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ABSTRACT
Although imatinib mesylate (IM) has revolutionized the management of
gastrointestinal stromal tumors (GISTs), drug resistance remains a challenge.
Previous studies have shown that the expression of aurora kinase A (AURKA)
predicts recurrence in patients with primary, surgically resected GISTs. The current
study aimed to evaluate the significance of AURKA expression as an unfavorable
prognostic marker for advanced GISTs, and provide evidence that AURKA could be a
potential therapeutic target in GISTs. The prognostic significance of the expression
of AURKA, along with other clinicopathological factors, was analyzed in a cohort of 99
IM-treated patients with advanced GISTs. The potential use of an inhibitor of AURKA
as a therapeutic agent against GISTs was also tested in GIST cell lines. Among 99
enrolled patients, poor performance status, large tumor size, drug response, and
AURKA overexpression were independent prognostic factors for poor progressionfree survival (PFS). For overall survival (OS), only large tumor size and AURKA
overexpression were identified as independent unfavorable factors. In an in vitro
study, MLN8237, an AURKA inhibitor, inhibited growth of both IM-sensitive and
IM-resistant GIST cells in a concentration-dependent manner, and exhibited
synergistic cytotoxicity with IM in GIST cells. The inhibitory effect of MLN8237 in GIST
cells could be attributed to the induction of G2/M arrest, apoptosis, and senescence.
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Our study shows that AURKA expression independently predicted poor PFS and OS
in patients with advanced GISTs who were treated with IM. An AURKA inhibitor may
have potential as a therapeutic agent for both IM-sensitive and IM-resistant GISTs.

independent poor prognostic marker for GIST recurrence
[17, 18]. However, no data are available regarding the
significance of AURKA expression in predicting the
prognosis of advanced GISTs. Moreover, it is not clear
whether AURKA could be a potential therapeutic target
in this type of cancer. This study aimed to address these
two issues.

INTRODUCTION
Gastrointestinal stromal tumors (GISTs) are the
most common mesenchymal tumors of the gastrointestinal
tract. These tumors occur most frequently in the stomach
(~50%) and small intestine (25%−35%), and less
frequently in the colorectal region (10%−12%), omentum/
mesentery (7%), and esophagus (1%−5%) [1–3]. GISTs
are thought to originate from the interstitial cells of Cajal
(ICC) [4]. The ICC, which are associated with Auerbach’s
plexus, are innervated cells that have an autonomous
pacemaker function and coordinate peristalsis throughout
the gastrointestinal tract.
Most GISTs contain mutations in the gene encoding
the KIT tyrosine kinase receptor [5], but less than 10%
have mutations in the gene encoding the alpha polypeptide
of the platelet-derived growth factor receptor (PDGFRA)
as the oncogenic driving force [6]. With the development
of imatinib mesylate (IM; Novartis Pharmaceuticals,
Basel, Switzerland), a potent tyrosine kinase inhibitor
(TKI) that inhibits both KIT and PDGFRA, the median
overall survival (OS) of patients with advanced GISTs
has improved from less than one year in the pre-TKI era
to five to six years. However, acquired resistance to IM
is inevitable and occurs within two to three years after
treatment [7, 8]. The development of resistance is most
likely due to resistance-associated mutations [9–11]. For
IM-resistant GISTs, the therapeutic options are limited
to a few other TKIs such as sunitinib maleate (Pfizer,
New York, USA)[12] and regorafenib (BAY 73-4506;
Bayer Schering Pharmaceuticals AG, Berlin, Germany)
[13]. Thus, there is an urgent need to identify new
biomarkers and/or therapeutic targets that can be used to
treat these patients.
For localized GISTs, several criteria have been
proposed to predict the risk of recurrence. These include
the National Institutes of Health (NIH) consensus and
modified consensus criteria [14, 15] and the Armed Forces
Institute of Pathology (AFIP) criteria [16]. Among them,
the mitotic rate is one of the most important risk factors.
In a previous study, we re-analyzed available expression
profiling data of GISTs and determined that gene sets
associated with cell cycle progression or its regulation
were strongly associated with the risk of recurrence [17].
Lagarde et al. also successfully predicted metastasis in
67 primary untreated GISTs [18] by using a prognostic
gene expression signature composed of 67 genes related
to chromosome integrity, mitotic control, and genome
complexity in sarcomas (Complexity INdex in SARComa,
or CINSARC) [19]. Both we and Lagarde et al. identified
the expression of aurora kinase A (AURKA) as an
www.impactjournals.com/oncotarget

RESULTS
High AURKA expression is an independent poor
prognostic factor for advanced GISTs
A total of 99 patients with advanced GISTs were
enrolled, and their clinicopathological characteristics
are summarized in Supplemental Table 1. The mean age
of these patients, who were predominantly men, was
57.8 years. Over 80% of the patients had an Eastern
Cooperative Oncology Group (ECOG) performance
status of 0–1. The small bowel was the most common site
(50 of 99; 50.5%), followed by the stomach (37 of 99;
37.4%) and the colon/rectum (8 of 99; 8.1%). The median
tumor size (as defined in the PATIENTS AND METHODS
section) before treatment with IM was 10.0 cm (range,
2.5–181.0 cm). Genomic analysis was done in 92 cases.
Most of the tumors (69.6%) contained mutations in exon
11, some (18.5%) harbored mutations in exon 9, and the
remainder (12.0%) were wild type or had mutations in
other genes.
The median follow-up time after IM treatment was
33.6 months (range, 1.6–110.9 months). For all patients, the
median progression-free survival (PFS) was 37.6 months
and the median OS was 71.0 months. Univariate analysis
showed that the PFS of all 99 patients was significantly
influenced by age, ECOG performance status, tumor size,
platelet count, aspartate aminotransferase (AST) level,
AURKA expression level, and treatment response. In
the multivariate analysis, however, only high AST level,
tumor size greater than 11.5 cm, poor drug response, and
AURKA overexpression were identified as independent
prognostic factors for poor PFS (Table 1). The KaplanMeier PFS curve for AURKA expression is shown in
Figure 1B, and those for the other three factors are shown
in Supplemental Figure S1.
Univariate analysis showed that the OS of all 99
patients was also significantly influenced by age, ECOG
performance status, tumor size, platelet count, AST
level, AURKA expression level, and treatment response
in addition to albumin and sodium levels (Table 2).
However, only tumor size larger than 11.5 cm and
AURKA overexpression were identified as independent
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Table 1: Prognostic factors for progression free survival based on univariate analyses
and final multivariate model
Univariate Analysis
Factors

Multivariate Analysis

Total No. of 5-Year Cumulative Log-Rank
No. Events PFS (%) Hazard Ratio
P

P

Hazard Ratio
(95% CI)

Age
  ≤ 65

71

40

44.3

1

1

  > 65

28

19

18.1

2.052

  Male

64

38

36.4

1

  Female

35

21

41.4

1.054

  0,1

83

48

41.7

1

  2,3

16

11

14.6

2.66

  Exon9

17

12

38.6

1

  Exon11

64

39

36.2

0.786

  Wild type

11

6

36.4

0.902

  < 11.5

54

28

46.7

1

  ≥ 11.5

45

32

21.5

1.859

  < 12

54

28

27.0

1

  ≥ 12

45

32

39.7

0.807

  < 36

55

35

27.2

1

  ≥ 36

44

26

36.9

0.887

  < 80

22

13

27.9

1

  ≥ 80

77

49

33.8

1.096

  < 150000

10

9

0

1

  ≥ 150000

89

51

37.1

3.371

  < 3.5

34

22

33.5

1

  ≥ 3.5

65

37

35.8

0.797

  ≤ 1.2

78

45

36.2

1

  > 1.2

21

15

31.2

1.268

0.01

0.508

1.252 (0.643–2.437)

Sex

ECOG
1
0.004

0.309

1.523 (0.677–3.425)

Genetic status

0.751

Sum of tumor, cm
1
0.02

0.047

2.28 (1.19–3.29)

Hemoglobin (g/dL)
0.429

HCT (%)
0.662

MCV (fL)
0.787

Platelet (/μL)
1
0.001

0.052

0.352 (0.125–1.02)

Albumin (g/dL)
0.469

INR
0.56
(Continued)
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Univariate Analysis
Factors

Multivariate Analysis

Total No. of 5-Year Cumulative Log-Rank
No. Events PFS (%) Hazard Ratio
P

P

Hazard Ratio
(95% CI)

BUN (mg/dL)
  ≤ 21

86

52

34.2

1

  > 21

13

9

25.0

1.283

  ≤ 1.03

62

38

33.9

1

  > 1.03

37

22

34.7

0.835

  < 34

80

44

40.5

1

  ≥ 34

19

17

8.3

2.58

  < 36

83

43

33.7

1

  ≥ 36

16

10

23.8

1.511

  < 94

77

44

36.3

1

  ≥ 94

22

17

18.3

1.616

  < 1.0

78

49

31.9

1

  ≥ 1.0

21

10

36.6

0.728

  < 139

42

27

24.0

1

  ≥ 139

57

36

39.0

0.803

  ≤ 4

38

25

28.0

1

  > 4

61

37

37.4

0.825

  < 60

52

22

60.5

1

  > 60

47

37

7.4

10.74

  CR/PR

64

31

50.9

  SD

24

17

  PD

11

11

0.542

Creatinine
(mg/dL)
0.517

AST (U/L)
1
0.002

0.032

2.087 (1.067–4.082)

ALT (U/L)
0.239

ALK-P (U/L)
0.138

Bil (T)
0.415

Sodium (mEq/L)
0.803

Potassium (mEq/L)
0.53

AURKA
1
<0.001

6.567 (2.875–
14.999)

1

<0.001

1

20.2

2.204

0.045

1.75 (1.016–4.27)

0.0

NA

<0.001

180.72
(20.19–1617.31)

<0.001

Response
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Figure 1: Expression of AURKA in gastrointestinal stromal tumors (GISTs) and the association between AURKA expression and survival.

(A) Representative photomicrographs of samples with low (0%–29% and 30%–59% staining was scored as 0 or 1, respectively) or high
(60%–80% and 81%–100% staining was scored as 2 or 3, respectively) expression of AURKA (400x, scale bar = 50 μm). (B-C) KaplanMeier plots of (B) progression-free survival and (C) overall survival of 99 patients with GIST according to AURKA expression. The P
values for survival comparison, obtained by the log-rank test, were all less than 0.05.

unfavorable prognostic factors for OS in the multivariate
analysis (Table 2). The Kaplan-Meier OS curve for
AURKA expression is shown in Figure 1C and that for
tumor size is shown in Figure S2.

days demonstrated that this compound caused marked
accumulation of cells at G2/M as well as >4N DNA
content in all three GIST cell lines (Figure 3).
We next analyzed the effect of MLN8237 on
the p53 pathway. As shown in Figure 4, treatment
with this compound dose-dependently up-regulated
the expression of p21 in all three GIST cell lines. In
GIST48 and GIST430 cells, there was also a dosedependent up-regulation of p53 expression. GIST882
is a p53-negative cell line. (Figure 4). These findings
indicate that treatment with MLN8237 can increase the
expression of p21 and/or p53, which may contribute to
cell cycle arrest in GIST cell lines.

MLN8237 inhibits AURKA and induces mitotic
arrest in GIST cell lines
We used an in vitro model to test the possible use
of AURKA as a therapeutic target in GISTs. MLN8237
is a potent inhibitor of AURKA that reduces the activity
of AURKA in a variety of cancers [20–22]. We examined
whether MLN8237 inhibits the activation of AURKA
in GIST cells. Cell division in cultured GIST cells was
first synchronized by exposing the cells to nocodazole
for 16 hours. The cells were then treated with MLN8237
for 56 hours, after which phosphorylation of AURKA at
threonine 288 (pThr288) was measured by western blotting.
Decreased phosphorylation of AURKA was detected in
all MLN8237-treated GIST cells (Figure 2A). We also
demonstrated that all GIST cell lines treated with MLN8237
exhibited a dose-dependent increase in phosphorylation of
Histone H3 (phospho-Histone H3; pHisH3) at serine 10
(pSer10), an indicator of mitotic arrest [23](Figure 2B).

MLN8237 exerts a cytotoxic effect by inducing
apoptosis in both IM-sensitive and IM-resistant
GIST cell lines and acts synergistically with IM
We examined whether MLN8237 could exhibit
cytotoxic activity against GIST cell lines. As shown
in Figure 5, MLN8237 displayed cytotoxicity against
both IM-sensitive and IM-resistant GIST cells when
assessed by an MTT assay (Figure 5A), or by a trypan
blue exclusion assay (Figure 5B). A significant induction
of apoptosis in GIST cell lines was also detected by
co-staining with propidium iodide (PI) and fluorescein
isothiocyanate (FITC)-labeled Annexin V (Annexin
V-FITC) (Figure 5C).
We then explored the possible synergistic effects
of treatment with both MLN8237 and IM by using
a combination index (CI) assay [24]. A CI value <1
is defined as synergy. As shown in Figure 6, treating

MLN8237 induces G2/M arrest in GIST
cell lines with concomitant up-regulation
of p21 and/or p53
Because AURKA is a cell cycle regulatory protein,
we then explored the effects of MLN8237 on cell cycle
progression in GIST cell lines. Flow cytometry analysis
of DNA content in cells treated with MLN8237 for six
www.impactjournals.com/oncotarget
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Table 2: Prognostic factors for overall survival based on univariate analyses and final
multivariate model
Univariate Analysis
Factors

Total No. of
No. Events

5-Year
OS (%)

Multivariate Analysis

Cumulative Log-Rank
Hazard Ratio
P

P

Hazard Ratio
(95% CI)

Age
  < 65

71

22

68.1

1

  > 65

28

19

36.8

3.28

  Male

64

26

60.4

1

  Female

35

15

57.4

1.126

  0,1

83

30

67

1

  2,3

16

11

0

4667

  Exon9

17

7

60..8

1

  Exon11

64

28

59.4

1.24

  Wild type

11

5

51.1

1.349

  < 11.5

54

18

68.7

1

  ≥ 11.5

45

23

49.2

1.941

  < 12

54

23

52.8

1

  ≥ 12

45

19

63

0.752

  < 36

48

23

49.9

1

  ≥ 36

51

21

63.2

0.684

  < 80

22

10

56.2

1

  ≥ 80

77

33

57.8

0.90

  < 150000

10

6

32.4

1

  ≥ 150000

89

35

60.3

2.98

  < 3.5

34

19

44.2

1

  ≥ 3.5

65

21

68.1

0.494

  ≤ 1.2

78

27

62.2

1

  > 1.2

21

13

45.5

1.899

1
<0.001

0.118

2.718 (0.775–9.526)

Sex
0.726

ECOG
1
<0.001

0.082 3.082 (0.866–10.978)

Genetic status

0.848

Sum of tumor, cm
1
0.037

0.039

3.228 (1.14–12.177)

Hemoglobin
(g/dL)
0.378

HCT (%)
0.242

MCV (fL)
0.782

Platelet (/μL)
1
0.011

0.695

1.386 (0.271–7.096)

Albumin (g/dL)
1
0.05

0.094

0.408 (0.143–1.165)

INR
0.158
(Continued)
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Univariate Analysis
Factors

Total No. of
No. Events

5-Year
OS (%)

Multivariate Analysis

Cumulative Log-Rank
Hazard Ratio
P

P

Hazard Ratio
(95% CI)

BUN (mg/dL)
  ≤ 21

86

34

60.8

1

  > 21

13

9

35

1.985

  ≤ 1.03

62

27

55.9

1

  > 1.03

37

15

61.3

0.954

  < 34

80

28

65.6

1

  ≥ 34

19

14

31.3

2.58

  < 36

83

35

59.7

1

  ≥ 36

16

8

45.8

1.212

  < 94

77

30

59.7

1

  ≥ 94

22

12

57

1.413

  < 1.0

78

31

61.1

1

  ≥ 1.0

21

10

44.5

1.286

  < 139

42

25

44.1

1

  ≥ 139

57

18

67.2

0.437

  ≤ 4

38

18

49.3

1

  > 4

61

25

62.3

0.827

  < 60

52

11

83

1

  > 60

47

30

31.1

6.748

  CR/PR

64

23

63.8

1

  SD

24

8

71

1.015

  PD

11

10

13.6

5.95

0.109

Creatinine (mg/
dL)
0.887

AST (U/L)
1
0.006

0.9

1.073 (0.360-3.196)

ALT (U/L)
0.648

ALK-P (U/L)
0.374

Bil (T)
0.54

Sodium (mEq/L)
1
0.02

0.058

0.348 (0.117-1.036)

Potassium
(mEq/L)
0.601

AURKA
1
<0.001

0.002

9.319(2.320-37.428)

Response
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Figure 2: MLN8237 inhibits AURKA and induces mitotic arrest in gastrointestinal stromal tumor (GIST) cell lines. (A) Immunoblotting

with an anti-phospho-Aurora A (Thr288) antibody revealed inhibition of AURKA autophosphorylation in GIST cell lines synchronized by
exposure to nocodazole and then treated with MLN8237. (B) Immunoblotting of three AURKA-expressing GIST cell lines with an antiphospho-HistoneH3 (Ser10) (pHisH3) antibody revealed a dose-dependent induction of pHisH3 after treatment with MLN8237 for six days.

Figure 3: MLN8237 induces G2/M arrest in gastrointestinal stromal tumor (GIST) cell lines. The DNA profiles of GIST882, GIST48, and

GIST430 cells treated with dimethyl sulphoxide (DMSO) or MLN8237 for six days were evaluated by flow cytometry. The percentages of
cells in the sub-G1, G0/G1, S, and G2/M phases, as well as the percentage of cells with a DNA content >4N are shown in different colors.

GIST882 cells with different doses of MLN8237 and a
fixed dose of IM revealed that MLN8237 did not synergize
with IM except at a relatively high dose. On the other hand,
in GIST48 and GIST430 cells, synergy between MLN8237
and IM was observed at all doses tested. These results
indicate that MLN8237 can act synergistically with IM in
GIST cells, especially in those resistant to IM.
www.impactjournals.com/oncotarget

MLN8237 induces cellular senescence in GIST
cell lines
Inhibition of AURKA may induce senescence in
cells. To examine whether senescence occurred in GIST
cells following treatment with MLN8237, a senescenceassociated β-galactosidase (SA-β-gal) assay was performed
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Figure 4: Molecular changes induced by MLN8237 in the p53 pathway were determined by western blotting using gastrointestinal stromal
tumor (GIST) cell lines. MLN8237 induced a dose-dependent increase in the expression of p21 in all three cell lines. Dose-dependent
up-regulation of p53 could also be seen in GIST48 and GIST430 cells. GIST882 is a p53-negative cell line.

Figure 5: Treatment with MLN8237 inhibits AURKA and results in growth inhibition and apoptosis in gastrointestinal stromal tumor
(GIST) cell lines. The viability of GIST882, GIST48, and GIST430 cells after treatment with various concentration of MLN8237 (MLN)
for six days was measured with (A) the TACS™ MTT cell proliferation assay (expressed as a percentage of viability under controlled
culture conditions) and (B) a trypan blue exclusion assay (expressed as viable cell number). (C) Apoptosis assay. Three GIST cell lines
were treated with various concentration of MLN8237 (MLN) for six days. The percentage of apoptotic cells was determined using Annexin
V-FITC/propidium iodide (PI) staining. All data represent the mean ± SD of three independent experiments. *P < 0.05.
www.impactjournals.com/oncotarget
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Figure 6: The viability of GIST882, GIST48, and GIST430 cells treated with MLN8237 (MLN) in combination with imatinib (IM) for

six days was measured with the TACS™ MTT cell proliferation assay (expressed as a percentage of viability under controlled culture
conditions). All data represent the mean ± SD of three independent experiments. *A combination index (CI) < 1.0 indicates a synergistic
effect.

profiling data of GISTs) [17] and Lagarde et al. (by using
the CINSARC signature) [18] have determined that genes
involved in the progression or regulation of the cell cycle
were strongly associated with the risk of GISTs recurrence.
Most interestingly, the findings of Shan et al., our group,
and Lagarde et al. highlight the important role of AURKA
in the pathogenesis of ULMS and GISTs [17, 18, 27].
AURKA plays a key role in the regulation of cell
cycle progression [28]. This protein is overexpressed in
a wide range of tumors and is considered an unfavorable
prognostic factor [29–32]. In addition, the ability of
AURKA to transform has also been shown in several
types of cells [33]. Most importantly, several inhibitors
of AURKA are currently being tested in clinical-phase
studies [34]. Therefore, we investigated the potential of
AURKA inhibitors for use as therapeutic agents in the
treatment of GISTs.
MLN8237 is an AURKA inhibitor whose antitumor activity has been confirmed in a variety of cancers
[20–22, 35]; furthermore, it has been tested in phase I
clinical trials [36, 37]. In this study, we demonstrated that
MLN8237 inhibited activation of AURKA (Figure 2A)
with resultant mitotic inhibition, as reflected by increased
expression of pHisH3 [23] (Figure 2B) in all three cell
lines tested. In addition, we found that incubating GIST
cells with MLN8237 consistently induced G2/M cell
cycle arrest (Figure 3). Our study also revealed the ability
of MLN8237 to inhibit cell growth and proliferation,
as well as induce apoptosis, in both IM-sensitive and
IM-resistant GIST cells (Figure 5). Finally, MLN8237
exerted synergistic cytotoxicity with IM in GIST
cells (Figure 6). These findings are similar to those of
investigators studying other types of tumors [20–22]. It
is interesting to note that the cytotoxicity of MLN8237
could only be detected after six days of treatment. One
possible explanation for this finding is that the doubling
time of GIST cell lines is relatively longer than that of
other sarcoma cell lines. It is also interesting to note that
MLN8237 treatment up-regulated the expression of p21

in GIST48 cells after being treated with MLN8237 for
six days. MLN8237 treatment significantly increased
SA-β-gal activity in GIST cells (Figure 7A and 7B).
Furthermore, administration of MLN8237 also increased
the expression of DEC1 (Figure 7C) and DcR2 (Figure
7D), two well-known senescence biomarkers [25, 26], in
a dose-dependent manner, while the levels of phospho-p70
S6 kinase remained steady. As measured by quantitative
reverse transcription-polymerase chain reaction (qRTPCR), the expression of interleukin 6 (IL-6), a cytokine
associated with the senescence-associated secretory
phenotype (SASP) [25, 26], was also up-regulated
in GIST48 cells treated with MLN8237 (Figure 7E).
Collectively, these results demonstrate that MLN8237
treatment induces senescence in GIST cells.

DISCUSSION
In this study, we found that overexpression of AURKA
was an independent poor prognostic factor for both PFS
and OS among 99 patients with advanced GISTs who were
treated with IM. In in vitro assays, the AURKA inhibitor
MLN8237 inhibited the growth of both IM-sensitive and
IM-resistant GIST cells in a concentration-dependent manner
and exerted synergistic cytotoxicity with IM. The inhibitory
effect of MLN8237 on GIST cells could be attributed to the
induction of G2/M arrest, apoptosis, and senescence.
In the past few years, several studies have shown that
genes involved in cell cycle regulation are important in the
pathogenesis of sarcoma. Chibon et al. have established
that CINSARC, a gene expression signature composed of
67 genes related to chromosome integrity, mitotic control,
and genome complexity, could predict metastasis outcome
in sarcoma [19]. Moreover, by comparing transcriptional
profiling data of uterine myometrium, leiomyoma, and
leiomyosarcoma (ULMS), Shan et al. discovered that 26
of the 50-most overexpressed genes in ULMS regulate
mitotic centrosome and spindle functions [27]. In GISTs,
both our group (by re-analyzing available expression
www.impactjournals.com/oncotarget

4080

Oncotarget

Figure 7: MLN8237 treatment induces cellular senescence in gastrointestinal stromal tumor (GIST) cell lines. (A) Representative

photomicrographs of GIST48 cells before and after MLN8237 treatment. Upper panel: images of cells after staining for senescenceassociated β-galactosidase (SA-β-gal) activity; lower panel: corresponding bright field images. Scale bar = 50 μm. Some SA-β-gal positive
cells are indicated by arrows. (B) Treating GIST48 cells with MLN8237 for six days dose-dependently increased SA-β-gal staining. (C)
Western blot analysis of phospho-p70 S6 kinase (p-p70S6K) and DEC1 expression relative to that of actin in GIST48 cells treated with
MLN8237. (D) Flow cytometric analysis of the expression of DcR2 in GIST48 cells treated with MLN8237 for six days. (E) Quantitative
reverse transcription-polymerase chain reaction (qRT-PCR) analysis of interleukin-6 (IL-6) expression relative to that of glyceraldehyde
3-phosphate dehydrogenase (GAPDH) in GIST48 cells treated with MLN8237. *P < 0.05.

(Figure 4). p21 has been shown to play a crucial role in G1
and G2 checkpoint control [38], and its role in MLN8237induced cell cycle arrest in GIST cells deserves further
investigation.
Furthermore, our studies determined that treatment
with MLN8237 induced cellular senescence in GIST
cells (Figure 7). Cell cycle arrest is not sufficient to cause
senescence. MLN8237 treatment inhibits AURKA, thus
causing cell cycle arrest (quiescence), but leaves the
proliferative signaling pathway (mTOR) intact (Figure 7C),
which could converts an arrest into senescence
(geroconversion) [39]. In this study, we demonstrated
that MLN8237 not only significantly increased SA- ß-gal
activity in GIST cells (Figure 7A and 7B), but also
induced expression of senescence biomarkers such as
DEC1, DcR2, and IL-6 (Figure 7C, 7D, and 7E) [25, 26].
Cellular senescence is an important phenotype resulting
www.impactjournals.com/oncotarget

from treatment with cell cycle inhibitors [40, 41], and
senescence-associated markers may become important
biomarkers for therapy with these compounds. The role
of senescence in the cytotoxic mechanism of these agents
awaits further clarification.
Several clinical factors e.g., age, performance status,
tumor size, and treatment response, were also identified
as prognostic factors among patients with advanced
GISTs. Among them, tumor size clearly was one of the
most important factors in predicting PFS and OS. In this
study, the size of the five largest lesions was measured and
defined by the RECIST criteria [42], and the sum of the
largest dimension was used as tumor size. Tumor size is
known to be associated with recurrence of localized GISTs
[14–16] and to be a prognostic factor for OS of patients with
advanced GISTs [7, 8, 10]. Treatment response was also an
independent prognostic factor for PFS, as expected [7, 8].
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In the MetaGIST study, several laboratory data
were shown to have prognostic significance, e.g.,
abnormal blood count and albumin level [10]. In this
study, platelet count and albumin level had prognostic
significance in predicting either OS or PFS by univariate
analysis. However, neither was an independent factor in
multivariate analysis. Interestingly, an elevated AST level
was an independent prognostic factor for OS; however,
the reason for this association remains unknown. The
mutation status of a patient failed to be a prognostic
factor, probably because of the limited number of
samples tested.
In conclusion, the current study showed that
the expression of AURKA was an independent poor
prognostic factor for both PFS and OS in patients with
advanced GISTs who were treated with IM. Inhibition
of AURKA with MLN8237 may represent a novel
therapeutic strategy for the treatment of advanced
GISTs.

Standard computed tomography (CT) imaging was
performed on each patient every three months for the
first three years and every six months for the following
two years to assess the patient’s response. Tumor size
was measured in at least five target lesions; the sum
of the largest dimension was used as an initial size
measurement as well as a response evaluation indicator,
as recommended by RECIST [42].

Immunohistochemical analysis of AURKA
expression in metastatic GISTs
To determine the expression of AURKA, a
4-μm section of each specimen was subjected to
immunohistochemical analysis. The primary antibody
against AURKA (rabbit anti-Aurora A polyclonal
antibody; NOVUS NB100-212) was diluted (1:1500)
and applied to the slides, which were then incubated
overnight at 4°C. The slides were then washed three times
for five minutes in TBST before visualization with the
DAKO LSAB2 System-HRP (No K0675, DAKO A/S,
Denmark). Control slides were incubated with secondary
antibody only. After washing three times for five minutes
in TBST, the slides were mounted. We used microscopy to
analyze the slides in a blinded fashion. The expression of
AURKA in GISTs was scored as either low (0%−29% and
30%−59% staining was scored as 0 or 1, respectively) or
high (60%−80% and 81%−100% staining was scored as 2
or 3, respectively) (Figure 1A).

Statement of translational relevance
Our previous studies revealed that AURKA
overexpression predicts recurrence in patients with
primary, surgically resected, gastrointestinal stromal
tumors (GISTs). In the current study, we determined
that overexpression of AURKA is also an independent
poor prognostic factor of both PFS and OS in patients
with advanced GISTs. By using an in vitro model, we
also determined that MLN8237, an AURKA inhibitor,
inhibits growth of both IM-sensitive and IM-resistant
GIST cells and exerts synergistic cytotoxicity with IM.
The mechanism of inhibition could be attributed to the
induction of G2/M arrest, apoptosis, and senescence.
The role of AURKA as a potential therapeutic target
for GISTs should be further explored in in vivo models
as well as in clinical trials. Cellular senescence is an
important phenotype resulting from treatment with cell
cycle inhibitors, and senescence-associated markers may
become important biomarkers for therapy with these
compounds.

Statistical and survival analysis
PFS was defined as the length of time with no
progression after administration of IM. OS was defined as
survival after the administration of IM. All patients were
followed until death or December 2010. The correlations
between clinicopathological variables and AURKA
expression were analyzed by the χ2 or Fisher’s exact tests.
Survival was estimated with the Kaplan-Meier method and
the log-rank test was used to compare the survival curves.
Univariate and multivariate (stepwise forward conditional
method) Cox regression analyses were used to determine
the prognostic significance of clinicopathological factors
and AURKA expression. A P value of <0.05 was regarded
as statistically significant in two-sided tests. The SPSS
software (version 13.00, SPSS, Chicago, IL, USA) was
used for all statistical analyses.

PATIENTS AND METHODS
Analysis of 99 patients with metastatic GISTs
who received imatinib
The study protocol for the collection of tumor
samples and clinical information was approved by the
institutional review board, and patients provided written
informed consent authorizing the collection and use of
their tumor samples for research purposes. Only patients
with histologically confirmed metastatic GISTs that
expressed the CD117 antigen were eligible. All patients
were treated with 400 mg of IM as first-line therapy.
www.impactjournals.com/oncotarget

Cell lines and reagents
All three GIST cell lines (GIST882, GIST48, and
GIST430) were kindly provided by Dr. JA Fletcher.
The mutation status of the KIT gene in these cell lines
has been previously described [43]. GIST882 is an
IM-sensitive cell line with a homozygous missense
mutation in exon 13 of KIT (K642E) [44]. The GIST430
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5-diphenyltetrazolium bromide (MTT) assay

line, which harbors a primary, heterozygous, inframe
deletion in exon 11 and a secondary, heterozygous,
missense mutation in exon 13 in KIT, and the GIST48
line, which harbors a primary, heterozygous, missense
mutation in exon 11 and a secondary, heterozygous,
missense mutation in exon 17 in KIT, are both relatively
IM-resistant [43]. MLN8237, an AURKA-selective
inhibitor, was purchased from Selleck Chemicals. It
was dissolved in dimethyl sulfoxide (DMSO) to a stock
concentration of 10 mM. Nocodazole was purchased
from Sigma-Aldrich (CAS Number 31430-18-9). The
following antibodies were used for immunoblotting: antiAurora A/AIK (#3092; 1:1000), anti-phospho-Aurora A
(Thr288) (#3079; 1:500), anti-phospho-HistoneH3 (Ser10)
(pHisH3) (#9701; 1:1000), anti-p53 (#2524; 1:1000), and
anti-phospho-p70 S6 Kinase (#9205; 1:500), all from
Cell Signaling Technology; anti-p21 (sc-817; 1:1000)
and anti-DEC1 (sc-101023; 1:500), both from Santa Cruz
Biotechnology; and anti-actin (ABS 24-100; 1:50000).

The viability of the cells was measured with the
TACS™ MTT cell proliferation assay (TREVIGEN
systems) in accordance with the manufacturer's instructions.
Briefly, cells were plated in 96-well plates at a concentration
of 2000–20000 cells/100 μl/well. The next day, drugs were
added at different concentrations; all experiments were
performed in triplicate. The plates were incubated for six
days at 37°C. Then, 10 μl of the MTT solution was added
to each well and the plates were incubated for an additional
four hours at 37°C. Then, a detergent solution (200 μl/
well) was added and mixed thoroughly to dissolve the
dark-blue crystals. The absorbance of the converted dye
was measured spectrophotometrically with a microplate
reader (Vmax, Molecular Devices, Sunnyvale, CA, USA)
at 570 nm (test) and 650 nm (reference). Cell survival was
calculated as the percentage of MTT inhibition as follows:
% survival = (mean experimental absorbance/mean control
absorbance) x 100 [46].
The possible synergistic effect of MLN8237 and
IM was analyzed with the CalcuSyn software program
(Biosoft, Ferguson, MO, USA), which is based on the
Chou and Talalay method [24]. The combination index (CI)
was calculated with CalcuSyn software. For the CI, a value
>1 is defined as antagonism, equal to 1 as additivity, and
<1 as synergy. The experiment was performed in triplicate.

Western blotting
Monolayers of cultured cells were rinsed with
phosphate-buffered saline (PBS) and scraped into lysis
buffer (25 mM TrisHCl, pH 7.6, 150 mM NaCl, 1%
NP-40, 1% sodium deoxycholate, and 0.1% SDS
[Thermo]) containing a protease and phosphatase inhibitor
cocktail (1:100 dilution; Thermo). The lysates were
incubated for 30 minutes at 4°C and then clarified by
centrifugation for 30 minutes at 13200 r.p.m. at 4°C. The
protein concentrations of the supernatants were determined
with the Pierce BCA Protein Assay Kit (Thermo). Protein
extracts (20–50 µg per lane) were electrophoretically
separated on sodium dodecyl sulfate–polyacrylamide
gels, transferred to polyvinylidene fluoride membranes
(Millipore), and incubated with specific antibodies. The
immunoreactive bands were detected with an enhanced
chemiluminescence system (Millipore) and X-ray films.

Trypan blue exclusion assay
The viability of the cells was also measured with
a trypan blue exclusion assay as previously described
[47]. GIST cells were seeded at 5 x 104 cells/well in
24-well plates. The next day, a variable concentration of
MLN8237 was added to each well and the plates were
incubated at 37°C for six days. All experiments were
performed in triplicate. Then the cells were trypsinized
and mixed with trypan blue. Viable cells have intact cell
membranes; thus, trypan blue is not absorbed, but dead
cells do absorb it. We counted the number of viable cells
with a light microscope.

Cell cycle analysis
Cell cycle analysis was performed by flow
cytometry, as previously described [45]. Briefly, cells
were trypsinized, washed twice with PBS, and fixed
in 70% ethanol at -20°C for two hours. The fixed cells
were then washed twice with cold PBS and suspended in
420 μl of PBS. Next, 50 μl of 10 mg/ml RNase A (Sigma)
was added and the samples were incubated at 37°C for 30
minutes. Then 20 μl of 0.2 mg/ml PI was added and the
cells were incubated at room temperature for 10 minutes.
Flow cytometry was performed on a FACS Calibur
(Becton Dickinson and Co., Oxford, CA, USA) and the
relative DNA content was determined on the basis of the
intensity of the red fluorescence. The percentage of cells
in each phase of the mitotic cell cycle was calculated with
the CellQuest software (Becton Dickinson & Co.).
www.impactjournals.com/oncotarget

Detection of apoptosis
Drug-induced apoptosis was measured with
the Annexin V-FITC Apoptosis Detection Kit (BD
Pharmingen, San Diego, CA, USA). After treatment with
MLN8237, the cells were washed once with 1x PBS and
resuspended in 100 μl of staining solution (containing
Annexin V-FITC and PI in a HEPES buffer). After being
incubated at room temperature for 15 minutes, the cells
were diluted in 1x Annexin V–binding buffer and the
percentage of apoptotic cells was determined by flow
cytometry FACS Calibur (Becton Dickinson and Co.,
Oxford, CA, USA) [48].
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SA-β-gal activity was detected with the Cellular
Senescence Assay Kit (Millipore) as described in the
manufacturer’s instructions. GIST48 cells were treated
with MLN8237 for six days. The adherent cells were fixed
and stained with X-gal in a staining solution at pH 6.0.
The cells were washed twice with 1x PBS. The percentage
of SA-β-gal-positive cells (the number of positive cells
relative to the total number of cells) was quantified by
counting 100 cells in three randomly chosen fields per dish
with an OLYMPUS IX51.

Analysis of DcR2 expression by flow cytometry
Flow cytometry was used to detect the expression of
DcR2. After MLN8237 treatment, the cells were washed
twice with 1x PBS and then incubated with Alexa Fluor
488-labeled anti-DcR2 (R&D Systems, Minneapolis, MN,
USA) for 30 minutes on a shaker at room temperature.
The cells were washed twice with 1x PBS and then
resuspended in 1x PBS. The mean of the fluorescence
intensity on the cell surface was determined by flow
cytometry FACS Calibur (Becton Dickinson and Co.,
Oxford, CA, USA).

CONFLICT OF INTEREST
None declared.

REFERENCE
1. Tran T, Davila JA and El-Serag HB. The epidemiology of
malignant gastrointestinal stromal tumors: an analysis of
1,458 cases from 1992 to 2000. Am J Gastroenterol. 2005;
100(1):162–168.

Analysis of IL-6 expression with qRT-PCR

2. Miettinen M and Lasota J. Gastrointestinal stromal tumors:
review on morphology, molecular pathology, prognosis,
and differential diagnosis. Arch Pathol Lab Med. 2006;
130(10):1466–1478.

Total RNAs were isolated from the GIST 48 cells
with TRIzol® Reagent (Invitrogen) in accordance with
the manufacturer's instructions. Reverse transcription was
performed with 1 μg RNA with the SuperScript® III FirstStrand Synthesis System for RT-PCR (Invitrogen). The
mRNA copy number for both IL-6 and glyceraldehyde
3-phosphate dehydrogenase (GAPDH) was determined by
qRT-PCR with Maxima SYBR Green/ROX qPCR Master
Mix (Thermo Scientific) and a LightCycler® 480 System
(Roche). The primer sequences used in the qRT-PCRs were
as follows: IL-6 (F), 5’ CATTTGTGGTTGGGTCAGG 3’;
IL-6 (R), 5’AGTGAGGAACAAGCCAGAGC 3’; GAPDH
(F) 5’, GCCAAGGTCATCCATGACAACT 3’; GAPDH
(R), 5’GAGGGGCCATCCACAGTCTT 3’ [26]. The cycling
conditions were as follows: 95˚C for five minutes and then
45 cycles of 95˚C for 30 seconds, 55˚C for 30 seconds,
and 72˚C for 40 seconds. The gene expression levels were
calculated as described previously [49].

3. Reith JD, Goldblum JR, Lyles RH and Weiss SW. Extra
gastrointestinal (soft tissue) stromal tumors: an analysis of
48 cases with emphasis on histologic predictors of outcome.
Mod Pathol. 2000; 13(5):577–585.
4. Kindblom LG, Remotti HE, Aldenborg F and MeisKindblom JM. Gastrointestinal pacemaker cell tumor
(GIPACT): gastrointestinal stromal tumors show phenotypic characteristics of the interstitial cells of Cajal.
Am J Pathol. 1998; 152(5):1259–1269.
5. Hirota S, Isozaki K, Moriyama Y, Hashimoto K, Nishida T,
Ishiguro S, Kawano K, Hanada M, Kurata A, Takeda M,
Muhammad TG, Matsuzawa Y, Kanakura Y, Shinomura Y
and Kitamura Y. Gain-of-function mutations of c-kit in
human gastrointestinal stromal tumors. Science. 1998;
279(5350):577–580.

ACKNOWLEDGMENTS

6. Heinrich MC, Corless CL, Duensing A, McGreevey L,
Chen CJ, Joseph N, Singer S, Griffith DJ, Haley A, Town A,
Demetri GD, Fletcher CD and Fletcher JA. PDGFRA
activating mutations in gastrointestinal stromal tumors.
Science. 2003; 299(5607):708–710.

We would like to thank Novartis Co. Ltd (Taiwan)
for financial support of the genetic analysis of the
GISTs. This work was supported by grants from the
Department of Health in Taiwan (Center of Excellence
for Cancer Research at Taipei Veterans General Hospital,
grant numbers DOH99-TD-C-111-007 and DOH100TD-C-111-007 and the National Research Program for
Biopharmaceuticals, grant number DOH100-TD-PBwww.impactjournals.com/oncotarget

7. Blanke CD, Demetri GD, von MM, Heinrich MC, Eisenberg B,
Fletcher JA, Corless CL, Fletcher CD, Roberts PJ, Heinz D,
Wehre E, Nikolova Z and Joensuu H. Long-term results from
a randomized phase II trial of standard- versus higher-dose
imatinib mesylate for patients with unresectable or metastatic
4084

Oncotarget

gastrointestinal stromal tumors expressing KIT. J Clin Oncol.
2008; 26(4):620–625.

18. Lagarde P, Perot G, Kauffmann A, Brulard C, Dapremont V,
Hostein I, Neuville A, Wozniak A, Sciot R, Schoffski P,
Aurias A, Coindre JM, biec-Rychter M and Chibon F.
Mitotic checkpoints and chromosome instability are strong
predictors of clinical outcome in gastrointestinal stromal
tumors. Clin Cancer Res. 2012; 18(3):826–838.

8. Yeh CN, Chen YY, Tseng JH, Chen JS, Chen TW, Tsai CY,
Cheng CT, Jan YY and Chen MF. Imatinib Mesylate for
Patients with Recurrent or Metastatic Gastrointestinal
Stromal Tumors Expressing KIT: A Decade Experience
from Taiwan. Transl Oncol. 2011; 4(6):328–335.

19. Chibon F, Lagarde P, Salas S, Perot G, Brouste V, Tirode F,
Lucchesi C, de RA, Kauffmann A, Bui B, Terrier P, Bonvalot S,
Le CA, Vince-Ranchere D, Blay JY and Collin F, et al.
Validated prediction of clinical outcome in sarcomas and
multiple types of cancer on the basis of a gene expression
signature related to genome complexity. Nat Med. 2010;
16(7):781–787.

9. Heinrich MC, Corless CL, Blanke CD, Demetri GD, Joensuu H,
Roberts PJ, Eisenberg BL, von MM, Fletcher CD,
Sandau K, McDougall K, Ou WB, Chen CJ and Fletcher JA.
Molecular correlates of imatinib resistance in gastrointestinal
stromal tumors. J Clin Oncol. 2006; 24(29):4764–4774.
10. Comparison of two doses of imatinib for the treatment of
unresectable or metastatic gastrointestinal stromal tumors:
a meta-analysis of 1,640 patients. J Clin Oncol. 2010;
28(7):1247–1253.

20. Gorgun G, Calabrese E, Hideshima T, Ecsedy J, Perrone G,
Mani M, Ikeda H, Bianchi G, Hu Y, Cirstea D, Santo L,
Tai YT, Nahar S, Zheng M, Bandi M and Carrasco RD,
et al. A novel Aurora-A kinase inhibitor MLN8237 induces
cytotoxicity and cell-cycle arrest in multiple myeloma.
Blood. 2010; 115(25):5202–5213.

11. Heinrich MC, Maki RG, Corless CL, Antonescu CR,
Harlow A, Griffith D, Town A, McKinley A, Ou WB,
Fletcher JA, Fletcher CD, Huang X, Cohen DP, Baum CM
and Demetri GD. Primary and secondary kinase genotypes
correlate with the biological and clinical activity of sunitinib in imatinib-resistant gastrointestinal stromal tumor.
J Clin Oncol. 2008; 26(33):5352–5359.

21. Kelly KR, Ecsedy J, Medina E, Mahalingam D,
Padmanabhan S, Nawrocki ST, Giles FJ and Carew JS.
The novel Aurora A kinase inhibitor MLN8237 is active
in resistant chronic myeloid leukaemia and significantly
increases the efficacy of nilotinib. J Cell Mol Med. 2011;
15(10):2057–2070.

12. Demetri GD, van Oosterom AT, Garrett CR, Blackstein ME,
Shah MH, Verweij J, McArthur G, Judson IR, Heinrich MC,
Morgan JA, Desai J, Fletcher CD, George S, Bello CL,
Huang X and Baum CM, et al. Efficacy and safety of sunitinib
in patients with advanced gastrointestinal stromal tumour after
failure of imatinib: a randomised controlled trial. Lancet.
2006; 368(9544):1329–1338.

22. Qi W, Cooke LS, Liu X, Rimsza L, Roe DJ, Persky AM,
Miller TP and Mahadevan D. Aurora inhibitor MLN8237
in combination with docetaxel enhances apoptosis and
anti-tumor activity in mantle cell lymphoma. Biochem
Pharmacol. 2011; 81(7):881–890.
23. Gautschi O, Heighway J, Mack PC, Purnell PR, Lara PN Jr
and Gandara DR. Aurora kinases as anticancer drug targets.
Clin Cancer Res. 2008; 14(6):1639–1648.

13. Demetri GD, Reichardt P, Kang YK, Blay JY, Rutkowski P,
Gelderblom H, Hohenberger P, Leahy M, von MM, Joensuu H,
Badalamenti G, Blackstein M, Le CA, Schoffski P,
Maki RG and Bauer S, et al. Efficacy and safety of regorafenib for advanced gastrointestinal stromal tumours after
failure of imatinib and sunitinib (GRID): an international,
multicentre, randomised, placebo-controlled, phase 3 trial.
Lancet. 2013; 381(9863):295–302.

24. Chou TC and Talalay P. Quantitative analysis of dose-effect
relationships: the combined effects of multiple drugs or
enzyme inhibitors. Adv Enzyme Regul. 1984; (22):27–55.
25. Ewald JA, Desotelle JA, Wilding G and Jarrard DF.
Therapy-induced senescence in cancer. J Natl Cancer Inst.
2010; 102(20):1536–1546.

14. Fletcher CD, Berman JJ, Corless C, Gorstein F, Lasota J,
Longley BJ, Miettinen M, O’Leary TJ, Remotti H, Rubin BP,
Shmookler B, Sobin LH and Weiss SW. Diagnosis of gastrointestinal stromal tumors: A consensus approach. Hum
Pathol. 2002; 33(5):459–465.

26. Zhu Y, Xu L, Zhang J, Hu X, Liu Y, Yin H, Lv T, Zhang H,
Liu L, An H, Liu H, Xu J and Lin Z. Sunitinib induces cellular senescence via p53/Dec1 activation in renal cell carcinoma cells. Cancer Sci. 2013; 104(8):1052–1061.

15. Joensuu H. Risk stratification of patients diagnosed
with gastrointestinal stromal tumor. Hum Pathol. 2008;
39(10):1411–1419.

27. Shan W, Akinfenwa PY, Savannah KB, Kolomeyevskaya N,
Laucirica R, Thomas DG, Odunsi K, Creighton CJ, Lev DC
and Anderson ML. A small-molecule inhibitor targeting the
mitotic spindle checkpoint impairs the growth of uterine leiomyosarcoma. Clin Cancer Res. 2012; 18(12):3352–3365.

16. Miettinen M and Lasota J. Gastrointestinal stromal tumors:
pathology and prognosis at different sites. Semin Diagn
Pathol. 2006; 23(2):70–83.

28. Marumoto T, Zhang D and Saya H. Aurora-A - a guardian
of poles. Nat Rev Cancer. 2005; 5(1):42–50.

17. Yen CC, Yeh CN, Cheng CT, Jung SM, Huang SC, Chang TW,
Jan YY, Tzeng CH, Chao TC, Chen YY, Yang CY,
Ho CL and Fletcher JA. Integrating bioinformatics and clinicopathological research of gastrointestinal stromal tumors:
identification of aurora kinase A as a poor risk marker. Ann
Surg Oncol. 2012; 19(11):3491–3499.
www.impactjournals.com/oncotarget

29. Li D, Zhu J, Firozi PF, Abbruzzese JL, Evans DB, Cleary K,
Friess H and Sen S. Overexpression of oncogenic STK15/
BTAK/Aurora A kinase in human pancreatic cancer. Clin
Cancer Res. 2003; 9(3):991–997.

4085

Oncotarget

30. Wong FH, Huang CY, Su LJ, Wu YC, Lin YS, Hsia JY,
Tsai HT, Lee SA, Lin CH, Tzeng CH, Chen PM, Chen YJ,
Liang SC, Lai JM and Yen CC. Combination of microarray
profiling and protein-protein interaction databases delineates the minimal discriminators as a metastasis network
for esophageal squamous cell carcinoma. Int J Oncol. 2009;
34(1):117–128.

40. Rader J, Russell MR, Hart LS, Nakazawa MS, Belcastro LT,
Martinez D, Li Y, Carpenter EL, Attiyeh EF, Diskin SJ, Kim S,
Parasuraman S, Caponigro G, Schnepp RW, Wood AC
and Pawel B, et al. Dual CDK4/CDK6 inhibition induces
cell-cycle arrest and senescence in neuroblastoma. Clin
Cancer Res. 2013; 1922:6173–6182.
41. Leontieva OV, Demidenko ZN and Blagosklonny MV.
MEK drives cyclin D1 hyperelevation during geroconversion. Cell Death Differ. 2013; 20(9):1241–1249.

31. Jeng YM, Peng SY, Lin CY and Hsu HC. Overexpression
and amplification of Aurora-A in hepatocellular carcinoma.
Clin Cancer Res. 2004; 10(6):2065–2071.
32. Sen S, Zhou H, Zhang RD, Yoon DS, Vakar-Lopez F, Ito S,
Jiang F, Johnston D, Grossman HB, Ruifrok AC, Katz RL,
Brinkley W and Czerniak B. Amplification/overexpression
of a mitotic kinase gene in human bladder cancer. J Natl
Cancer Inst. 2002; 94(17):1320–1329.

42. Eisenhauer EA, Therasse P, Bogaerts J, Schwartz LH,
Sargent D, Ford R, Dancey J, Arbuck S, Gwyther S,
Mooney M, Rubinstein L, Shankar L, Dodd L, Kaplan R,
Lacombe D and Verweij J. New response evaluation criteria
in solid tumours: revised RECIST guideline (version 1.1).
Eur J Cancer. 2009; 45(2):228–247.

33. Vader G and Lens SM. The Aurora kinase family in
cell division and cancer. Biochim Biophys Acta. 2008;
1786(1):60–72.

43. Bauer S, Yu LK, Demetri GD and Fletcher JA. Heat shock
protein 90 inhibition in imatinib-resistant gastrointestinal
stromal tumor. Cancer Res. 2006; 66(18):9153–9161.

34. Keen N and Taylor S. Aurora-kinase inhibitors as anticancer agents. Nat Rev Cancer. 2004; 4(12):927–936.

44. Tuveson DA, Willis NA, Jacks T, Griffin JD, Singer S,
Fletcher CD, Fletcher JA and Demetri GD. STI571
inactivation of the gastrointestinal stromal tumor c-KIT
oncoprotein: biological and clinical implications. Oncogene.
2001; 20(36):5054–5058.

35. Sehdev V, Katsha A, Ecsedy J, Zaika A, Belkhiri A and
El-Rifai W. The combination of alisertib, an investigational
Aurora kinase A inhibitor, and docetaxel promotes cell
death and reduces tumor growth in preclinical cell models
of upper gastrointestinal adenocarcinomas. Cancer. 2013;
119(4):904–914.

45. Pozarowski P and Darzynkiewicz Z. Analysis of cell cycle
by flow cytometry. Methods Mol Biol. 2004; 281:301–311.
46. Mosmann T. Rapid colorimetric assay for cellular growth
and survival: application to proliferation and cytotoxicity
assays. J Immunol Methods. 1983; 65(1–2):55–63.

36. Dees EC, Cohen RB, von MM, Stinchcombe TE, Liu H,
Venkatakrishnan K, Manfredi M, Fingert H, Burris HAIII
and Infante JR. Phase I study of aurora A kinase inhibitor
MLN8237 in advanced solid tumors: safety, pharmacokinetics, pharmacodynamics, and bioavailability of two oral
formulations. Clin Cancer Res. 2012; 18(17):4775–4784.

47. Schmit TL, Nihal M, Ndiaye M, Setaluri V, Spiegelman VS
and Ahmad N. Numb regulates stability and localization of
the mitotic kinase PLK1 and is required for transit through
mitosis. Cancer Res. 2012; 72(15):3864–3872.

37. Cervantes A, Elez E, Roda D, Ecsedy J, Macarulla T,
Venkatakrishnan K, Rosello S, Andreu J, Jung J,
Sanchis-Garcia JM, Piera A, Blasco I, Manos L, Perez-Fidalgo
JA, Fingert H and Baselga J, et al. Phase I pharmacokinetic/
pharmacodynamic study of MLN8237, an investigational, oral,
selective aurora a kinase inhibitor, in patients with advanced
solid tumors. Clin Cancer Res. 2012; 18(17):4764–4774.

48. Pozarowski P, Grabarek J and Darzynkiewicz Z. Flow
cytometry of apoptosis. Curr Protoc Cell Biol. 2004;
Chapter 18 Unit.
49. Muller-Tidow C, Metzger R, Kugler K, Diederichs S, Idos G,
Thomas M, Dockhorn-Dworniczak B, Schneider PM,
Koeffler HP, Berdel WE and Serve H. Cyclin E is the only
cyclin-dependent kinase 2-associated cyclin that predicts
metastasis and survival in early stage non-small cell lung
cancer. Cancer Res. 2001; 61(2):647–653.

38. Cazzalini O, Scovassi AI, Savio M, Stivala LA and Prosperi
E. Multiple roles of the cell cycle inhibitor p21(CDKN1A)
in the DNA damage response. Mutat Res. 2010; 704
(1–3):12–20.
39. Blagosklonny MV. Cell cycle arrest is not yet senescence,
which is not just cell cycle arrest: terminology for TORdriven aging. Aging (Albany NY). 2012; 4(3):159–165.

www.impactjournals.com/oncotarget

4086

Oncotarget

