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ABSTRACT:
Radiation therapy (RT) is used for local tumor control through direct killing of
tumor cells. Radiation-induced cell death can trigger tumor antigen-specific immune
responses, but these are often noncurative. Radiation has been demonstrated to
induce immunogenic modulation (IM) in various tumor types by altering the biology
of surviving cells to render them more susceptible to T cell-mediated killing. Little
is known about the mechanism(s) underlying IM elicited by sub-lethal radiation
dosing. We have examined the molecular and immunogenic consequences of radiation
exposure in breast, lung, and prostate human carcinoma cells. Radiation induced
secretion of ATP and HMGB1 in both dying and surviving tumor cells. In vitro and in
vivo tumor irradiation induced significant upregulation of multiple components of the
antigen-processing machinery and calreticulin cell-surface expression. Augmented
CTL lysis specific for several tumor-associated antigens was largely dictated by the
presence of calreticulin on the surface of tumor cells and constituted an adaptive
response to endoplasmic reticulum stress, mediated by activation of the unfolded
protein response.
This study provides evidence that radiation induces a continuum of immunogenic
alterations in tumor biology, from immunogenic modulation to immunogenic cell
death. We also expand the concept of immunogenic modulation, where surviving
tumor cells recovering from radiation-induced endoplasmic reticulum stress become
more sensitive to CTL killing. These observations offer a rationale for the combined
use of radiation with immunotherapy, including for patients failing RT alone.

INTRODUCTION

cells are exposed to a lethal dose of radiation.
Preclinical studies in various tumor models have
shown that exposing tumor cells to lethal doses of
radiation can elicit cell death while inducing strong
antitumor immunity in a process initially described by
Zitvogel and Kroemer et al. as immunogenic cell death
(ICD) [1-3]. However, in a clinical setting, immune
responses elicited by radiation alone rarely result in
protective immunity, as locoregional relapse often occurs
[4, 5]. Recent studies have demonstrated that RT has

Radiation therapy (RT) is standard of care for
multiple malignancies, including carcinomas of the
breast, lung, and prostate. Whether the intent is cure
or palliation, the goal of RT is direct tumor-cell killing
and/or modulation of tumor or stromal architecture.
However, dose delivery constraints dictated by the need
to limit damage to healthy tissues often result in dose
heterogeneity in a given tumor mass, where not all tumor
www.impactjournals.com/oncotarget
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immunomodulatory consequences through direct action on
surviving tumor cells and/or cells of the immune system
[6-10]. We previously reported that radiation alters the
biology of surviving tumor cells, rendering them more
susceptible to T cell-mediated killing [6, 8]. We also
demonstrated in both preclinical and clinical studies that
radiation combined with vaccine elicits greater tumor
antigen-specific CD8+ T-cell responses and/or reduction
in tumor burden than either modality alone [10, 11]. Here,
we examined radiation’s ability to induce immunogenic
modulation (IM) of breast cancer, non-small cell lung
cancer (NSCLC), and prostate cancer cells, thus increasing
their susceptibility to CD8+ CTL-mediated lysis.
Importantly, we also examined the molecular mechanisms
associated with IM of tumors. T cell-mediated killing
relies on the recognition of specific CD8+-restricted
epitopes associated with MHC class I molecules on the
surface of tumor cells, which is dictated by the cooperative
action of multiple elements of the antigen-processing
machinery (APM). Mounting evidence suggests that
APM defects in tumor cells have a detrimental effect on
T-cell recognition [12-15]. Radiation has been shown
to modulate the peptide repertoire, enhance MHC I
expression, and increase the activity of TAP1 [6, 8, 16].
We hypothesized that radiation could induce IM of tumorcell phenotype and APM components, thereby enhancing
productive interactions between CD8+ CTLs and tumor
cells. Thus, we examined the effects of radiation on
molecules that have been implicated in enhancing CTL-
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RESULTS
Radiation induces dose-dependent alterations
in human carcinoma cells ranging from
immunogenic modulation to cardinal signs of
immunogenic cell death
High-dose radiation has been reported to induce
ICD in preclinical models [1, 2]. The cardinal signs of ICD
are (a) calreticulin exposure on the surface of dying cells,
(b) secretion of high-mobility group box 1 (HMGB1)
protein, (c) release of ATP, and most importantly, (d) cell
death. Each of these molecules stimulates dendritic cells to
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mediated tumor lysis, including calreticulin and APM
components [17]. These studies are the first to report (a)
an evaluation of cardinal signs of ICD and immunogenic
modulation following radiation of breast, lung, and
prostate carcinoma cell lines, (b) the use of radiation to
functionally increase expression of APM components in
vitro and in vivo, and (c) the functional role of calreticulin
cell-surface expression and endoplasmic reticulum (ER)
stress on IM and increased sensitivity to CTL killing of
tumor cells that survive radiotherapy. These findings offer
a rationale for the use of radiation in combination with
immunotherapy, including for patients who have failed
radiation therapy or have limited treatment options.
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Figure 1: Radiation induces a continuum of dose-dependent cellular changes, ranging from immunogenic modulation
to immunogenic cell death. Human breast (MDA-MB-231), lung (H522), and prostate (LNCaP) carcinoma cells were exposed to 10 or
100 Gy (black circles, squares, and bars), or mock-irradiated with 0 Gy (open bars and circles). Mitoxantrone (MTX; 1 µM; gray bars and
triangles) was used as a positive control for ICD. A, cell growth. Viability is indicated by percentage of 7-AAD– cells. B, ATP secretion.
C, HMGB1 secretion. Results are presented as mean ± S.E.M. from 3 replicate wells. Asterisks denote statistical significance relative to
mock-irradiated cells (*P < 0.05, **P < 0.01, ***P < 0.001). This experiment was repeated 3 times with similar results.
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promote heightened immune responses [2, 18-20].
We first examined the in vitro effect of different
doses of radiation on growth, viability, and cardinal signs
of ICD in 3 human carcinoma cell lines: breast (MDAMB-231), lung (H522), and prostate (LNCaP). Cells were
mock-irradiated (0 Gy) or subjected to 10 or 100 Gy.
Mitoxantrone was used as a positive control to induce ICD
[20]. Exposure to 100 Gy significantly decreased growth
and viability over 72 h in all cell lines relative to controls
(P < 0.0001) (Fig. 1A). In each cell line, cells exposed to
100 Gy showed < 50% viability at 72 h post-irradiation
and released significant amounts of ATP (Fig. 1B) and
HMGB1 (Fig. 1C). In contrast, 10 Gy significantly reduced

growth in all cell lines (P ≤ 0.005) without significantly
reducing viability (Fig. 1A), yet also induced significant
ATP release in lung cancer cells (Fig. 1B; P = 0.0002)
and HMGB1 secretion in lung (P = 0.0003) and prostate
(P = 0.0007) cancer cells (Fig. 1C). Mitoxantrone-treated
cells were not viable 72 h post-treatment and released
significant amounts of ATP (P ≤ 0.007) and HMGB1
(P ≤ 0.003) relative to controls. These data indicate that
radiation induces dose-dependent immunogenic alterations
in human carcinoma cells ranging from cardinal signs of
ICD to immunogenic modulation.

Sublethal irradiation of human carcinoma cells
significantly increases sensitivity to antigenspecific CTL lysis
Exposing human HNSCC, colon, and prostate
carcinoma cells to sublethal irradiation has previously
been shown to increase the sensitivity of tumor cells to
CTL lysis [6, 8, 21]. We sought to confirm and extend
these findings to breast (MDA-MB-231), lung (H522), and
prostate (LNCaP) carcinoma cells. MDA-MB-231 cells
were mock-irradiated (0 Gy) or given 10 Gy as a single
dose or 2 Gy/day for 5 days. As shown in Figure 2, 72 h
after exposure to 10 Gy in either a single or fractionated
dose, breast carcinoma cells were significantly more
sensitive to CEA-specific T cell-mediated lysis (P =
0.0006). Since results were similar with single and
fractionated dosing, we chose to use a single 10-Gy dose
in subsequent experiments. Exposing breast carcinoma
cells to 10 Gy also increased their sensitivity to MUC1- (P = 0.001) and brachyury-specific T-cell lysis (P =
0.005), and significantly increased the sensitivity of lung
and prostate carcinoma cells to CTLs specific for CEA (P
= 0.0002, P < 0.0001, respectively), MUC-1 (P = 0.013,
P = 0.006, respectively), and brachyury (P = 0.0002, P <
0.0001, respectively). Irradiated prostate carcinoma cells
were also more sensitive to PSA-specific lysis relative to
controls (P = 0.01). CTL killing was MHC I-restricted
as determined by anti-HLA-A2 blocking antibody (P <
0.0001) (Fig. 2).
These data indicate that exposure to sublethal doses
of radiation enhances antigen-specific CTL-mediated
killing across multiple carcinoma types, and that this effect
can be extended to a variety of tumor-associated antigens
(TAAs).

Figure 2: Tumor cells exposed to sublethal radiation
demonstrate significantly increased sensitivity to
antigen-specific CTL killing. Human breast (MDA-

MB-231), lung (H522), and prostate (LNCaP) carcinoma cells
were mock-irradiated (0 Gy; open bars) or exposed to a single
dose of 10 Gy (black bars). Indicated cells were exposed to
fractionated radiation (2 Gy × 5; hatched bars). After 72 h, cells
were used as targets in a CTL lysis assay using CEA-, MUC-1-,
brachyury-, or PSA-specific CD8+ T cells as effector cells at an
E:T ratio of 30:1. To verify CTL specificity, tumor cells were
incubated with anti-HLA-A2 mAb or matched isotype control.
Results are presented as mean ± S.E.M. from 3–6 replicate wells.
Asterisks denote statistical significance relative to controls (*P <
0.05, **P < 0.01, ***P < 0.001). This experiment was repeated
2–5 times with similar results.
www.impactjournals.com/oncotarget
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CD8+-restricted epitope complexes on the surface of
tumor cells. The presence and repertoire of MHC I/
epitope complexes on the surface of tumor cells is
dictated by the cooperative interactions of multiple APM
components. Hypothesizing that radiation could modulate
the expression of APM components, we exposed breast
(MDA-MB-231), lung (H522), and prostate (LNCaP)
carcinoma cells to 0 or 10 Gy. At 72 h post-irradiation,
we examined cells by flow cytometry for intracellular
expression of 7 APM components (Fig. 3A). In each tumor
cell line, exposure to radiation significantly increased the
expression of ≥ 6 APM components by ≥ 30%, namely
the immunoproteosome subunits LMP2, LMP7, and
LMP10; the peptide transporters TAP1 and TAP2; and the
chaperones calnexin (2/3 cell lines) and tapasin (3/3 cell
lines). These data indicate that sublethal radiation induces
significant and widespread upregulation of most APM

components across multiple tumor types, which is likely to
result in increased T-cell recognition and lysis of irradiated
tumor targets.
Because several proteins present on the surface
of tumor cells have previously been demonstrated to be
critical for interactions with CD8+ T cells [6], we also
examined the effect of sublethal radiation on phenotypic
modulation of breast, lung, and prostate carcinoma
targets. We exposed cells to 0 or 10 Gy and monitored
cell-surface expression of MHC I, ICAM-1, CEA,
MUC-1, and calreticulin by flow cytometry 72 h posttreatment. As shown in Figure 3A, exposure to radiation
induced significant cell-surface expression of MHC I
(3/3 cell lines), ICAM-1 (3/3), CEA (2/3), and MUC-1
(3/3), regardless of carcinoma type. We also observed a
significant translocation of the ER chaperone calreticulin
to the cell surface 72 h after exposure to sublethal

Figure 3: Tumor cells exposed to sublethal radiation undergo immunogenic modulation and demonstrate increased
cell-surface expression of calreticulin. Human breast (MDA-MB-231), lung (H522), and prostate (LNCaP) carcinoma cells were

mock-irradiated (0 Gy) or exposed to a single dose of 10 Gy radiation. After 72 h, cells were analyzed by flow cytometry. A, intracellular
expression of indicated APM components and cell-surface expression of HLA-A2, ICAM-1, CEA, and MUC-1. B, cell-surface expression
of calreticulin in tumor cells exposed to 10 Gy (open histograms) or mock-irradiated (0 Gy; shaded histograms). Insets depict binding of
isotype-matched control antibodies. Numbers indicate percentage of positive cells. Numbers in parentheses denote MFI. Bold denotes
marked upregulation (≥ 30% increase in percent of cells or mean fluorescence intensity (MFI) not observed in isotype control vs. untreated
cells). Asterisks denote statistical significance relative to mock-irradiated cells. This experiment was repeated 3 times with similar results.
www.impactjournals.com/oncotarget
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radiation in 3/3 cell lines (Fig. 3B). Taken together, these
data indicate that exposure of human carcinoma cells to
sublethal radiation induces IM across disparate tumor
types, as evidenced by increased expression of multiple
APM components and translocation of calreticulin to the
cell surface of tumor targets in the absence of cell death.

radiation therapy modulates the expression of APM
components regardless of dosing regimen (data not
shown).

Exposure to radiation in vivo increases expression
of APM components and promotes cell-surface
expression of calreticulin in carcinoma cells
To confirm that in vivo exposure to sublethal
radiation modulates APM elements and calreticulin
translocation to the surface of carcinoma cells, nude
mice (n = 2/group) were implanted with LNCaP tumors
and exposed to 0 or 10 Gy. Immunohistochemistry
analysis of prostate carcinomas 72 h post-irradiation
showed increased expression of the immunoproteosome
components LMP2 and LMP7, the peptide transporter
TAP2, and the chaperones tapasin and calreticulin (Fig.
4). However, tumor irradiation did not modulate ICAM1 expression. Pixel analysis of one representative tumor
indicated that < 50% of tumor cells in non-irradiated
carcinomas were positive for LMP2, but none exhibited
strong protein levels. However, post-irradiation, the
population of tumor cells expressing LMP2 increased
2-fold, with 10% showing strong LMP2 expression.
Similar increases in LMP2 expression were observed in
all tumors exposed to radiation. Radiation also induced
a marked increase in expression of TAP2 (3.9-fold) and
tapasin (2.1-fold average) relative to untreated controls.
Calreticulin is heterogeneously expressed in untreated
LNCaP tumors. As seen in Figure 4, calreticulin was
absent in > 70% of tumor cells, with only 2% expressing
strong protein levels. Further, calreticulin localization was
diffuse (inset panel). However, after exposure to radiation,
positive calreticulin expression increased > 1.9-fold on
average, a significant upregulation relative to controls.
Radiation also caused a 6.5-fold increase in tumor cells
with strong calreticulin expression relative to nonirradiated controls. Moreover, calreticulin expression in
carcinoma cells exposed to radiation was associated with
the cell membrane (inset, black arrows). In non-irradiated
tumors, calreticulin membrane staining was 34.7% ±
20.4% vs. tumors exposed to radiation, where calreticulin
membrane staining increased to 78.7% ± 13.1%. These
data confirm that radiation is an immunogenic modulator
in vivo, as evidenced by widespread upregulation of APM
components and increased translocation of calreticulin to
the surface of carcinoma cells.
In a separate experiment where LNCaP xenografts
(n = 5/group) were examined 72 h after exposure to 10 Gy
as a single dose or in daily fractions of 2 Gy, no significant
differences in LMP2, LMP7, TAP2, or tapasin expression
were observed between both treatments, suggesting that
www.impactjournals.com/oncotarget

Figure 4: Exposure of tumors to radiation in vivo
increases expression of APM components and promotes
cell-surface expression of calreticulin. Nude mice bearing

LNCaP prostate xenografts were exposed to a single dose of 10
Gy or left untreated (0 Gy). A, after 3 days, tumors were surgically
removed, and evaluated by immunohistochemistry (40×) for
expression of ICAM-1 and the APM components LMP2, LMP7,
TAP2, tapasin, and calreticulin. Numbers indicate percentage of
cells with negative expression, weak/medium positive, or strong
positive, as determined by pixel analysis (n = 2 mice/treatment
group). Calreticulin upper insets: isotype control. Calreticulin
lower insets: arrow indicates calreticulin membrane staining.
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Exposure of tumor cells to sublethal radiation
increases expression of surface calreticulin, which
leads to increased sensitivity to CTL-mediated
lysis

exogenous calreticulin would promote those interactions.
Following RNA interference in MDA-MB-231 cells,
total expression of calreticulin and PERK decreased by
36% and 96%, respectively (Fig. 5A). In both cases, the
expression of calreticulin on the cell surface was abrogated
without decreasing MHC I or ICAM-1 expression
(Supplemental Fig. 1). As before, MDA-MB-231 cells
were lysed by CEA-specific T cells to a significantly
greater extent after exposure to 10 Gy radiation (Fig.
5B; P < 0.0001). However, this increased killing was
abrogated in carcinoma cells with reduced expression of
calreticulin or PERK (P < 0.0001). Similar results were
observed with LNCaP cells (data not shown). In addition,
MDA-MB-231 cells co-incubated with control peptide
were killed to a significantly greater level after exposure to
radiation (Fig. 5C; P < 0.0001). However, in the presence
of calreticulin-blocking peptide, the radiation-induced
increase in CTL lysis of MDA-MB-231 carcinoma cells
was significantly reduced (Fig. 5C; P < 0.0001). As a
control, incubation of the CEA-specific CTL used in these
assays with calreticulin-blocking peptide did not affect
T-cell viability (data not shown). Further, MDA-MB-231
cells co-incubated in the absence or presence of control
protein were equally lysed, and to a significantly higher
level after exposure to radiation (Fig. 5D; P < 0.0001).

Calreticulin is a critical component of antigen
processing and loading into MHC I [22, 23]. Based on
its upregulation and, more importantly, its translocation
to the cell surface across disparate tumor types (Figs. 3B
and 4) in response to sublethal radiation, we hypothesized
that surface calreticulin plays an additional role in IM as
it pertains to increased CTL-mediated lysis. We analyzed
the role of surface calreticulin in IM by: (a) siRNA
knockdown of the serine/threonine kinase PERK, which
mediates translocation of calreticulin to the cell surface,
where knockdown of calreticulin was used as a positive
control [3], (b) use of a calreticulin-blocking peptide [24],
and (c) addition of exogenous calreticulin protein. We
expected that knockdown of calreticulin would prevent
normal APM functions and thus impair T-cell recognition
of tumor [22]; that silencing of PERK would maintain
APM functions but prevent calreticulin translocation [3,
17]; and that peptide blocking would prevent surface
calreticulin/T-cell interactions, whereas the presence of

Figure 5: Expression of surface calreticulin in tumor cells exposed to sublethal radiation dictates increased sensitivity
to CTL-mediated lysis. A, protein expression by Western blotting of MDA-MB-231 tumor cells exposed to control, calreticulin,

or PERK siRNA knockdown. Lower panel denotes protein expression of calreticulin or PERK relative to beta-actin. B, MDA-MB-231
carcinoma cells with control, calreticulin, or PERK knockdown were mock-irradiated (0 Gy; open bars) or exposed to a single dose of 10
Gy (black bars). After 48 h, cells were used as targets in a CEA-specific CTL-lysis assay. For selected experiments, MDA-MB-231 tumor
cells were exposed to 0 or 10 Gy 72 h prior to being used as targets in a CEA-specific CTL-lysis assay in the presence of (C) calreticulinblocking or LCMV control peptides or (D) human calreticulin or serum albumin proteins. CD8+ T cells were used as effector cells at an E:T
ratio of 30:1. Results are presented as mean ± S.E.M. from 3-6 replicate wells. Asterisks denote statistical significance relative to controls
(**P < 0.01, ***P < 0.001). Data represent 3 independent experiments.
www.impactjournals.com/oncotarget
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increased sensitivity of carcinoma cells to T cell-mediated
lysis is dependent upon the presence of calreticulin on the
cell surface.

However, in the presence of exogenous calreticulin, the
level of CTL lysis of MDA-MB-231 carcinoma cells
exposed to radiation increased further relative to irradiated
targets plus control protein (P < 0.0001). Exogenous
calreticulin also augmented CTL-mediated lysis of nonirradiated carcinoma targets relative to targets plus control
protein (P < 0.0001). Collectively, these data indicate that

A

B

C

Figure 6: Radiation-induced immunogenic modulation of MDA-MB-231 carcinoma cells is mediated by ER stress. A,

schematic model of cell response to radiation-induced ER stress. B, at indicated times after exposure of MDA-MB-231 cells to 0 or 10 Gy,
total cell lysates were examined by Western blotting to determine expression of calreticulin, BiP, total eIF2a, and eIF2a-pSer51. Exposure
to thapsigargin was used as positive control for ER stress. Beta-actin was used as an internal control for total protein levels. Lower panels
denote protein expression relative to beta-actin. This experiment was repeated twice with similar results. C, MDA-MB-231 cells were
mock-irradiated (0 Gy; open bar), exposed to 10 Gy (black bar), or treated with thapsigargin (hatched bar) or DMSO as control (grey bar).
After 48 h, cells were used as targets in a CTL-lysis assay where effector CEA-specific CD8+ T cells were used at an E:T ratio of 30:1.
Results are presented as mean ± S.E.M. from 6 replicate wells. Asterisks denote statistical significance relative to controls (***P < 0.001).
This experiment was performed 3 times attaining similar results.
www.impactjournals.com/oncotarget
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Radiation-induced immunogenic modulation of
carcinoma cells is mediated by ER stress

by 7-AAD exclusion (data not shown). Collectively,
these data suggest that the increased sensitivity of human
carcinoma cells to CTL-mediated lysis after exposure to
radiation is a result of a cellular survival response to ER
stress mediated through the UPR.

Calreticulin exposure and induction of ER molecular
chaperones can occur under certain conditions of ER stress
[25]. ER stress triggers the unfolded protein response
(UPR), an evolutionarily conserved quality control
mechanism, which attempts to restore ER homeostasis
through a cascade of cellular events, including transient
arrest of protein translation and upregulation of ER protein
chaperones. We hypothesized that radiation induces ER
stress on tumor cells, which then triggers an adaptive
response through the UPR, resulting in immunogenic
modulation and increased sensitivity to CTL killing (Fig.
6A). We examined the effect of radiation on expression
of various proteins induced by the UPR in response to
ER stress. Induction of calreticulin and BiP (or Grp78),
2 abundant ER chaperone proteins with important roles
in the maintenance of ER homeostasis, is a symptom of
ER stress [15, 23, 26]. Phosphorylation of eIF2a occurs in
response to ER stress through the PERK-mediated branch
of the UPR [26].
We exposed MDA-MB-231 cells to 0 or 10 Gy
and examined levels of calreticulin, BiP, total eIF2a,
and phosphorylated eIF2a at the indicated time points.
Tumor cells exposed to the ER stress inducer thapsigargin
were used as positive controls. Radiation increased the
expression of calreticulin, BiP, and phosphorylated eIF2a
in a time-dependent manner, similar to that observed after
thapsigargin treatment, indicating that radiation induces
ER stress and that in response to it, cells upregulate
APM components (Fig. 6B and Supplemental Fig. 2).
Identical results were obtained with LNCaP cells (data
not shown). Thapsigargin treatment of MDA-MB-231
cells significantly increased cell-surface expression of
HLA-A2, ICAM-1, and MUC-1, without modulating
CEA protein levels (Supplemental Table 1). Similarly to
radiation, thapsigargin-induced ER stress significantly
increased the intracellular expression of multiple APM
components, including LMP2, LMP7, TAP1, TAP2, and
the protein chaperones calnexin, tapasin, and calreticulin
(Supplemental Table 1). However, and in contrast to
radiation, it did not promote calreticulin translocation
to the surface of MDA-MB-231 cells (not shown), in
accordance with other reports [3]. These data indicate that
the survival response orchestrated by human carcinoma
cells in reaction to sublethal radiation includes the
PERK-mediated branch of the UPR. To examine the
functional consequence of radiation-induced ER stress/
UPR, we treated MDA-MB-231 cells as previously
described and used them 48 h later as targets in a CEAspecific CTL lysis assay. As before, carcinoma-cell lysis
increased significantly after exposure to radiation (Fig.
6C). Importantly, lysis of carcinoma cells significantly
increased after exposure to thapsigargin (P < 0.0001),
which had no effect on cellular viability, as determined
www.impactjournals.com/oncotarget

DISCUSSION
Radiation has been shown to induce IM in a wide
variety of carcinoma types by altering the biology of
surviving tumor cells to render them more susceptible to
T cell-mediated killing [6, 8]. Radiation-induced tumorcell death can occur through multiple mechanisms [27].
Studies in preclinical models have shown that radiationinduced tumor-cell death is immunogenic and thus
elicits strong antitumor immunity, a process described by
Zitvogel and Kroemer et al. as immunogenic cell death
(ICD) [1-3]. However, immune responses observed in
patients treated with radiation alone are often weak and
do not result in protective immunity [4, 11].
Here we report that radiation induces cardinal signs
of ICD (cell death and release of ATP and HMGB1) in
multiple carcinoma types (Fig. 1). The highest dose used
here (100 Gy) is above the clinical range and was selected
to ensure cell death in all cell lines examined; however,
the ATP and HMGB1 secretion we observed at a sublethal
(10 Gy) dose suggests that ICD may be achieved clinically
[4, 27]. We made similar observations in experiments with
breast (MCF-7), lung (NCI-H1703), and prostate (DU145 and PC-3) carcinoma cell lines (data not shown).
These findings support the premise that therapeutic cancer
vaccines can exploit the immunostimulatory environment
created by RT to achieve robust and effective antitumor
immune responses in multiple carcinomas [9, 10, 28, 29].
This concept is further supported by our findings
that tumor cells of distinct origin and genotype that
survive radiation exposure are significantly more sensitive
to CTL lysis (Fig. 2). Interestingly, the cells’ sensitivity to
CTL lysis was enhanced regardless of their p53 or K-Ras
mutation status or triple-negative phenotype. Mutations
in p53 occur in ~ 50% of cancers, including ~ 80% of
triple-negative breast cancers, and render tumors resistant
to RT, whereas the frequent presence of K-Ras mutations
in NSCLC or triple-negative breast cancers severely limits
treatment options [27, 30-32]. This effect can be extended
to a variety of TAAs, expanding prior observations in
carcinomas of the head and neck, colon, and prostate [6,
8, 21].
Distinct gene signatures have been reported in
human prostate and breast carcinoma cells exposed in
vitro and in vivo to single (10 Gy) or fractionated (2 Gy ×
5) doses of radiation [32, 33]. Despite different molecular
profiles, our data (Fig. 2) indicate that radiation-induced
tumor sensitivity to CTL lysis is equally augmented with
single or fractionated doses of radiation, suggesting that
either regimen could elicit effective antitumor immune
410
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responses when combined with a therapeutic cancer
vaccine. Further studies are needed to determine which RT
regimens and doses best synergize with immunotherapy.
T cell-mediated attack is induced when CD8+ T
cells recognize specific MHC I/epitope complexes on
the surface of tumor cells, the presence of which relies
on the proper function of multiple APM components
(Fig. 6A). Defective expression and/or function of APM
components results in poor CD8+ T-cell recognition [1214]. APM defects have been identified in established
human cancer cell lines and patient lesions, and have been
correlated with poor clinical outcome across multiple
tumor types [34, 35]. Here we demonstrate that exposure
of human breast, lung, and prostate carcinoma cells to
sublethal radiation induces a significant increase in protein
expression of multiple APM components, including that
of immunoproteosome subunits, peptide transporters, and
protein chaperones, both in vitro (Fig. 3) and in vivo (Fig.
4). Similar results were observed in vitro with additional
breast (MCF-7) and lung (NCI-H1703) carcinoma cells
(data not shown). Although ICAM-1 expression was
modulated following radiation exposure in vitro (Fig. 3), it
was not upregulated after radiation exposure in vivo (Fig.
4), which suggests a role for the tumor microenvironment
in ICAM-1 regulation, in agreement with other reports
[36]. Further, no significant differences in APM
modulation in vivo were observed between fractionated
(2 Gy × 5) and single dose (10 Gy × 1) radiation. These
results extend the findings of previous reports showing
that radiation increases MHC I expression and TAP1
activity and alters the peptide repertoire presented by
MHC I molecules [6, 16]. Based on the findings reported
here (Figs. 1, 2, 3, and 4), it is reasonable to anticipate that
tumor cells not eradicated by RT may undergo IM, thus
becoming more susceptible to killing by vaccine-induced
CTLs. This is supported by previous [7, 8] and current
findings (Fig. 3) demonstrating increased expression of
TAAs and other proteins contributing to efficient CTL
lysis, such as MHC I and ICAM-1, following exposure
of tumor cells to sublethal radiation. These findings
also corroborate both preclinical and clinical studies
demonstrating that radiation combined with vaccine elicits
greater anti-tumor T-cell responses and/or reduction in
tumor burden than either modality alone [11].
Calreticulin is a critical regulator of calcium
homeostasis and a chaperone that assists in the folding
of newly synthesized glycoproteins. Calreticulin is also
an important component of the peptide-loading complex,
where it plays a key role in assuring the export of properly
loaded MHC I molecules [15]. When calreticulin is
deficient, the majority of MHC I molecules are loaded
with suboptimal peptides [15, 37]. Importantly, calreticulin
maintains the low peptide threshold required for efficient
antigen presentation [37]. Emerging data describe the role
of calreticulin expressed on the surface of cells undergoing
ICD, where it acts as a phagocytic signal for dendritic cells
www.impactjournals.com/oncotarget

[38, 39].
Given that calreticulin expression was observed in
cells treated in vitro and in vivo with sublethal doses of
radiation (Figs. 3 and 4), and that calreticulin is critical
for the enrichment of endogenous peptides in the ER
and thus for efficient antigen presentation [37], we
next investigated the role of this chaperone in IM. The
presence of calreticulin on the tumor-cell surface requires
PERK-mediated phosphorylation of the translation
initiation factor eIF2a [40, 41]. Knockdown of PERK
abrogated the translocation of calreticulin to the cell
surface (Supplemental Fig. 1) and significantly reduced
irradiated tumor cells’ sensitivity to CTL lysis (Fig.
5B). As expected, abrogation of cell-surface expression
(Supplemental Fig. 1) and decrease in total protein levels
following siRNA knockdown of calreticulin (Fig. 5A)
significantly inhibited CTL lysis of tumor cells exposed to
sublethal radiation. These data concur with those of Garg
et al., who reported that PERK silencing abrogated the
ability of calreticulin to translocate to the cell surface of
murine tumor cells undergoing ICD [42]. Our data (Fig.
5C) suggest that the increased CTL lysis of tumor targets
exposed to radiation is a result of the direct interaction of
exposed calreticulin with CTLs, as the augmented CTL
killing was abrogated in the presence of a calreticulin
blocking peptide (Fig. 5C). Moreover, CTL lysis increased
when exogenous calreticulin was added to non-irradiated
tumor cells, and increased even further when exogenous
calreticulin was added to irradiated tumor cells (Fig. 5D).
These findings confirm and extend previous observations
that while docetaxel failed to induce ICD in various human
carcinoma cell lines, it did promote calreticulin exposure
in cells treated with sublethal doses, resulting in increased
CTL lysis. This contrasts with the role of calreticulin in
ICD, where calreticulin exposure is not sufficient to elicit
antitumor responses [41]. The specific molecules involved
in calreticulin/T-cell interaction have not been definitively
identified, but there are several potential candidates,
including scavenger receptor A, CD69, low-density
lipoprotein receptor-related protein 1 (LRP1, CD91), and
perforin [23, 38, 39, 43].
Conditions of cellular stress, such as protein
misfolding, that interfere with ER homeostasis are
collectively referred to as ER stress. Mounting evidence
suggests that calreticulin exposure in tumor cells can occur
under multiple circumstances as a result of ER stress [1,
23-25]. Exposure of calreticulin has been observed in
a variety of primary human cancer cells, in tumor cells
subjected to mild disruption of calcium homeostasis, and
in pre-apoptotic cancer cells undergoing ICD [1, 24, 25].
ER stress induces the evolutionarily conserved quality
control mechanism known as UPR, which attempts to
restore ER homeostasis through a cascade of molecular
events, including transient arrest of protein translation and
upregulation of ER protein chaperones. If this restoration
fails, cells die. Here (Fig. 6B) we report that radiation
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induces ER stress in human carcinoma cells, triggering a
survival response, which encompasses the PERK branch
of the UPR, resulting in increased expression of multiple
APM components and other immune-relevant proteins,
consistent with observations with the ER-stress inducer
thapsigargin (Figs. 3-4, Supplemental Table 1). Further,
our observations (Figs. 5-6) also strongly suggest that IM
and the consequent increased tumor sensitivity to CTL
lysis are a result of this survival response orchestrated in
reaction to radiation-induced ER stress. However, other
mechanisms and/or branches of the UPR other than PERK
may be induced by radiation to promote the observed
effects, including the calreticulin role in CTL lysis.
This study provides evidence of a novel mechanism
whereby RT induces a continuum of immunogenic
alterations in tumor biology, ranging from IM to ICD. We
expand the concept of IM to include tumor cells recovering
from radiation-induced stress subsequently becoming
more sensitive to CTL killing. These observations provide
a rationale for the use of radiation in combination with
immunotherapy, including for patients who have failed RT
or who have limited treatment options.

Diego, CA) exclusion. Supernatants were analyzed for
high-mobility group box 1 (HMGB1) and ATP contents
72 h after irradiation, as previously described [17].
Mitoxantrone (1 µM, NDC 61703-343-65; Hospira, Lake
Forest, IL) was used as a positive control for cell death and
secretion of HMGB1 and ATP.

Proteins, peptides, and chemicals
Human recombinant calreticulin was obtained from
Enzo Life Sciences (Farmingdale, NY), human serum
albumin and thapsigargin from Sigma (St. Louis, MO),
and calreticulin blocking peptide from MBL International
(Woburn, MA). The lymphocytic choriomeningitis virus
peptide LCMV NP118-132 [RPQASGVYMGNLTAQ] was
obtained from CPC Scientific (Sunnyvale, CA).

CD8+ cytotoxic T-cell lines
CEA-specific CTLs recognize the CEA peptide
epitope YLSGANLNL (CAP-1) [44, 45]. Prostate-specific
antigen (PSA)-specific CTLs recognize the PSA peptide
epitope VLSNDVCAQV [46]. The MUC-1-specific CD8+
CTL line, designated MUC-1 CTL, recognizes the MUC1 peptide epitope ALWGQDVTSV [46]. Brachyuryspecific CTLs recognize the brachyury peptide epitope
WLLPGTSTL (T-p2) [47]. All T-cell lines were HLA-A2restricted.

MATERIALS AND METHODS
Tumor-cell lines
Cells of human breast carcinoma [MDA-MB-231
(ATCC® HTB-26 TM)], lung carcinoma [NCI-H522
(ATCC® CRL-5810 TM)], and prostate carcinoma [LNCaP
clone FGC (ATCC® CRL-1740 TM)] were obtained from
American Type Culture Collection (ATCC, Manassas,
VA) and cultured in medium designated by the provider
for propagation and maintenance.

Cytotoxicity assays
CTLs were used as previously described [17].
Tumor cells were mock irradiated (0 Gy) or exposed
to 10 Gy in a single dose or in daily fractions of 2 Gy
for 5 days. At 72 h post-irradiation, adherent cells were
used as targets in a standard cytotoxicity assay using
111
In [6, 21]. For indicated experiments, carcinoma cells
were used as CTL targets 48 h post-exposure to 0 Gy, 10
Gy, thapsigargin (0.25 µM/1 h) or DMSO control. For
indicated experiments, the CTL assay was performed
in the presence of anti-HLA-A2 mAb (20 mg/mL; AbD
Serotec, Raleigh, NC) or isotype control mAb (IgG2b, 20
mg/mL; AbD Serotec), exogenous calreticulin (9 nM, MW
= 55 kDa) or control human serum albumin (MW = 65
kDa), calreticulin blocking peptide (1.7 µM, 1.43 kDa) or
control LCMV118-132 peptide (MW = 1.59 kDa).

Tumor irradiation
Adherent tumor cells in log-growth phase were
placed on ice and mock-irradiated or irradiated by a
137
Cs source (Gammacell-1000, AECL/Nordion; Kanata,
Ontario, Canada) at a dose rate of 5.56 Gy/min. Cells were
then washed in fresh medium and incubated at 37°C with
5% CO2.

Analysis of cell growth and cardinal signs of
immunogenic cell death

Flow cytometry analysis
Tumor cells exposed to 0, 10, or 100 Gy were
incubated at 37°C with 5% CO2 for 3 days. Cells were
harvested daily and viable cells were counted by trypan
blue exclusion using a Cellometer Auto T4 automated cell
counter (Nexcelom Bioscience, Lawrence, MA). Cellular
viability was confirmed by 7-AAD (BD Biosciences, San
www.impactjournals.com/oncotarget

Cell-surface and intracytoplasmic staining was
performed as previously described [48]. For indicated
experiments, carcinoma cells were examined 48 h or 72
h post-exposure to 0 Gy, 10 Gy, thapsigargin (0.2 µM/1
h) or DMSO control. Surface staining of tumor cells
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was performed using the primary labeled monoclonal
antibodies HLA-A2-FITC, ICAM-1 (CD54)-PE,
CEA (CD66)-FITC, MUC-1 (CD227)-FITC, and the
appropriate isotype-matched controls (BD Biosciences).
Anti-calreticulin-PE and matched isotype control antibody
were obtained from R&D Systems (Minneapolis, MN).
For intracellular analysis of APM components, mouse
IgG1 (MK2-23) isotype control, LMP2 (SY-1)-, LMP7
(HB2)-, LMP10 (TO-7)-, TAP-1 (NOB1)-, TAP-2
(NOB2)-, calnexin (TO-5)-, and tapasin (TO-3)-specific
monoclonal antibodies were developed and characterized
as described [49-51]. Cellular fluorescence of 3×104 cells
was examined on a FACSCalibur flow cytometer using
CellQuest software (BD Biosciences). Proteins were
scored as markedly upregulated if detection levels and/
or mean fluorescence intensity (MFI) increased ≥ 30%
following treatment and were not observed in control cells
vs. isotype controls.

rinsed and counterstained with hematoxylin. Slides were
digitally scanned by an Aperio ScanScope CS scanning
system and, with the exclusion of necrotic regions,
analyzed by Aperio ImageScope Viewer software (Aperio
Technologies Inc., Vista, CA). Positive tumor regions were
measured using the Positive Pixel Count v9 algorithm, as
previously described [17]. All antibodies were purchased
commercially and validated using adequate positive
controls. Negative controls included omission of primary
antibody with PBS and matched rabbit isotype antibody.

Statistical analysis
Significant differences between multiple treatment
groups were determined by 1-way ANOVA with Tukey’s
comparison, based on a confidence interval of 95%
using Prism 5.0d software (GraphPad Software Inc., La
Jolla, CA). Alternatively, statistical differences between
2 treatments were analyzed by unpaired Student’s t test
with a 2-tailed distribution, unless reported otherwise,
and reported as P values. Significant differences in
the distribution of flow cytometry analysis data were
determined by the Kolmogorov-Smirnov test using
CellQuest software (BD Biosciences).

Calreticulin and PERK siRNA knockdown and
Western blots
Silencer® siRNA and negative control siRNA
were used to silence calreticulin and PERK in tumor
cells, according to the manufacturer’s instructions
(Life Technologies, Grand Island, NY). For selected
experiments, cells were irradiated with 0 or 10 Gy 24 h
after being exposed to siRNA and used as CTL targets
48 h later. For protein blotting, tumor cells were lysed in
RIPA buffer modified with 1 mM PMSF (Cell Signaling
Technology, Beverly, MA) 48 h after gene knockdown.
Proteins (20-40 µg) were resolved using 4%–12% Trisglycine SDS-PAGE (Life Technologies) then transferred
to nitrocellulose membranes. Primary antibodies specific
for PERK, calreticulin, BiP, eIF2a, phospho-eIF2a
(Ser51), and beta-actin were acquired from Cell Signaling
Technology. Blots were incubated with anti-rabbit IRDye
secondary antibodies (LI-COR Biotechnology, Lincoln,
NE), and detection was performed with the Odyssey
Infrared Imaging System (LI-COR Biotechnology). Band
density was quantified using ImageJ software (NIH,
Bethesda, MD), and all protein levels were normalized
to beta-actin. Phospho-eIF2a (Ser51) protein levels were
further normalized to total eIF2a levels.

AUTHORS’ CONTRIBUTIONS:
Conception and design: S. Gameiro, J. Hodge
Development of methodology: S. Gameiro, K.
Tsang, S. Ferrone, J. Hodge
Acquisition of data: S. Gameiro, M. Jammeh, M.
Wattenberg, J. Hodge
Analysis and interpretation of data: S. Gameiro, J.
Hodge
Writing, review of manuscript: S. Gameiro, M.
Jammeh, M. Wattenberg, K. Tsang, S. Ferrone, J. Hodge
Administrative, technical or administrative support:
J. Hodge
Study supervision: J. Hodge

ACKNOWLEDGEMENTS
The authors thank Dr. Jeffrey Schlom for helpful
suggestions; Marion Taylor for excellent technical
assistance; Bonnie L. Casey for editorial assistance in the
preparation of this manuscript; Tamalee Kramp and Dr.
Kevin Camphausen, Radiation Oncology Branch, National
Cancer Institute; and Drs. Lawrence Steinberg and
Miriam Anver, Frederick National Laboratory for Cancer
Research, for digital immunohistochemistry analysis.

In-vivo studies
Briefly, LNCaP tumor cells were implanted into
nude mice (nu/nu) (Charles River, Wilmington, MA).
When tumors reached a volume of 1000 mm3 they were
exposed to 0, 10 Gy, or 2 Gy/day for 5 days. At 72 h postirradiation, tumors were surgically removed and paraffin
sections were prepared. Tissues were then analyzed by
immunohistochemistry for protein expression of LMP2,
LMP7, TAP2, tapasin, ICAM-1, and calreticulin, then
www.impactjournals.com/oncotarget

Grant Support
This research was supported by the Intramural
Research Program of the Center for Cancer Research,
413

Oncotarget

National Cancer Institute, National Institutes of Health,
and by the PHS grant R01 CA110249 (S.F.), awarded by
the National Cancer Institute.

Disclosure of Potential Conflicts of Interest:
M.L. Jammeh is an awardee of the National
Institutes of Health (NIH) Undergraduate Scholar
Program. Max Wattenberg is an awardee of the NIH
Medical Research Scholars Program, a public/private
partnership supported jointly by the NIH and generous
contributions to the Foundation for the NIH from Pfizer
Inc., The Leona M. and Harry B. Helmsley Charitable
Trust, and the Howard Hughes Medical Institute, as
well as other private donors. (For a complete list, please
visit the Foundation website at http://www.fnih.org/
work/programs-development/medical-research-scholarsprogram.) The authors have no other potential conflicts
of interest.

Editorial note:

2.

Apetoh L, Ghiringhelli F, Tesniere A, Obeid M, Ortiz
C, Criollo A, Mignot G, Maiuri MC, Ullrich E, Saulnier
P, Yang H, Amigorena S, Ryffel B, Barrat FJ, Saftig P,
Levi F, et al. Toll-like receptor 4-dependent contribution
of the immune system to anticancer chemotherapy and
radiotherapy. Nat Med. 2007; 13(9):1050-1059.

3.

Panaretakis T, Kepp O, Brockmeier U, Tesniere A,
Bjorklund AC, Chapman DC, Durchschlag M, Joza N,
Pierron G, van Endert P, Yuan J, Zitvogel L, Madeo F,
Williams DB and Kroemer G. Mechanisms of pre-apoptotic
calreticulin exposure in immunogenic cell death. EMBO J.
2009; 28(5):578-590.

4.

5.

Chakraborty M, Abrams SI, Coleman CN, Camphausen K,
Schlom J and Hodge JW. External beam radiation of tumors
alters phenotype of tumor cells to render them susceptible
to vaccine-mediated T-cell killing. Cancer Res. 2004;
64(12):4328-4337.

8.

Chakraborty M, Wansley EK, Carrasquillo JA, Yu S,
Paik CH, Camphausen K, Becker MD, Goeckeler WF,
Schlom J and Hodge JW. The use of chelated radionuclide
(samarium-153-ethylenediaminetetramethylenephosphona
te) to modulate phenotype of tumor cells and enhance T
cell-mediated killing. Clin Cancer Res. 2008; 14(13):42414249.

9.

Demaria S and Formenti SC. Radiotherapy effects on antitumor immunity: implications for cancer treatment. Front
Oncol. 2013; 3:128.

12. Leibowitz MS, Andrade Filho PA, Ferrone S and Ferris RL.
Deficiency of activated STAT1 in head and neck cancer
cells mediates TAP1-dependent escape from cytotoxic
T lymphocytes. Cancer Immunol Immunother. 2011;
60(4):525-535.
13. Lopez-Albaitero A, Nayak JV, Ogino T, Machandia A,
Gooding W, DeLeo AB, Ferrone S and Ferris RL. Role
of antigen-processing machinery in the in vitro resistance
of squamous cell carcinoma of the head and neck cells
to recognition by CTL. Journal of immunology. 2006;
176(6):3402-3409.
14. Setiadi AF, Omilusik K, David MD, Seipp RP, Hartikainen
J, Gopaul R, Choi KB and Jefferies WA. Epigenetic
enhancement of antigen processing and presentation
promotes immune recognition of tumors. Cancer Res. 2008;
68(23):9601-9607.
15. Peaper DR and Cresswell P. Regulation of MHC class I
assembly and peptide binding. Annu Rev Cell Dev Biol.
2008; 24:343-368.

Mantel F, Flentje M and Guckenberger M. Stereotactic
body radiation therapy in the re-irradiation situation--a
review. Radiat Oncol. 2013; 8:7.

16. Reits EA, Hodge JW, Herberts CA, Groothuis TA,
Chakraborty M, Wansley EK, Camphausen K, Luiten
RM, de Ru AH, Neijssen J, Griekspoor A, Mesman E,
Verreck FA, Spits H, Schlom J, van Veelen P, et al.
Radiation modulates the peptide repertoire, enhances
MHC class I expression, and induces successful antitumor
immunotherapy. J Exp Med. 2006; 203(5):1259-1271.

Hodge JW, Ardiani A, Farsaci B, Kwilas AR and Gameiro
SR. The tipping point for combination therapy: cancer
vaccines with radiation, chemotherapy, or targeted
small molecule inhibitors. Seminars in oncology. 2012;
39(3):323-339.

www.impactjournals.com/oncotarget

7.

11. Kwilas AR, Donahue RN, Bernstein MB and Hodge
JW. In the field: exploiting the untapped potential of
immunogenic modulation by radiation in combination with
immunotherapy for the treatment of cancer. Front Oncol.
2012; 2:104.

REFERENCES
Obeid M, Panaretakis T, Tesniere A, Joza N, Tufi R, Apetoh
L, Ghiringhelli F, Zitvogel L and Kroemer G. Leveraging
the immune system during chemotherapy: moving
calreticulin to the cell surface converts apoptotic death from
“silent” to immunogenic. Cancer Res. 2007; 67(17):79417944.

Garnett CT, Palena C, Chakraborty M, Tsang KY, Schlom
J and Hodge JW. Sublethal irradiation of human tumor
cells modulates phenotype resulting in enhanced killing by
cytotoxic T lymphocytes. Cancer Res. 2004; 64(21):79857994.

10. Hodge JW, Sharp HJ and Gameiro SR. Abscopal regression
of antigen disparate tumors by antigen cascade after
systemic tumor vaccination in combination with local tumor
radiation. Cancer Biother Radiopharm. 2012; 27(1):12-22.

This paper’s acceptance was based in part on peerreview conducted by another journal, revisions and further
peer-review by Oncotarget

1.

6.

414

Oncotarget

17. Hodge JW, Garnett CT, Farsaci B, Palena C, Tsang KY,
Ferrone S and Gameiro SR. Chemotherapy-induced
immunogenic modulation of tumor cells enhances killing by
cytotoxic T lymphocytes and is distinct from immunogenic
cell death. Int J Cancer. 2013; 133(3):624-636.

29. Postow MA, Callahan MK, Barker CA, Yamada Y, Yuan
J, Kitano S, Mu Z, Rasalan T, Adamow M, Ritter E, Sedrak
C, Jungbluth AA, Chua R, Yang AS, Roman RA, Rosner
S, et al. Immunologic correlates of the abscopal effect in a
patient with melanoma. N Engl J Med. 2012; 366(10):925931.

18. Kepp O, Galluzzi L, Martins I, Schlemmer F, Adjemian
S, Michaud M, Sukkurwala AQ, Menger L, Zitvogel L
and Kroemer G. Molecular determinants of immunogenic
cell death elicited by anticancer chemotherapy. Cancer
Metastasis Rev. 2011; 30(1):61-69.

30. Garrido G, Rabasa A, Garrido C, Lopez A, Chao L,
Garcia-Lora AM, Garrido F, Fernandez LE and Sanchez B.
Preclinical modeling of EGFR-specific antibody resistance:
oncogenic and immune-associated escape mechanisms.
Oncogene. 2013 Aug 26 [Epub ahead of print].

19. Locher C, Conforti R, Aymeric L, Ma Y, Yamazaki T,
Rusakiewicz S, Tesniere A, Ghiringhelli F, Apetoh L,
Morel Y, Girard JP, Kroemer G and Zitvogel L. Desirable
cell death during anticancer chemotherapy. Ann N Y Acad
Sci. 2010; 1209:99-108.

31. Cancer Genome Atlas N. Comprehensive molecular
portraits of human breast tumours. Nature. 2012;
490(7418):61-70.
32. Makinde AY, John-Aryankalayil M, Palayoor ST, Cerna D
and Coleman CN. Radiation survivors: understanding and
exploiting the phenotype following fractionated radiation
therapy. Mol Cancer Res. 2013; 11(1):5-12.

20. Martins I, Tesniere A, Kepp O, Michaud M, Schlemmer F,
Senovilla L, Seror C, Metivier D, Perfettini JL, Zitvogel L
and Kroemer G. Chemotherapy induces ATP release from
tumor cells. Cell Cycle. 2009; 8(22):3723-3728.

33. Tsai MH, Cook JA, Chandramouli GV, DeGraff W, Yan
H, Zhao S, Coleman CN, Mitchell JB and Chuang EY.
Gene expression profiling of breast, prostate, and glioma
cells following single versus fractionated doses of radiation.
Cancer Res. 2007; 67(8):3845-3852.

21. Gelbard A, Garnett CT, Abrams SI, Patel V, Gutkind JS,
Palena C, Tsang KY, Schlom J and Hodge JW. Combination
chemotherapy and radiation of human squamous cell
carcinoma of the head and neck augments CTL-mediated
lysis. Clin Cancer Res. 2006; 12(6):1897-1905.

34. Seliger B, Stoehr R, Handke D, Mueller A, Ferrone S,
Wullich B, Tannapfel A, Hofstaedter F and Hartmann A.
Association of HLA class I antigen abnormalities with
disease progression and early recurrence in prostate cancer.
Cancer Immunol Immunother. 2010; 59(4):529-540.

22. Gao B, Adhikari R, Howarth M, Nakamura K, Gold MC,
Hill AB, Knee R, Michalak M and Elliott T. Assembly and
antigen-presenting function of MHC class I molecules in
cells lacking the ER chaperone calreticulin. Immunity.
2002; 16(1):99-109.

35. Han LY, Fletcher MS, Urbauer DL, Mueller P, Landen CN,
Kamat AA, Lin YG, Merritt WM, Spannuth WA, Deavers
MT, De Geest K, Gershenson DM, Lutgendorf SK, Ferrone
S and Sood AK. HLA class I antigen processing machinery
component expression and intratumoral T-Cell infiltrate as
independent prognostic markers in ovarian carcinoma. Clin
Cancer Res. 2008; 14(11):3372-3379.

23. Raghavan M, Wijeyesakere SJ, Peters LR and Del Cid N.
Calreticulin in the immune system: ins and outs. Trends
Immunol. 2013; 34(1):13-21.
24. Chao MP, Jaiswal S, Weissman-Tsukamoto R, Alizadeh
AA, Gentles AJ, Volkmer J, Weiskopf K, Willingham SB,
Raveh T, Park CY, Majeti R and Weissman IL. Calreticulin
is the dominant pro-phagocytic signal on multiple human
cancers and is counterbalanced by CD47. Sci Transl Med.
2010; 2(63):63ra94.

36. Park KH, Lee TH, Kim CW and Kim J. Enhancement of
CCL15 expression and monocyte adhesion to endothelial
cells (ECs) after hypoxia/reoxygenation and induction
of ICAM-1 expression by CCL15 via the JAK2/
STAT3 pathway in ECs. Journal of immunology. 2013;
190(12):6550-6558.

25. Jeffery E, Peters LR and Raghavan M. The polypeptide
binding conformation of calreticulin facilitates its cellsurface expression under conditions of endoplasmic
reticulum stress. J Biol Chem. 2011; 286(4):2402-2415.

37. Fu H, Liu C, Flutter B, Tao H and Gao B. Calreticulin
maintains the low threshold of peptide required for efficient
antigen presentation. Mol Immunol. 2009; 46(16):31983206.

26. Hetz C. The unfolded protein response: controlling cell fate
decisions under ER stress and beyond. Nat Rev Mol Cell
Biol. 2012; 13(2):89-102.

38. Martins I, Kepp O, Galluzzi L, Senovilla L, Schlemmer
F, Adjemian S, Menger L, Michaud M, Zitvogel L and
Kroemer G. Surface-exposed calreticulin in the interaction
between dying cells and phagocytes. Ann N Y Acad Sci.
2011; 1209:77-82.

27. Golden EB, Pellicciotta I, Demaria S, Barcellos-Hoff
MH and Formenti SC. The convergence of radiation and
immunogenic cell death signaling pathways. Front Oncol.
2012; 2:88.
28. Lee Y, Auh SL, Wang Y, Burnette B, Wang Y, Meng Y,
Beckett M, Sharma R, Chin R, Tu T, Weichselbaum RR and
Fu YX. Therapeutic effects of ablative radiation on local
tumor require CD8+ T cells: changing strategies for cancer
treatment. Blood. 2009; 114(3):589-595.
www.impactjournals.com/oncotarget

39. Zitvogel L, Kepp O, Senovilla L, Menger L, Chaput N and
Kroemer G. Immunogenic tumor cell death for optimal
anticancer therapy: the calreticulin exposure pathway. Clin
Cancer Res. 2010; 16(12):3100-3104.

415

Oncotarget

40. Panaretakis T, Kepp O, Brockmeier U, Tesniere A,
Bjorklund AC, Chapman DC, Durchschlag M, Joza N,
Pierron G, van Endert P, Yuan J, Zitvogel L, Madeo F,
Williams DB and Kroemer G. Mechanisms of pre-apoptotic
calreticulin exposure in immunogenic cell death. Embo J.
2009; 28(5):578-590.

specific monoclonal antibodies for flow cytometry and
immunohistochemical staining. Tissue Antigens. 2003;
62(5):385-393.
51. Wang X, Campoli M, Cho HS, Ogino T, Bandoh N,
Shen J, Hur SY, Kageshita T and Ferrone S. A method
to generate antigen-specific mAb capable of staining
formalin-fixed, paraffin-embedded tissue sections. Journal
of immunological methods. 2005; 299(1-2):139-151.

41. Obeid M, Tesniere A, Ghiringhelli F, Fimia GM, Apetoh L,
Perfettini JL, Castedo M, Mignot G, Panaretakis T, Casares
N, Metivier D, Larochette N, van Endert P, Ciccosanti
F, Piacentini M, Zitvogel L, et al. Calreticulin exposure
dictates the immunogenicity of cancer cell death. Nat Med.
2007; 13(1):54-61.
42. Garg AD, Krysko DV, Verfaillie T, Kaczmarek A, Ferreira
GB, Marysael T, Rubio N, Firczuk M, Mathieu C, Roebroek
AJ, Annaert W, Golab J, de Witte P, Vandenabeele P and
Agostinis P. A novel pathway combining calreticulin
exposure and ATP secretion in immunogenic cancer cell
death. EMBO J. 2012; 31(5):1062-1079.
43. Gold LI, Eggleton P, Sweetwyne MT, Van Duyn LB,
Greives MR, Naylor SM, Michalak M and Murphy-Ullrich
JE. Calreticulin: non-endoplasmic reticulum functions in
physiology and disease. FASEB J. 2010; 24(3):665-683.
44. Tsang KY, Zaremba S, Nieroda CA, Zhu MZ, Hamilton
JM and Schlom J. Generation of human cytotoxic T cells
specific for human carcinoembryonic antigen epitopes
from patients immunized with recombinant vaccinia-CEA
vaccine. J Natl Cancer Inst. 1995; 87(13):982-990.
45. Tsang KY, Zhu M, Nieroda CA, Correale P, Zaremba S,
Hamilton JM, Cole D, Lam C and Schlom J. Phenotypic
stability of a cytotoxic T-cell line directed against an
immunodominant epitope of human carcinoembryonic
antigen. Clin Cancer Res. 1997; 3(12 Pt 1):2439-2449.
46. Tsang KY, Palena C, Gulley J, Arlen P and Schlom J. A
human cytotoxic T-lymphocyte epitope and its agonist
epitope from the nonvariable number of tandem repeat
sequence of MUC-1. Clin Cancer Res. 2004; 10(6):21392149.
47. Palena C, Polev DE, Tsang KY, Fernando RI, Litzinger M,
Krukovskaya LL, Baranova AV, Kozlov AP and Schlom
J. The human T-box mesodermal transcription factor
Brachyury is a candidate target for T-cell-mediated cancer
immunotherapy. Clin Cancer Res. 2007; 13(8):2471-2478.
48. Ogino T, Wang X and Ferrone S. Modified flow cytometry
and cell-ELISA methodology to detect HLA class I antigen
processing machinery components in cytoplasm and
endoplasmic reticulum. Journal of immunological methods.
2003; 278(1-2):33-44.
49. Bandoh N, Ogino T, Cho HS, Hur SY, Shen J, Wang
X, Kato S, Miyokawa N, Harabuchi Y and Ferrone S.
Development and characterization of human constitutive
proteasome and immunoproteasome subunit-specific
monoclonal antibodies. Tissue Antigens. 2005; 66(3):185194.
50. Ogino T, Wang X, Kato S, Miyokawa N, Harabuchi
Y and Ferrone S. Endoplasmic reticulum chaperonewww.impactjournals.com/oncotarget

416

Oncotarget

