in
subcutaneous xenografts in NOD/SCID/common γ-chainko
mice (Figure 1A and 1B). Moreover, Figure 1A and 1B
reveals that all Val cells expressed similar percentages of
CXCR4+ cells; however, the in vivo passage moderately
decreased the surface expression level of CXCR4
on the ACKR3+ VAL cells (Figure 1B). By contrast,
ACKR3 became markedly upregulated as up to 50% of
85069
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Figure 1: ACKR3 surface expression is upregulated on ex vivo cells without affecting ACKR3 gene transcription levels.

(A) Surface expression of ACKR3 and CXCR4 on VAL cells in culture or extracted from localized xenografts (ex vivo) grown in NOD/
SCID/common γ-chainko mice. For FACS analysis cells were stained with the anti-human ACKR3 mAb 9C4 and the anti-human CXCR4
mAb 12G5. Representative data are shown for one of six xenografts from three independent experiments (n=5-16 mice per experiment).
Quantification of the percentage of ACKR3-expressing cells reported as mean ±SD. (B) Data as in A presented as histograms to reveal
differences in relative receptor surface expression. Left, gray histograms VAL cells ex vivo, black histograms VAL cells in culture. Right,
quantification of the mean fluorescence intensities (MFI) reported as mean ±SD. Data from three independent experiments. Statistical
analysis (*** = p<0.0001; ** = p<0.001; * = p<0.05) was performed with two-tailed Student’s t-test. (C) Relative ACKR3 transcription levels
of human CD19+-enriched VAL cells extracted from five different xenografts (VAL ex vivo 1 to 5) and VAL cells in culture assessed by RTPCR. Results were normalized against human TBP1 mRNA levels and are expressed as 2-ΔCt. Histograms report mean ACKR3 expression
± SEM measured as triplicates. Representative plot from one of two independent experiments.
www.impactjournals.com/oncotarget
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the conditioned cells (ex vivo) expressed the receptor
(Figure 1A and 1B), indicating that after localized tumor
passage the presence of two populations existed, namely
ACKR3+/CXCR4+ and ACKR3-/CXCR4+cells. After 2-3
weeks of in vitro culture, ex vivo cells were phenotypically
indistinguishable from the starting cells, indicating that the
environment influences ACKR3 surface expression. More
importantly, the high surface ACKR3 expression of ex vivo
cells isolated from localized tumors, was not accompanied
by variations of ACKR3 gene transcripts measured by RTPCR (Figure 1C) mirroring the expression of ACKR3+
sorted cells.

fluorophore-conjugated ACKR3-specific mAb 11G8
than cells kept in culture (Figure 2B). Internalization
was confirmed by the resistance of antibody-derived
fluorescence to a brief acidic wash which removes surface
bound mAb [48]. Moreover, at 4°C when endocytic
processes are blocked, more antibody bound to ex vivo
cells compared to cells kept in culture recapitulating the
higher ACKR3 surface expression (Figure 2B).

Creation of VAL ACKR3ko cells with the
CRISPR/Cas9 system
To test the role of ACKR3 in tumor growth of VAL
cells, the genome editing CRISPR/Cas9 technology was
used to eliminate the receptor [49]. With this method
the ACKR3 gene was disrupted and cyan fluorescent
protein (CFP) inserted. Genomic PCR analysis of a
CFP positive clone revealed the complete modification
of the ACKR3 gene locus of all alleles (Supplementary
Figure 3). Figure 3A shows the FACS analysis of VAL
ACKR3wt and ACKR3ko cells, which were kept in culture
or conditioned in a localized subcutaneous xenograft.
Typical staining of ACKR3 was observed in wild type
VAL cells (Figure 1A), which was completely abolished
in ACKR3ko cells and was also absent in corresponding
ex vivo cells. Cells lacking ACKR3 gene completely lost
the ability to uptake CXCL11_12. As control mouse
300.19 pre-B cells which lack ACKR3 expression were
used as controls for residual non-specific binding (Figure
3B). Similar, binding and uptake of the ACKR3-specific
mAb 11G8 was abolished in ACKR3ko VAL cells either
in culture or ex vivo (Figure 3C).
The chemotactic activity of ACKR3wt and ACKR3ko
VAL cells in response to CXCL12 was tested by in vitro
transmigration through human and mouse lymphatic
endothelium (Figure 3D). Surprisingly, ACKR3 deletion
in VAL cells markedly attenuated their chemotactic
activity. However, when applied to ACKR3wt cells,
indeed CCX771, but not the inactive compound CCX704,
attenuated transendothelial migration. An inhibitory
effect of CCX771 on the migration of ACKR3ko cells
could not be detected due to their marginal response to
CXCL12 (Figure 3E). The observation contrasts previous
reports were it was shown that ACKR3 agonists such
as CXCL11 or the small compound CCX771, which
antagonize CXCL12 binding, but stimulate β-arrestin2
recruitment, attenuate transendothelial migration (TEM)
[50]. Noteworthy, in ACKR3ko VAL cells the receptor was
absent and therefore unable to interact with arrestin.

ACKR3 is functional on ex vivo VAL cells
Different functional assays were used to test ACKR3
activity on VAL cells. Previously we have shown that
ACKR3-mediated uptake of ligands is a reliable method
to determine its activity on B cells [43]. In order to assess
ACKR3-mediated chemokine binding and internalization
in the presence of CXCR4, an ACKR3-specific chimeric
chemokine (CXCL11_12), consisting of CXCL12 body
with the N-terminal sequence of CXCL11, the second
ligand of ACKR3 was generated, in line with the notion
that modifications of the N-terminus abrogate binding of
CXCL12 to CXCR4 [44]. In fact, CXCL11_12 selectively
binds ACKR3, but not CXCR4 and CXCR3 (MT and
ER, unpublished). Ex vivo VAL cells incubated with 50
nM of CXCL11_12 labeled with Atto565 [45] efficiently
internalized the chimeric chemokine (Figure 2A). Uptake
was markedly attenuated by the mAb 9C4, but not by the
small molecule AMD3100 and the mAb 12G5, which
both target CXCR4, indicating that CXCL11_12 was
internalized by the scavenger ACKR3. Interestingly,
incubation with the CXCR4 inhibitor isothiourea
NIBR1816 [46] significantly affected CXCL11_12 uptake.
NIBR1816 was shown to insert into the binding cavity of
CXCR4 and to interact with selective side chains [47],
that are considered critical for receptor activation. These
residues (e.g. Asp97 and Asp187) are not conserved in
ACKR3, suggesting a different binding mechanism to the
scavenger, that interferes with CXCL11_12 uptake. When
the cells were incubated with CXCL12 instead, the uptake
became markedly sensitive to AMD3100 and the mAb
12G5, but remained sensitive to mAb 9C4 indicating that
internalization was mediated by both, CXCR4 and ACKR3.
In agreement with the internalization of CXCL11_12, the
strongest inhibition of CXCL12 uptake was observed in the
presence of NIBR1816 in line with the conclusion that the
compound targets both receptors (Figure 2A).
Next, binding and uptake of an ACKR3-specific
antibody was investigated. For antibody binding to surface
expressed receptors VAL cells were kept at 4°C, whereas
incubation at 37°C allowed receptor internalization.
In accordance with the higher surface expression of
ACKR3, ex vivo VAL cells internalized more efficiently
www.impactjournals.com/oncotarget

Ablation of ACKR3 function reduces tumor cell
infiltration
A localized xenograft model was used to study
the role of ACKR3 in VAL DLBCL tumor spreading
and tissue infiltration. Subcutaneous injection of 107
85071
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Figure 2: ACKR3 is functional on VAL cells. (A) ACKR3-dependent uptake of the fluorescent-labelled chimeric chemokine

CXCL11_12 (left panel) and CXCL12 (right panel) (50 nM each, 1 h at 37°C) was analyzed by flow cytometry on ex vivo VAL cells.
Cells were preincubated for 30 min with the ACKR3-blocking mAb 9C4 (30 μg/ml), the CXCR4 inhibitor NIBR1816 (5 μM), the CXCR4
inhibitor AMD3100 (10 μM) or the anti-CXCR4 mAb 12G5 (30 μg/ml). Plots report mean percentages of Atto565 MFI ±SD of maximum
uptake observed with 50 nM chemokine alone. Statistical analysis was performed with ANOVA one-way test *p<0.032, **p<0.019.
Representative results of ex vivo VAL cells from two independent experiments performed in duplicates. (B) Surface binding and uptake of
anti-ACKR3 mAb 11G8-PE by ex vivo and in culture VAL cells. Cells were incubated at 4°C 15 min and then incubation was continued for
1h at 4°C or 37°C with the mAb. When indicated, surface bound 11G8-PE was removed with a brief acidic wash at pH=3. Samples analyzed
by flow cytometry, one of three independent experiments is shown.
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ACKR3wt and ACKR3ko VAL cells into flanks of NOD/
SCID/common γ-chainko mice revealed no difference
in local tumor growth (Figure 4A). Tumors became
measurable with both cell types after 10 days and were
followed for about three weeks. In general, cancer cells
emigrate from local tumors via lymphatics and first
signals of metastasis are found in the draining lymph
nodes. Importantly, mice injected with ACKR3ko cells
showed markedly lower frequency of infiltration of
human CD19+ VAL cells into draining lymph nodes
compared to animals injected with ACKR3wt VAL
cells (Figure 4B). The observation suggests that tumor
evasion and spreading of DLBCL VAL cells required

ACKR3 expression. Previous data showed that systemic
inhibition of CXCL12 scavenging by ACKR3 with small
molecule antagonists, such as CCX754 and CCX771,
caused markedly increased CXCL12 serum levels [24,
51, 52]. In the present study ACKR3 was genetically
deleted on the tumor cells while the receptors expressed
on mouse tissue were not inhibited, suggesting that
expression of ACKR3 on VAL cells was required
for spreading via lymphatics but was independent of
elevated CXCL12 levels. Collectively the reduced TEM
observed in vivo and in vitro in the absence of ACKR3
indicates a critical role for the receptor in controlling
CXCR4-mediated cell migration.

Figure 3: Characterization of ACKR3ko VAL cells. (A) ACKR3 (mAb 9C4) and CXCR4 (mAb 12G5) surface expression on

VAL cells grown in culture or extracted from localized tumors (ex vivo). One out of over 10 observations. (B) ACKR3wtand ACKR3ko
VAL cells and the ACKR3 deficient pre-B cell line 300.19 (blank) were incubated at 37°C for 1 hour with the ACKR3-specific chimeric
chemokine CXCL11_12 by. Uptake was measured by FACS as percentage of maximum uptake observed with 50 nM CXCL11_12,
**
p<0.001, n.s.= not significant, statistical analysis was performed with one-way ANOVA test. Representative plot from duplicates of
three independent experiments. (C) Surface binding and uptake of mAb 11G8-PE by ACKR3wt and ACKR3koVAL cells kept in culture
or extracted from localized tumors as in figure 2. Results of one of three independent experiments are shown (10 mice per group).
(Continued )
www.impactjournals.com/oncotarget
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Figure 3 (Continued ): (D) Transendothelial migration of ex vivo VAL cells. VAL cell were allowed to migrate for 6h through pmLEC,
primary mouse lymphatic endothelium and hLECs, human lymphatic endothelium. (E) Ex vivo ACKR3wtand ACKR3ko VAL cells were
allowed to migrate for 6h through hLECs in the presence of 1μM CCX704 (inactive control) and CCX771. (D, E) Statistical analysis was
performed with two-way ANOVA test. **p<0.01, ***p<0.001, n.s.= not significant.

Ablation of ACKR3 limits organ infiltration in a
disseminated xenograft model

into the circulation, can be used to study the ability of
neoplastic cells to colonize organs. In order to test the
role of ACKR3 on the capability of VAL cells to infiltrate
distant organs 2x105 ACKR3wt and ACKR3ko cells were
injected intravenously into NOD/SCID/common γ-chainko
mice. The tumor tissue infiltration was monitored daily for

It is well known that chemokine receptors can
orchestrate organ-specific metastasis [53]. Disseminated
xenograft models, in which cells are directly injected
www.impactjournals.com/oncotarget
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signs of neurologic disorders and when first symptoms of
hind-leg paralysis (score 2) manifested all animals were
sacrificed [54]. Mice injected with ACKR3wt and ACKR3ko
VAL cells initially gained weight at a similar rate, but after
about four weeks animals injected with wild type cells
markedly lost weight (Figure 5A) which correlated with a
remarkably higher clinical score at day of sacrifice (Figure
5B). Organs typical for CXCL12/CXCR4-mediated tumor
infiltration, such as bone marrow, brain, lungs and spleens
were collected [53]. Organs were processed and stained
for human CD19 as a marker for VAL cells and subjected
to FACS analysis. Figure 5C shows that ACKR3wt VAL
cells displayed a prominent invasion of multiple organs,
which was most evident in bone marrow, followed
by brain, lung and spleen. By contrast, all organs were
markedly less infiltrated by the ACKR3ko VAL cells in line
with the lower TEM capability. The cells extracted from
the organs were also stained for mouse CD45 as a measure
for host leukocytes in the tissues. In bone marrow the
frequency of human CD19+ VAL inversely correlated with
mouse CD45+ leukocytes depending on the expression of
ACKR3 (Figure 6). The observation suggests that human
ACKR3wt VAL cells efficiently compete for mouse CD45+
leukocyte niches in bone marrow. The competition was not
observed in brain, lung and spleen (Figure 6). Neither was
the frequency of mouse microglia cells altered in the brain.
In line with the FACs analyses (Figure 6),
immunohistochemistry of paraffin embedded organs from
mice injected with ACKR3wt VAL cells showed a higher

degree of tissue infiltration compared to animals exposed
to ACKR3ko VAL cells (Figure 7). The difference was
most prominent in lymphoid organs. ACKR3wt VAL cells
diffusely infiltrated the bone marrow almost completely
replacing host hematopoiesis, whereas ACKR3ko VAL cells
showed only local foci of invasion. Similarly, the spleen
from mice injected with ACKR3 wild type cells displayed
a widespread infiltration of CD20 positive lymphoma cells,
in contrast to the spleen treated with ACKR3 deficient
cells which displayed only a focal infiltration. In NOD/
SCID/common γ-chainko, which lack mature lymphocytes,
lymph nodes are very small if at all detectable. However,
in the systemic xenograft model of mice injected with
ACKR3+ VAL cells, a few enlarged lymph nodes could be
found, which were diffusely infiltrated with human CD20+
large lymphoma cells (Supplementary Figure 4). In the
brain the difference in ACKR3-dependent infiltration of
VAL cells was striking. While ACKR3ko VAL cells were
almost absent in the brain, ACKR3wt VAL cells showed
a predominant meningeal infiltration pattern, with foci of
beginning parenchymal invasion at the day of sacrifice
(Figure 7, 4x magnification).
In lung, both ACKR3wt and ACKR3ko cells were
present, however ACKR3wt cells were more frequent
(Figure 7). In the gastrointestinal tract only the stomach
displayed some infiltration of VAL cells, which appeared
slightly more prominent, when cells express ACKR3. By
contrast, the lymphoma cells essentially spared the small
intestine and colon (Supplementary Figure 4). Similarly,

Figure 4: ACKR3 ablation does not affect local tumor growth but attenuates spreading to draining lymph nodes. (A)

NOD/SCID/common γ-chainko mice (n=10) were injected subcutaneously with 107 VAL ACKR3ko and VAL ACKR3wt cells. Tumor volume
was measured over time. Representative plot of one of three independent experiments. (B) Frequency of draining lymph nodes infiltrated
with human CD19+ tumor cells. Cumulative results of three independent experiments. Statistical analysis was performed with two-tailed
Student’s t-test. *p<0.1,**p<0.01, n.s.= not significant.
www.impactjournals.com/oncotarget
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Figure 5: Mice injected with VAL ACKR3ko cells show reduced loss of body weight, milder clinical manifestation and
reduced organ invasion in a model of disseminated xenografts. (A) NOD/SCID/common γ-chainko mice were intravenously

injected with 2x105 cells. Body weight variation over time. (B) Clinical scores of ACKR3koand ACKR3wt VAL cells disseminated xenografts.
Cumulative results of three independent experiments. (C) Percentages of human VAL cells in total extracted cells. Human CD19+ were
measured by flow cytometry. Three independent experiments with 9 or 10 mice per group, plots report mean ± SD of one representative
experiment. p-value was calculated with two-tailed Student’s t-test. ***p<0.0001, **p<0.001, * p< 0.05, n.s.= not significant.
www.impactjournals.com/oncotarget
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only a marginal infiltration of the skin was observed
(Supplementary Figure 4).

mRNA levels, suggesting a shift in receptor localization
from endosomal structures to the cell surface. In line with
this, preferential intracellular localization of ACKR3 has
been reported [13, 40, 57–59]. However, an increase in
ACKR3 protein levels is also possible. Nevertheless,
several available mAb did not yield conclusive intracellular
staining of ACKR3, in particular when ACKR3wt and
ACKR3ko cells where compared. In addition, western blot
analysis of membranes from ACKR3wt and ACKR3ko VAL
cells were not decisive. Increased surface expression of
ACKR3 was accompanied with enhanced scavenging
activity (Figure 2B) demonstrating the functionality
of the surface expressed receptor. Ligand induced and
spontaneous internalization of ACKR3 requires an intact
C-terminus [9, 58, 59] and arrestin binding [50, 60, 61].
ACKR3 does not bind G-proteins and was proposed to
mediate arrestin-dependent signaling [62]. Moreover,
the competitive agonist CCX771 stimulates arrestin
recruitment at ACKR3, but efficiently blocked CXCL12/
CXCR4-mediated TEM [50]. The inhibitory effect on
TEM was attributed to both, the expression of ACKR3

DISCUSSION
A continuously growing number of publications
report elevated ACKR3 expression in many human
cancers, including solid tumors and hematological
malignancies [18, 28, 29, 33–35, 55]. Various mechanism
have been proposed by which ACKR3 may sustain
tumor development including promoting tumor growth,
dampening apoptosis or favoring metastasis formation
[20, 21, 23–27, 56]. Next to its scavenging activity, it is
plausible that ACKR3-mediated signaling is responsible
for the pathogenic role of the receptor. In line with this,
it was recently proposed that stimulation of ACKR3 with
CXCL12 leads to the activation of mTOR and Rho/ROCK
pathways promoting cell migration and liver metastasis of
pancreatic cancer cells [20].
Increased ACKR3 surface expression after in vivo
passage or sorting of cells is not accompanied by elevated

Figure 6: Tissue invasion of VAL ACKR3ko and VAL ACKR3wt cells. NOD/SCID/common γ-chainko mice were injected with

2x105 cells. Organs (bone marrow, brain, lung and spleen) were collected after four weeks and human CD19+ cells as well as mouse CD45+
leukocytes and in the brain mouse CD45low microglia counted by FACS in the extracts. Cumulative data from one out of three independent
experiments with 10 animals per group. Statistical analysis was performed with Student’s t test. * p<0.01, ** p<0.001.
www.impactjournals.com/oncotarget
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Figure 7: Immunohistochemistry of tissue invasion by VAL ACKR3KO and VAL ACKR3wt cells. NOD/SCID/common
γ-chainko mice were injected with 2x105 cells. Organs were removed after four weeks, formalin-fixed, paraffin-embedded
and sections stained for CD20 (brown) expressing human VAL cells and counterstained with hematoxylin (blue).
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on endothelial cells as well as on the migrating tumor
cells [50]. However, a possible ACKR3-mediated cellcell interaction or agonist-induced modulation of ACKR3
signaling through arrestin were not excluded [50, 60].
The observation that ACKR3ko VAL cells showed
markedly reduced CXCL12-stimulated TEM supports
the assumption, that ACKR3 mediates a positive signal
for CXCR4-mediated TEM through interaction with the
endothelium. The fact that deletion of ACKR3 dampens
CXCR4-mediated TEM (Figure 3D), argues against an
inhibitory arrestin-dependent signaling by ACKR3. On
the other hand, because CCX771 has agonistic effects on
ACKR3 and enhances arrestin binding [50], it is possible
that sequestration of arrestin for binding to CXCR4 leads
to potential inhibition of TEM [60]. In line with this,
arrestin binding to CXCR4 was reported to be required
for CXCL12 dependent cell migration [63–65]. Again,
the attenuated TEM of ACKR3ko VAL cells strongly
argues against a direct ACKR3-arrestin mediated effect.
A potential mechanism of ACKR3-mediated modulation
of CXCR4 signaling could rely in allosteric regulation
through multimerization, which may not require stable
physical interactions, as often proposed for GPCR dimers,
since both receptors can internalize independently [66–
68]. In fact, it was shown, that ACKR3 and CXCR4 coexpression can enhance CXCL12-stimulated migration in
an arrestin dependent manner [68].
Malignant cells often upregulate chemokine
receptors allowing tissue specific homing of circulating
tumor cells of solid cancers [1, 53] and of several
lymphoma subtypes [69]. The typical chemokine receptor
CXCR4 is present in many cancers and is responsible
for metastasis formation in several organs [1]. The
concomitant expression of ACKR3 appears sufficient to
alter CXCR4-mediated tissue specific metastasis pattern
in disseminated xenografts [26, 70]. DLBLC are known
to invade the bone marrow and the CNS as well as other
extranodal sites [38, 39]. The present results obtained with
a xenograft model of the DLBCL cell line VAL show that
ACKR3 expression is necessary for brain infiltration. In
analogy with the poor prognosis of CNS infiltration by
DLBCL in humans, mice injected with ACKR3wt VAL
cells showed a worse clinical score compared to animals
injected with cells in which ACKR3 was genetically
deleted. The observation is further supported by the in
vitro observation that deletion of ACKR3 reduced the
capability of the cells to transmigrate endothelial layers
in response to CXCL12. Conditioning of the cells in mice
lead to the upregulation of surface expression of ACKR3
which may additionally promote the aggressiveness of the
cells in vivo.
Similarly, in the localized xenograft model ACKR3
expression correlated with invasion of draining lymph
nodes, underlining the role of ACKR3 for cell mobility
and aggressiveness of lymphoma. Several studies illustrate
the ability of atypical receptors, such as ACKR3 and
www.impactjournals.com/oncotarget

ACKR4, to create functional chemokine gradients [7, 13,
14]. Antagonizing scavenging activity of ACKR3 with
small molecules or genetic deletion may interfere with the
formation of local CXCL12 cues attenuating lymphoma
cell dissemination. Taken together, the data unveil ACKR3
as a potential therapeutic target for DLBCL.

MATERIALS AND METHODS
Cell lines and cell culture
DLBCL cell lines were as previously described
[71]. VAL and Karpas422 cells were cultured in RPMI1640 medium complemented with 10% heat-inactivated
FBS, 1% Penicillin/Streptomycin, 1% GlutaMAX. OCILY19, OCI-LY8, and the mouse pre-B cell line 300.19
were cultured in same medium supplemented with 1%
non-essential aminoacids, 1% sodium Pyruvate, and
50μM β-mercaptoethanol. RIVA and SUDHL16 cells
were cultured with IMDM, 10% heat-inactivated FBS,
1% Penicillin/Streptomycin. All media and supplements
were purchased from Thermo Fisher Scientific. Human
dermal lymphatic microvascular endothelial cells (hLECs)
(Lonza) and primary murine lymphatic endothelial cells
(pmLECs) where donated by Dr. Cornelia Halin Winter
(ETH, Zurich). The hLECs were cultured in EBM-2
medium without VEGF-A (EGM-2 MV BulletKit Lonza);
pmLECs where cultured in 40% DMEM (low glucose),
40% F12-Ham, 20% FBS (Thermo Fisher Scientific), 56
μl/ml heparin (Sigma), 10 μl/ml endothelial cell mitogen
(Bio-Rad), cAMP (25 μg/ml), hydrocortisone (10 μg/ml)
antibiotic/antimycotic solution (Sigma), and L-glutamin (2
mM, Sigma). Both, hLECs and pmLECs where cultured
on dishes coated with collagen (10 μg/ml, PureCol,
Advanced Biomatrix) and collagen plus fibronectin
(MerkMillipore), respectively. All cells were cultured at
37°C with 5% CO2.

Transmigration assay
The hLECs and pmLECs where cultured as
monolayer on Transwell® migration plates (5μm pores size,
Corning). VAL cells (106/ml) were resuspended in RPMI1640 supplemented with 25mM HEPES, 1% FBS and 1%
penicillin/streptomycin and added on top of endothelial
cells. CXCL12 was diluted in medium supplemented with
10% FBS at the indicated concentrations and added to
the lower compartments. Plates were incubated at 37°C
for 6h. Migrated cells were recovered from the lower
compartments and counted by flow cytometry.

FACS analysis and cell sorting
Cells in FACS buffer (phosphate buffered saline
(PBS) 2% FBS, 0.05% sodium azide) were stained for 1530 min on ice with the appropriate antibodies. Cells were
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analyzed with a Becton & Dickinson (BD) LSRFortessa
or FACSCanto I cytometers and FlowJo software. For
sorting cells were stained with appropriate Abs, washed
with FACS buffer and resuspended in PBS 2% FBS, 2 mM
EDTA, filtered through a cell strainer and sorted with BD
FACSAria IIIu.

in the presence of absence of the inhibitors for 1 h at 37°C.
Recombinant chemokines were produced and labelled as
described [45]. Reactions were terminated by washing
with PBS containing 2% FBS and cells subjected to a brief
acidic wash [48]. For the antibody uptake assay, cells were
incubated with α-human ACKR3 mAb 11G8-PE (1:100
diluted from commercial stock) at 4°C or at 37°C for 1
hour. Samples were briefly washed at low pH [48] and
resuspended in FACS buffer analysis.

Antibodies
The following antibodies were used for FACS
staining: anti-human ACKR3 clone 9C4 (IgG1) and
anti-human CXCR4 clone 12G5 (IgG2a) as previously
described [48] and counterstained with isotype specific
goat antibodies (Southern Biotech). Anti-human ACKR3
clone 11G8-PE was purchased from R&D systems, antihuman CD19-PE-Cy7 clone SJ25C and anti-human
CXCR4-PE clone 12G5 from BD Pharmingen and antimouse CD45-APC-Cy7 clone 30-F11 from BioLegend.

ACKR3 gene knock out
CRISPR/Cas9 mediated gene editing of
ACKR3 was performed by transfecting VAL
cells with either of two guideRNA-Cas9 vectors
(U6gRNA-Cas9-2A-RFP,
Sigma)
with
target
sites
TCTTCGACTACTCAGAGCCAGG
and
AACAGCAGCGACTGCATCGTGG
respectively
in combination with a HDR-repair construct (in
pUC57-Kan, Sigma) introducing CFP under the
SFFV promotor. Briefly, two million VAL cells were
nucleofected (Nucleofection Kit V, Lonza) with 1 µg
guideRNA-Cas9 vector plus 4 µg NdeI-linearized
HDR-repair plasmid (program X 01). Two days after
transfection red fluorescent protein (RFP) positive
cells were enriched by FACS-sorting and cultured for
one week. Nucleofection was repeated with the second
guideRNA-Cas9 vector plus the HDR-construct.
After RFP-FACS enrichment, cells were cultured
for one week followed by single cell sorting. Clones
were tested for successful knock down of the ACKR3
gene by genomic PCR using the following primers:
5’CAATGGTACCCCGTGGCTGAATTC3’ forward
and 5’TTGCTCTAGAAAACCATAGGGCCCATC3’
reverse. One out of seven clones showed a single
PCR product of 3311 nucleotides corresponding to the
successful integration of the HDR-repair construct in
both alleles, which was confirmed by sequencing.

Semi-quantitative and quantitative PCR
Total RNA was isolated with TRIzol Reagent
(Ambion) and RNA concentration was determined.
Reverse transcription of 2 μg of RNA was performed
with the Superscript Vilo kit following the manufacturer’s
instructions (Thermo Fisher Scientific). The following
primers were used for semi-quantitative PCR and real time
(RT)-PCR:
ACKR3 - 5’-ATGGATCTGCATCTCTTCGAC-3’
and 5’-GTAGCGGTCCACGCTCATGC-3’, β-Actin
5’-TCACCCACACTGTGCCCATCTACGA-3’
and
5’-CTAGAAGCATTTGCGGTGGACGATGG-3’.
Amplification of cDNA obtained from ex vivo VAL cells
was performed after CD19+ cells enrichment by magnetic
separation with anti-human CD19 microbeads (MACS,
Miltenyi Biotec). qPCR was performed using the PerfeCta
SYBR Green FastMIX (ROX) (Quanta Bioscience) on
MicroAmp Fast Optical 96-well Reaction plate (Applied
Biosystem). Expression of the TATA-box binding protein
(TBP1) was used as control: 5’GTTCTGGGAAAATGG
TGTGCACAGGAGCCAAG3’ and 5’GCTGGAAAACC
CAACTTCTGTACAACTCTAGC3’. Data were analyzed
by means of ΔCt values and ACKR3 expression was
calculated as mean difference of ACKR3 Ct values minus
mean TBP1 ΔCt value, expressed as 2-ΔCt.

Mice and mouse models
All animal experiments were performed in
accordance with the Swiss Federal Veterinary Office
guidelines and authorized by the Animal Studies
Committee of Cantonal Veterinary. Genetically
immunosuppressed NOD.Cg-Prkdcscid IL2rgtm1wjlI SzJ
were purchased from Jackson Laboratory and bred in a
specific-pathogen free facility. Mice, 6-8 weeks-old, were
injected subcutaneously with 107 VAL cells in PBS in
order to create localized xenografts. Tumor growth was
monitored daily, and when the tumors were palpable, they
were measured with a digital caliper. Tumor volumes were
calculated with the following formula: V= length x width2
x 0.5. Disseminated xenografts were produced through
intravenous injection in the tail vein of 2x105 Val cells
in PBS. Mice were monitored daily and clinical scores

Uptake assay of fluorescently labelled
chemokines and anti-ACKR3 antibody
VAL cells were pre-incubated for 10 min at 37°C
with the CXCR4 inhibitors AMD3100 (10 μM, SigmaAldrich) and the isothiourea 1a NIBR-1816 5 μM (kind
gift from H.G. Zerwes, Novartis) [46], and the monoclonal
antibodies 12G5 (anti CXCR4) 30 μg/ml, 9C4 (antiACKR3) 30 μg/ml. Cells were then incubated with
medium alone or 50 nM chimeric chemokine or CXCL12
www.impactjournals.com/oncotarget
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Abbreviations

were assessed as follow: Score 0 = no signs of discomfort,
Score 1 = slight movement impairment, Score 2 = hind leg
paralysis. Mice were latest sacrificed at score 2.

ACKR3, atypical chemokine receptor 3; ALL,
acute lymphoblastic leukemia; AML, acute myeloid
leukemia; CFP, cyan fluorescent protein; CNS, central
nervous system; DLBCL, diffuse large B cell lymphoma;
GC, germinal center; GPCR, G-protein coupled receptor;
hLEC, human dermal lymphatic microvascular endothelial
cells; MALT, mucosa-associated lymphoid tissue; PBS,
phosphate buffered saline; pmLEC, primary murine
lymphatic endothelial cells; RFP, red fluorescent protein;
TEM, transendothelial migration.

Tumor processing and leukocyte isolation
Localized xenografts were surgically removed,
and mechanically disintegrated between 150 μm Sefar
Nitex filters. Cells were washed and cultured. In the
disseminated xenograft model, mice were sacrificed
and extensively perfused with PBS. Femurs, tibiae,
lungs, spleen and brain were collected. Bone marrow
cells were recovered from femurs and tibiae by gentle
centrifugation and filtration. Lungs were minced with
surgical scissors and digested with 0.05 mg/ml liberase
(TL Research Grade) and 1 mg/ml DNase I (Sigma) in
PBS for 1 h at 37°C. The digestion was terminated by the
addition of medium and the cells separated from stroma
by filtration. Brains were disintegrated between filters
and incubated with 1 mg/ml DNase I and 125 μg/ml
collagenase IV (Sigma) at 37°C for 30 min under
agitation. For leukocyte isolation the cell suspension
was filtered and mixed with 30% Percoll for leukocyte
isolation by centrifugation was performed at 4°C and
353 x g for 20 min.

Author contributions
VP designed and performed experiments, analyzed
the data and wrote the manuscript
ER performed experiments
ST designed and performed experiments
FB analyzed data and contributed to the discussion
FL provided reagents and contributed to the
discussion
SD performed immunohistochemistry and
interpreted its results
MT designed and performed experiments, analyzed
the data and wrote the manuscript

Histology and immunohistochemistry

ACKNOWLEDGMENTS

For histopathological analysis organs from
mice from disseminated xenograft tumor models were
harvested, rinsed with PBS and placed in 4% neutral
buffered formalin (Thermo Scientific). Tissue specimens
were embedded in paraffin. Paraffin sections (4 μm)
were stained with hematoxylin and eosin (H&E). For
immunohistochemical analysis, slides from all organs
sampled (bone marrow, brain, lung, spleen, stomach,
kidney, small and large intestines, lymph nodes and
skin) were stained with a monoclonal mouse anti-human
CD20 antibody (clone L26, prediluted, Ventana Medical
Systems, Tucson, Ariz., USA). Following pretreatment
according to the manufacturer's protocols, the slides
were incubated at room temperature on an automated
immunostainer (BenchMark XT, Ventana Medical
Systems, Tucson, Ariz., USA). Antigen detection was
performed using a commercial detection kit (UltraView
Detection Kit; Ventana) with diaminobenzidin as the
chromogen.

We would like to thank Dr. Silvia Monticelli for
providing reagents for RT-PCR, Dr. David Jarrossay (IRB,
Bellinzona) for cell sorting, and Dr. Cornelia Halin Winter
(ETH, Zurich) for providing primary endothelial cells and
reagents.

CONFLICTS OF INTEREST
The authors declare co conflicts of interests

FUNDING
The project was supported by grants from
Krebsforschung Schweiz [KFS 2891-02-2012] (MT), the
Swiss National Science Foundation [310030_163336]
(MT), the Helmut Horten Foundation, and the Gelu
Foundations (FB).

REFERENCES

Statistical analysis

1. Balkwill FR. The chemokine system and cancer. J Pathol.
2012; 226:148–57.

All data are expressed as mean (±SD) and where
analyzed with SigmaPlot. Statistical analyses were
performed with two-tailed Student’s t-test or one-way
ANOVA test. Two-sided p values less than 0.5 were
considered significant.

www.impactjournals.com/oncotarget

2. Raman D, Sobolik-Delmaire T, Richmond A. Chemokines
in health and disease. Exp Cell Res. 2011; 317:575–89.
3. Bachelerie F, Ben-Baruch A, Burkhardt AM, Combadiere C,
Farber JM, Graham GJ, Horuk R, Sparre-Ulrich AH, Locati

85081

Oncotarget

M, Luster AD, Mantovani A, Matsushima K, Murphy PM, et
al. International Union of Basic and Clinical Pharmacology.
[corrected]. LXXXIX. Update on the extended family of
chemokine receptors and introducing a new nomenclature
for atypical chemokine receptors. Pharmacol Rev. 2014;
66:1–79.

15. Sánchez-Martín L, Sánchez-Mateos P, Cabañas C. CXCR7
impact on CXCL12 biology and disease. Trends Mol Med.
2013; 19:12–22.

4. Bachelerie F, Graham GJ, Locati M, Mantovani A,
Murphy PM, Nibbs R, Rot A, Sozzani S, Thelen M.
New nomenclature for atypical chemokine receptors. Nat
Immunol. 2014; 15:207–8.

17. Caronni N, Savino B, Recordati C, Villa A, Locati M,
Bonecchi R. Cancer and Chemokines. Methods Mol Biol.
2016; 1393:87–96.

16. Hawkins OE, Richmond A. The dynamic yin-yang
interaction of CXCR4 and CXCR7 in breast cancer
metastasis. Breast Cancer Res. 2012; 14:103.

18. Freitas C, Desnoyer A, Meuris F, Bachelerie F, Balabanian
K, Machelon V. The relevance of the chemokine receptor
ACKR3/CXCR7 on CXCL12-mediated effects in cancers
with a focus on virus-related cancers. Cytokine Growth
Factor Rev. 2014; 25:307–16.

5. Graham GJ, Locati M, Mantovani A, Rot A, Thelen M.
The biochemistry and biology of the atypical chemokine
receptors. Immunol Lett. 2012; 145:30–8.
6. Di Liberto D, Locati M, Caccamo N, Vecchi A, Meraviglia
S, Salerno A, Sireci G, Nebuloni M, Caceres N, Cardona
PJ, Dieli F, Mantovani A. Role of the chemokine decoy
receptor D6 in balancing inflammation, immune activation,
and antimicrobial resistance in Mycobacterium tuberculosis
infection. J Exp Med. 2008; 205:2075–84.

19. Zhao H, Guo L, Zhao H, Zhao J, Weng H, Zhao B. CXCR4
over-expression and survival in cancer: a system review
and meta-analysis. Oncotarget. 2015; 6:5022–40. https://
doi.org/10.18632/oncotarget.3217.
20. Guo JC, Li J, Zhou L, Yang JY, Zhang ZG, Liang ZY, Zhou
WX, You L, Zhang TP, Zhao YP. CXCL12-CXCR7 axis
contributes to the invasive phenotype of pancreatic cancer.
Oncotarget. 2016; 7:62006–18. https://doi.org/10.18632/
oncotarget.11330.

7. Ulvmar MH, Werth K, Braun A, Kelay P, Hub E, Eller K,
Chan L, Lucas B, Novitzky-Basso I, Nakamura K, Rülicke
T, Nibbs RJ, Worbs T, et al. The atypical chemokine
receptor CCRL1 shapes functional CCL21 gradients in
lymph nodes. Nat Immunol. 2014; 15:623–30.

21. Hattermann K, Held-Feindt J, Lucius R, Müerköster
SS, Penfold ME, Schall TJ, Mentlein R. The chemokine
receptor CXCR7 is highly expressed in human glioma
cells and mediates antiapoptotic effects. Cancer Res. 2010;
70:3299–308.

8. Nibbs RJ, Graham GJ. Immune regulation by atypical
chemokine receptors. Nat Rev Immunol. 2013; 13:815–29.
9. Naumann U, Cameroni E, Pruenster M, Mahabaleshwar H,
Raz E, Zerwes HG, Rot A, Thelen M. CXCR7 functions as
a scavenger for CXCL12 and CXCL11. PLoS One. 2010;
5:e9175.

22. Hu SC, Yu HS, Yen FL, Chen GS, Lan CC. CXCR7
expression correlates with tumor depth in cutaneous
squamous cell carcinoma skin lesions and promotes tumor
cell survival through ERK activation. Exp Dermatol. 2014;
23:902–8.

10. Burns JM, Summers BC, Wang Y, Melikian A, Berahovich
R, Miao Z, Penfold ME, Sunshine MJ, Littman DR,
Kuo CJ, Wei K, McMaster BE, Wright K, et al. A novel
chemokine receptor for SDF-1 and I-TAC involved in cell
survival, cell adhesion, and tumor development. J Exp Med.
2006; 203:2201–13.

23. Lin L, Han MM, Wang F, Xu LL, Yu HX, Yang PY. CXCR7
stimulates MAPK signaling to regulate hepatocellular
carcinoma progression. Cell Death Dis. 2014; 5:e1488.

11. Balabanian K, Lagane B, Infantino S, Chow KY, Harriague
J, Moepps B, Arenzana-Seisdedos F, Thelen M, Bachelerie
F. The chemokine SDF-1/CXCL12 binds to and signals
through the orphan receptor RDC1 in T lymphocytes. J Biol
Chem. 2005; 280:35760–6.

24. Luker KE, Lewin SA, Mihalko LA, Schmidt BT, Winkler
JS, Coggins NL, Thomas DG, Luker GD. Scavenging of
CXCL12 by CXCR7 promotes tumor growth and metastasis
of CXCR4-positive breast cancer cells. Oncogene. 2012;
31:4750–8.

12. Humpert ML, Pinto D, Jarrossay D, Thelen M. CXCR7
influences the migration of B cells during maturation. Eur J
Immunol. 2014; 44:694–705.

25. Miao Z, Luker KE, Summers BC, Berahovich R, Bhojani
MS, Rehemtulla A, Kleer CG, Essner JJ, Nasevicius A,
Luker GD, Howard MC, Schall TJ. CXCR7 (RDC1)
promotes breast and lung tumor growth in vivo and is
expressed on tumor-associated vasculature. Proc Natl Acad
Sci USA. 2007; 104:15735–40.

13. Boldajipour B, Mahabaleshwar H, Kardash E, ReichmanFried M, Blaser H, Minina S, Wilson D, Xu Q, Raz E.
Control of chemokine-guided cell migration by ligand
sequestration. Cell. 2008; 132:463–73.

26. Mühlethaler-Mottet A, Liberman J, Ascenção K, Flahaut M,
Balmas Bourloud K, Yan P, Jauquier N, Gross N, Joseph
JM. The CXCR4/CXCR7/CXCL12 axis is involved in a
secondary but complex control of neuroblastoma metastatic
cell homing. PLoS One. 2015; 10:e0125616.

14. Donà E, Barry JD, Valentin G, Quirin C, Khmelinskii
A, Kunze A, Durdu S, Newton LR, Fernandez-Minan A,
Huber W, Knop M, Gilmour D. Directional tissue migration
through a self-generated chemokine gradient. Nature. 2013;
503:285–9.

www.impactjournals.com/oncotarget

27. Wang J, Shiozawa Y, Wang J, Wang Y, Jung Y, Pienta KJ,
Mehra R, Loberg R, Taichman RS. The role of CXCR7/
85082

Oncotarget

RDC1 as a chemokine receptor for CXCL12/SDF-1 in
prostate cancer. J Biol Chem. 2008; 283:4283–94.

but not in chemokine-triggered motility of human T
lymphocytes and CD34+ cells. J Leukoc Biol. 2008;
84:1130–40.

28. Hattermann K, Mentlein R. An infernal trio: the chemokine
CXCL12 and its receptors CXCR4 and CXCR7 in tumor
biology. Ann Anat. 2013; 195:103–10.

41. Abreu-Rodríguez I, Sánchez Silva R, Martins AP, Soveral
G, Toledo-Aral JJ, López-Barneo J, Echevarría M.
Functional and transcriptional induction of aquaporin-1
gene by hypoxia; analysis of promoter and role of Hif-1α.
PLoS One. 2011; 6:e28385.

29. Sun X, Cheng G, Hao M, Zheng J, Zhou X, Zhang J,
Taichman RS, Pienta KJ, Wang J. CXCL12 / CXCR4 /
CXCR7 chemokine axis and cancer progression. Cancer
Metastasis Rev. 2010; 29:709–22.

42. Moreno MJ, Bosch R, Dieguez-Gonzalez R, Novelli S,
Mozos A, Gallardo A, Pavón MA, Céspedes MV, Grañena
A, Alcoceba M, Blanco O, Gonzalez-Díaz M, Sierra J, et al.
CXCR4 expression enhances diffuse large B cell lymphoma
dissemination and decreases patient survival. J Pathol.
2015; 235:445–55.

30. Sánchez-Alcañiz JA, Haege S, Mueller W, Pla R, Mackay
F, Schulz S, López-Bendito G, Stumm R, Marín O. Cxcr7
controls neuronal migration by regulating chemokine
responsiveness. Neuron. 2011; 69:77–90.
31. Abe P, Mueller W, Schütz D, MacKay F, Thelen M,
Zhang P, Stumm R. CXCR7 prevents excessive CXCL12mediated downregulation of CXCR4 in migrating cortical
interneurons. Development. 2014; 141:1857–63.

43. Humpert ML, Tzouros M, Thelen S, Bignon A, Levoye A,
Arenzana-Seisdedos F, Balabanian K, Bachelerie F, Langen
H, Thelen M. Complementary methods provide evidence
for the expression of CXCR7 on human B cells. Proteomics.
2012; 12:1938–48.

32. Franco R, Pirozzi G, Scala S, Cantile M, Scognamiglio
G, Camerlingo R, Botti G, Rocco G. CXCL12-binding
receptors expression in non-small cell lung cancer relates
to tumoral microvascular density and CXCR4 positive
circulating tumoral cells in lung draining venous blood. Eur
J Cardiothorac Surg. 2012; 41:368–75.

44. Crump MP, Gong JH, Loetscher P, Rajarathnam K, Amara
A, Arenzana-Seisdedos F, Virelizier JL, Baggiolini M,
Sykes BD, Clark-Lewis I. Solution structure and basis
for functional activity of stromal cell-derived factor-1;
dissociation of CXCR4 activation from binding and
inhibition of HIV-1. EMBO J. 1997; 16:6996–7007.

33. Melo RC, Longhini AL, Bigarella CL, Baratti MO, Traina
F, Favaro P, de Melo Campos P, Saad ST. CXCR7 is highly
expressed in acute lymphoblastic leukemia and potentiates
CXCR4 response to CXCL12. PLoS One. 2014; 9:e85926.

45. Moepps B, Thelen M. Monitoring scavenging activity of
chemokine receptors. Methods Enzymol. 2016; 570:87–118.

34. Kim HY, Lee SY, Kim DY, Moon JY, Choi YS, Song IC,
Lee HJ, Yun HJ, Kim S, Jo DY. Expression and functional
roles of the chemokine receptor CXCR7 in acute myeloid
leukemia cells. Blood Res. 2015; 50:218–26.

46. Thoma G, Streiff MB, Kovarik J, Glickman F, Wagner
T, Beerli C, Zerwes HG. Orally bioavailable isothioureas
block function of the chemokine receptor CXCR4 in vitro
and in vivo. J Med Chem. 2008; 51:7915–20.

35. Deutsch AJ, Steinbauer E, Hofmann NA, Strunk D, Gerlza
T, Beham-Schmid C, Schaider H, Neumeister P. Chemokine
receptors in gastric MALT lymphoma: loss of CXCR4 and
upregulation of CXCR7 is associated with progression
to diffuse large B-cell lymphoma. Mod Pathol. 2013;
26:182–94.

47. Wu B, Chien EY, Mol CD, Fenalti G, Liu W, Katritch V,
Abagyan R, Brooun A, Wells P, Bi FC, Hamel DJ, Kuhn
P, Handel TM, et al. Structures of the CXCR4 chemokine
GPCR with small-molecule and cyclic peptide antagonists.
Science. 2010; 330:1066–71.
48. Infantino S, Moepps B, Thelen M. Expression and
regulation of the orphan receptor RDC1 and its putative
ligand in human dendritic and B cells. J Immunol. 2006;
176:2197–207.

36. Basso K, Dalla-Favera R. Germinal centres and B cell
lymphomagenesis. Nat Rev Immunol. 2015; 15:172–84.
37. Lenz G, Staudt LM. Aggressive lymphomas. N Engl J Med.
2010; 362:1417–29.

49. Doudna JA, Charpentier E. Genome editing. The new
frontier of genome engineering with CRISPR-Cas9.
Science. 2014; 346:1258096.

38. Muringampurath-John D, Jaye DL, Flowers CR, Saxe
D, Chen Z, Lechowicz MJ, Weisenburger DD, Bast M,
Arellano ML, Bernal-Mizrachi L, Heffner LT, McLemore
M, Kaufman JL, et al. Characteristics and outcomes of
diffuse large B-cell lymphoma presenting in leukaemic
phase. Br J Haematol. 2012; 158:608–14.

50. Zabel BA, Wang Y, Lewén S, Berahovich RD, Penfold ME,
Zhang P, Powers J, Summers BC, Miao Z, Zhao B, Jalili
A, Janowska-Wieczorek A, Jaen JC, Schall TJ. Elucidation
of CXCR7-mediated signaling events and inhibition of
CXCR4-mediated tumor cell transendothelial migration by
CXCR7 ligands. J Immunol. 2009; 183:3204–11.

39. Zahid MF, Khan N, Hashmi SK, Kizilbash SH, Barta SK.
Central nervous system prophylaxis in diffuse large B-cell
lymphoma. Eur J Haematol. 2016; 97:108–20.

51. Berahovich RD, Zabel BA, Lewén S, Walters MJ, Ebsworth
K, Wang Y, Jaen JC, Schall TJ. Endothelial expression of
CXCR7 and the regulation of systemic CXCL12 levels.
Immunology. 2014; 141:111–22.

40. Hartmann TN, Grabovsky V, Pasvolsky R, Shulman Z,
Buss EC, Spiegel A, Nagler A, Lapidot T, Thelen M, Alon
R. A crosstalk between intracellular CXCR7 and CXCR4
involved in rapid CXCL12-triggered integrin activation
www.impactjournals.com/oncotarget

85083

Oncotarget

52. Wang H, Beaty N, Chen S, Qi CF, Masiuk M, Shin DM,
Morse HC 3rd. The CXCR7 chemokine receptor promotes
B-cell retention in the splenic marginal zone and serves as a
sink for CXCL12. Blood. 2012; 119:465–8.

protein-mediated signaling by the “decoy” receptor
CXCR7. Proc Natl Acad Sci USA. 2010; 107:628–32.
63. Sun Y, Cheng Z, Ma L, Pei G. Beta-arrestin2 is critically
involved in CXCR4-mediated chemotaxis, and this is
mediated by its enhancement of p38 MAPK activation. J
Biol Chem. 2002; 277:49212–19.

53. Zlotnik A, Burkhardt AM, Homey B. Homeostatic
chemokine receptors and organ-specific metastasis. Nat Rev
Immunol. 2011; 11:597–606.

64. Veldkamp CT, Peterson FC, Pelzek AJ, Volkman BF.
The monomer-dimer equilibrium of stromal cell-derived
factor-1 (CXCL 12) is altered by pH, phosphate, sulfate,
and heparin. Protein Sci. 2005; 14:1071–81.

54. Schliemann C, Palumbo A, Zuberbühler K, Villa A, Kaspar
M, Trachsel E, Klapper W, Menssen HD, Neri D. Complete
eradication of human B-cell lymphoma xenografts using
rituximab in combination with the immunocytokine
L19-IL2. Blood. 2009; 113:2275–83.

65. Fong AM, Premont RT, Richardson RM, Yu YR, Lefkowitz
RJ, Patel DD. Defective lymphocyte chemotaxis in betaarrestin2- and GRK6-deficient mice. Proc Natl Acad Sci
USA. 2002; 99:7478–83.

55. Singh AK, Arya RK, Trivedi AK, Sanyal S, Baral R,
Dormond O, Briscoe DM, Datta D. Chemokine receptor
trio: CXCR3, CXCR4 and CXCR7 crosstalk via CXCL11
and CXCL12. Cytokine Growth Factor Rev. 2013; 24:41–9.

66. Thelen M, Muñoz LM, Rodríguez-Frade JM, Mellado
M. Chemokine receptor oligomerization: functional
considerations. Curr Opin Pharmacol. 2010; 10:38–43.

56. Heckmann D, Maier P, Laufs S, Li L, Sleeman JP, Trunk
MJ, Leupold JH, Wenz F, Zeller WJ, Fruehauf S, Allgayer
H. The disparate twins: a comparative study of CXCR4 and
CXCR7 in SDF-1α-induced gene expression, invasion and
chemosensitivity of colon cancer. Clin Cancer Res. 2014;
20:604–16.

67. Levoye A, Balabanian K, Baleux F, Bachelerie F, Lagane
B. CXCR7 heterodimerizes with CXCR4 and regulates
CXCL12-mediated G protein signaling. Blood. 2009;
113:6085–93.
68. Décaillot FM, Kazmi MA, Lin Y, Ray-Saha S, Sakmar TP,
Sachdev P. CXCR7/CXCR4 heterodimer constitutively
recruits β-arrestin to enhance cell migration. J Biol Chem.
2011; 286:32188–97.

57. Zhu B, Xu D, Deng X, Chen Q, Huang Y, Peng H, Li Y, Jia
B, Thoreson WB, Ding W, Ding J, Zhao L, Wang Y, et al.
CXCL12 enhances human neural progenitor cell survival
through a CXCR7- and CXCR4-mediated endocytotic
signaling pathway. Stem Cells. 2012; 30:2571–83.

69. Trentin L, Cabrelle A, Facco M, Carollo D, Miorin M,
Tosoni A, Pizzo P, Binotto G, Nicolardi L, Zambello
R, Adami F, Agostini C, Semenzato G. Homeostatic
chemokines drive migration of malignant B cells in patients
with non-Hodgkin lymphomas. Blood. 2004; 104:502–8.

58. Ray P, Mihalko LA, Coggins NL, Moudgil P, Ehrlich
A, Luker KE, Luker GD. Carboxy-terminus of CXCR7
regulates receptor localization and function. Int J Biochem
Cell Biol. 2012; 44:669–78.

70. Guillemot E, Karimdjee-Soilihi B, Pradelli E, Benchetrit M,
Goguet-Surmenian E, Millet MA, Larbret F, Michiels JF,
Birnbaum D, Alemanno P, Schmid-Antomarchi H, SchmidAlliana A. CXCR7 receptors facilitate the progression of
colon carcinoma within lung not within liver. Br J Cancer.
2012; 107:1944–9.

59. Hoffmann F, Müller W, Schütz D, Penfold ME, Wong
YH, Schulz S, Stumm R. Rapid uptake and degradation
of CXCL12 depend on CXCR7 carboxyl-terminal serine/
threonine residues. J Biol Chem. 2012; 287:28362–77.
60. Coggins NL, Trakimas D, Chang SL, Ehrlich A, Ray P,
Luker KE, Linderman JJ, Luker GD. CXCR7 controls
competition for recruitment of β-arrestin 2 in cells
expressing both CXCR4 and CXCR7. PLoS One. 2014;
9:e98328.

71. Rinaldi A, Kwee I, Poretti G, Mensah A, Pruneri G, Capello
D, Rossi D, Zucca E, Ponzoni M, Catapano C, Tibiletti MG,
Paulli M, Gaidano G, Bertoni F. Comparative genome-wide
profiling of post-transplant lymphoproliferative disorders
and diffuse large B-cell lymphomas. Br J Haematol. 2006;
134:27–36.

61. Mahabaleshwar H, Tarbashevich K, Nowak M, Brand
M, Raz E. β-arrestin control of late endosomal sorting
facilitates decoy receptor function and chemokine gradient
formation. Development. 2012; 139:2897–902.
62. Rajagopal S, Kim J, Ahn S, Craig S, Lam CM, Gerard
NP, Gerard C, Lefkowitz RJ. Beta-arrestin- but not G

www.impactjournals.com/oncotarget

85084

Oncotarget

