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ABSTRACT

Enhanced chemoresistance is, among other factors, believed to be responsible for
treatment failure and tumor relapse in patients with epithelial ovarian cancer (EOC).
Here, we exposed EOC cells to interleukin-6 (IL-6) to activate oncogenic STAT3, which
directly repressed miR-204 via a conserved STAT3-binding site near the TRPM3 promoter
region upstream of miR-204. Repression of miR-204 was required for IL-6-induced
cisplatin (cDDP) resistance. Furthermore, we identified the IL-6 receptor (IL-6R), which
mediates IL-6-dependent STAT3 activation, as a direct miR-204 target. Importantly, the
resulting IL-6R/STAT3/miR-204 feedback loop was identified in patients with EOC, and
its activity correlated with chemosensitivity. Moreover, exogenous miR-204 blocked this
circuit and enhanced cDDP sensitivity both in vitro and in vivo by inactivating IL-6R/
STAT3 signaling and subsequently decreasing the expression of anti-apoptotic proteins.
Our findings illustrate the function of this feedback loop in cDDP-based therapy and
may offer a broadly useful approach to improve EOC therapy.

those arising in the absence of chronic inflammation, are
accepted to contain an inflammatory microenvironment
[6]. The role for inflammation in ovarian carcinogenesis
was first proposed in the ‘incessant ovulation theory’ [7].
Specifically, the rupture of the ovarian surface epithelium
induces an inflammatory reaction that leads to cell damage
and proliferation, enhances the potential for aberrant DNA
repair, inactivates tumor-suppressor genes, and results in
subsequent mutagenesis [8]. Interleukin-6 (IL-6), a pro-
inflammatory cytokine produced by several types of

INTRODUCTION

Patients with epithelial ovarian cancer (EOC)
typically present with advanced disease often relapse,
even with optimal debulking and response to adjuvant
chemotherapy. However, the mechanisms underlying the
chemoresistance and relapse of EOC are poorly understood
[1]. Nevertheless, a growing body of evidence suggests
that inflammation, promoted chemoresistance [2, 3].
Inflammation was a biological process that was initiated

upon injury to remove harmful stimuli and to initiate a
healing process [4] However, prolonged inflammation
may be harmful to the organism and promote chronic
disease, including cancer. For example, approximately
25% of cancers are due to chronic infection or other types
of chronic inflammation [5]. Currently, solid tumors, even

immune cells and carcinomas, is an important mediator of
the tumor-promoting effects of inflammation, especially
in later states of tumorigenesis [9, 10]. In fact, high IL-6
levels in ascites during primary surgery predict a high risk
for rapid disease relapse and correlate with residual disease
after debulking in patients with advanced EOC. In addition

www.impactjournals.com/oncotarget

39154

Oncotarget



to its local effects in the tumor microenvironment, tumor-
derived IL-6 can stimulate paraneoplastic thrombocytosis
in patients with advanced EOC, which is also associated
with poor prognosis [11, 12]. These findings indicate the
therapeutic potential of targeting IL-6 and its downstream
signaling.

IL-6 acts in both autocrine and paracrine manners
by binding to the IL-6 receptor (IL-6R), which consists
of the ligand-binding subunit glycoprotein (gp) 80 and
the signal-transducing subunit gp130 [13]. This binding
leads to the recruitment of the signal transducing subunit
gp130 and subsequently activates signal transducer and
activator of transcription 3 (STAT3) [14, 15], which is
the most common member of the STAT protein family
and consistently constitutively activated in cancers.
Inflammatory cytokine-mediated STAT3 activation induces
STAT3 tyrosine-705 phosphorylation and cytoplasmic-to-
nuclear shuttling, the recognition of STAT3-specific DNA
binding elements, and the transcriptional activation of
target genes [16]. By modulating the transcription of many
genes that regulate a wide variety of biological processes,
including cell proliferation, apoptosis, metastasis, and
the immune response [17], the STAT3 oncoprotein drives
tumor progression and chemoresistance in EOC [10].
Importantly, the inhibition of constitutively activated
STAT3 induces cell apoptosis, identifying it as an effective
target to combat cancer drug resistance [18, 19].

Identification of additional independent biomarkers
associated with EOC survival and their functions may
offer greater insight into the underlying biology of this
disease and the mechanisms of response to treatment
and relapse. MicroRNAs (miRNAs), non-coding RNA
molecules that regulate gene expression at the post-
transcriptional level via sequence-specific base pairing
with the 3’UTRs of target mRNA, several of them have
been linked to the development of drug resistance in EOC
[20, 21]. For example, recent studies have demonstrated
that miRNAs can modulate the IL-6/STAT3 signaling
pathway, and STAT3 also regulates the expression of
miRNAs [18]. One candidate miRNA of interest, miR-
204, is located at the cancer-associated genomic region
9921.1-q22.3 locus and known to be significantly
dysregulated in many tumor types, including breast cancer,
prostate cancer, kidney cancer, gastric cancer, colorectal
cancer, neuroblastoma, glioma, endometrial cancer,
and intrahepatic cholangiocarcinoma [22-26], which
implicates miR-204 as a tumor suppressor gene. To date, a
cohort of genes related to different cancer pathways have
been identified as its target genes. Accordingly, miR-204
suppresses tumor cell growth, apoptosis and survival by
targeting Mcl-1, Bcl-2 and TrkB [25, 27], impacted tumor
migration, invasion and metastasis by targeting FOXC1
and slug [26, 28]. Furthermore, it also reversed stem cell-
like phenotype via SOX4 and EphB2 [29]. Additionally,
miR-204 was also a VHL-regulated tumor suppressor
by inhibiting macro-autophagy via the direct functional
targeting of MAP1LC3B [30].

miR-204 and its host gene TRPM3 reportedly share
the same regulatory motif for transcription and derive
from a single transcription unit [23], and a promoter
region analysis of TRPM3 identified three putative
STAT-binding sites located nearby the promoter region of
TRPM3. Phospho-STAT3 (p-STAT3) was reported to bind
to putative STAT-binding sites located near the TRPM3
promoter region upstream of miR-204, which ultimately
reduces the levels of miR-204 [25, 31]. Interestingly,
bioinformatics software predicted IL-6R to be potential
target of miR-204. Thus, IL-6-mediated STAT3 activation
may downregulate miR-204, which may reversibly inhibit
IL-6R expression to further repress the IL-6R/STAT3
pathway and form a regulatory loop between miRNAs
and the IL-6/STAT3 signaling pathway. However, the
molecular mechanisms underlying these associations
and interactions in EOC chemoresistance warrant further
investigation.

In this study, we investigated the contribution
of IL-6 stimulation to ¢cDDP resistance in EOC cells.
We identified a feedback circuit that is established by
the IL-6R/STAT3-mediated repression of miR-204 and
upregulation of IL-6R, which enhance IL-6R/STAT3
signaling and promote cDDP resistance in EOC.

RESULTS

IL-6 induces ¢cDDP resistance in EOC cells

The cDDP-resistant EOC cell lines SKOV3, ACRP,
OVCAR3, OV2008 and C13* expressed higher levels of
IL-6 and IL-6R than the cDDP-sensitive cell line A2780
(Supplementary Figure 1A and 1B). ADM-resistant breast
cancer cell lines also expressed more IL-6 and IL-6R than
Adriamycin (ADM)-sensitive cell lines (Supplementary
Figure 1C). To elucidate the role and function of IL-6
in the cDDP resistance of EOC cells, we modulated its
expression in EOC cells. IL-6 treatment was sufficient
to induce cDDP resistance in EOC cells, as evidenced
by enhanced cell viability (Figure 1A) and an increased
IC50 for cDDP (Figure 1B; and Supplementary Figure
ID-1G). In vivo treatment with IL-6 also promoted tumor
formation and increased tumor nodules in mice (Figure
IC-1E). As expected, recombinant IL-6 phosphorylated
STAT3, an effector of IL-6 signaling, presumably
activating STAT3 in EOC cells (Figure 1F), which is
typical for IL-6-mediated STAT3 activation. Indeed, the
RNA interference-mediated downregulation of STAT3
or IL-6R prevented IL-6-induced cDDP resistance
(Supplementary Figure 1H; and Figure 1G and 1H), and
the transient stimulation of IL-6 strikingly increased IL-6R
mRNA expression (Supplementary Figure 11), suggesting
that elevated IL-6 levels may initiate a feedback loop that
continuously enhances IL-6R expression and induces a
stably transformed phenotype. Overall, these data imply
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that [L-6 treatment may induce ¢cDDP resistance in EOC
cells via a feedback regulatory mechanism.

IL-6-induced cDDP resistance of EOC cells are
mediated by direct repression of miR-204 by
STAT3

To determine whether IL-6-induced cDDP resistance
of EOC cells involved in repression of miR-204, we
analyzed miR-204 expression in EOC cells after 1L-6
treatment in vivo and in vitro. Indeed, miR-204 expression
decreased in tumor tissue obtained from IL-6-treated mice
and in EOC cells exposed to IL-6 (Figure 2A and 2B).
Exposing HeLa cervical cancer cells and MCF-7 breast
cancer cells to IL-6 also repressed miR-204 expression
(Figure 2B). Therefore, this effect was not restricted to
EOC cells but is presumably a general response of cancer
cells. We also tested the ability of p-STAT3 to bind to the
reported three putative STAT-binding sites located near
the TRPM3 promoter region upstream of miR-204 in
EOC cells [25, 31]. As expected, ChIP assays showed that
p-STAT3 directly bound to all three putative STAT-binding
sites in A2780 and SKOV3 cells, and binding to DW1 was
most pronounced. Moreover, increasing IL-6 stimulation
significantly increased STAT3 occupancy at the miR-

204 promoter (Figure 2C; and Supplementary Figure
2A and 2B). IL-6-induced STAT3 activation strongly
reduced miR-204 expression levels, which was prevented
by the pharmacological inhibition of STAT3 (JSI-124)
or the siRNA-mediated downregulation of STATS3,
demonstrating that STAT3 mediates the repression of miR-
204 after IL-6 exposure (Figure 2D; and Supplementary
Figure 2C).

This intriguing feature of miR-204 pushed us
to further investigate its role in IL-6-induced ¢cDDP
resistance. Specifically, the ectopic expression of miR-
204 prevented the IL-6-induced cDDP resistance of EOC
cells, as indicated by reduced cell viability, increased cell
apoptosis and increased caspase3/7 activation (Figure
2E-2H; and Supplementary Figure 2D-2F). miR-204 also
blocked IL-6-induced STAT3 activation, as measured by
reduced STAT3 phosphorylation levels (Figure 21 and
2J; and Supplementary Figure 2G). We also evaluated
the level of p-STAT3 that translocated to the nucleus,
which is associated with its transcriptional activity, by
immunofluorescence. IL-6 increased the number of
p-STAT3-positive cells (presenting increased nuclear
p-STAT3 staining intensity compared with that of control
cells), and miR-204 treatment a significantly decreased
p-STAT3 nuclear translocation (Figure 2K), suggesting
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Figure 1: IL-6 induces cDDP resistance of EOC cells. (A) Viability of EOC cells pretreated with IL-6 (20 ng/ml) for 72 h in response
to an increasing concentration of cDDP. (B) IC50 for cDDP in EOC cells treated with IL-6 (20 ng/ml). A2780 cells were intraperitoneally
injected into BALB/c nude mice (n=6), which were then treated with recombinant IL-6 for 5 weeks. (C) Representative images showing
the formation of tumors in mice. (D) Tumor incidence in indicated mice. (E) Total tumor weight per mouse. (F) Western blotting analysis
of IL-6R, p-STAT3 and STAT3 in EOC cell lines after IL-6 treatment. (G) Cell viability of EOC cells transfected with silL-6R or siSTAT3
following with IL-6 stimulation. (H) IC50 for cDDP in EOC cells after transfection. *P< 0.05, **P<0.01.
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Figure 2: IL-6 induces cDDP resistance of EOC cells through direct repression of miR-204 by STAT3. (A) Fold change
of miR-204 expression in tumors derived from IL-6-treated mice. (B) Fold change of miR-204 in IL-6-treated EOC, HELA and MCF-7
cells. (C) ChIP analysis of STAT3 occupancy (fold enrichment) at the TRPM3/miR-204 locus in EOC cells treated with vehicle or IL-6. (D)
qRT-PCR analysis of miR-204 in EOC cells treated with siSTAT3 or JSI-124 (5 pg/ml) for 24 h and subsequently treated with IL-6 for 72
h. EOC cells were treated with mimic for 24 h and subsequently treated with IL-6 for 72 h; cell viability (E), changes in the IC50 of cDDP
(F), cell apoptosis (G), and caspase 3/7 activation (H) were measured in EOC cells. (I) Western blotting analysis of IL-6R, p-STAT3 and
STAT3 in EOC cell lines. (J) STAT3 phosphorylation status (Tyr 705) was assessed by ELISA in SKOV3 cells. (K) miR-204 suppressed
IL-6-promoted p-STAT3 nuclear translocation, as determined by immunofluorescence (200x magnification). p-STAT3 (red), nucleus/DAPI
(blue), co-localization (pink). (I) qRT-PCR analysis of indicated mRNAs in SKOV3 cells. *P< 0.05, **P< 0.01.
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that miR-204 inhibits the transcriptional activity of this
protein. In addition, IL-6 treatment also promoted the
rearrangement of anti-apoptotic genes (Mcl-1, Bcl-2 and
survivin) and reduced the expression of the pro-apoptotic
gene Bax, and these effects was reversed by miR-204
expression (Figure 2L). In summary, the repression
of miR-204 by STAT3 is required for IL-6-mediated
c¢DDP resistance in EOC cells. Moreover, IL-6 induced
IL-6R expression was prevented by ectopic miR-204
(Supplementary Figure 2H), demonstrating that it required
and was presumably mediated by repression of miR-204.

IL-6R is a direct regulator of miR-204

Because miR-204 suppressed STAT3 activation,
we hypothesized that miR-204 targets one of the
components of the IL-6/STAT3 pathway. In support of
this hypothesis, we expressed miR-204 in SKOV3 cells
to detect changes in IL-6R, JAK2 and STAT3 mRNA
expression. The ectopic expression of miR-204 resulted in
the repression of IL-6R, but not JAK2 or STAT3 mRNA
(Figure 3A). In addition, a sequence complementarity
and conservation analysis also revealed that IL-6R may
be a potential direct gene target of miR-204 (Figure 3B).
Accordingly, the co-transfection of the luciferase IL-6R
3'UTR reporter construct with miR-204 significantly
repressed the activity of the reporter construct containing
the wild-type, but not the mutated, miR-204 binding site
(Figure 3C and 3D). Furthermore, the significant inverse
correlation between the steady-state levels of IL-6R

B 5'...CAGCAAAAUGCUGUUAAAGGGAA...

protein and miR-204 in EOC cells also supported these
findings (Supplementary Figure 3A and 3B). In addition,
the overexpression of miR-204 significantly reduced the
IL-6R mRNA and protein levels, and similar effects were
identified when IL-6R was suppressed (Figure 3E and 3F),
whereas miR-204 inhibition resulted in converse effects
on IL-6R expression (Supplementary Figure 3C and 3D).
Taken together, we showed that IL-6R mRNA expression
was directly regulated by miR-204 via conserved seed-
matching sequences. These results indicate the existence
of a feedback loop activated by the IL-6-mediated
repression of miR-204 and subsequent activation of IL-
6R and STAT3, which maintain the repression of miR-204
(Supplementary Figure 3E).

miR-204 sensitizes EOC cells to cDDP by
modulating the IL-6R/STAT3 pathway

To examine the dynamics of this circuit during
the cDDP sensitivity of EOC cells, SKOV3 cells were
transiently transfected with miR-204. The re-expression of
miR-204-induced cell apoptosis, reduced cell viability and
enhanced caspase3/7 activation, whereas this effect was
partially or completely reversed by IL-6R overexpression
(Figure 4A-4D; and Supplementary Figure 4A-4D).
Ectopic miR-204 also inhibited IL-6R expression and
the phosphorylation and nuclear translocation of STATS3,
a downstream target of IL-6R, and this inhibition was
rescued by IL-6R expression (Figure 4E—4H; and
Supplementary Figure 4E and 4F). In addition to IL-6R,
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Figure 3: miR-204 targets IL-6R in EOC cells. (A) Fold change in the indicated mRNAs in mimic-treated SKOV3 cells. (B)
Specific locations of miR-204 binding sites in the IL-6R 3’UTR (upper and middle sequence) and an ideograph of the mutated IL-6R
3’-UTR with 7 seed nucleotide deletions are shown (bottom sequence). Luciferase activity of the wild-type (WT) or mutant (Mut) IL-6R
3’UTR reporter gene in HEK293 (C), A2780 and SKOV3 cells (D) with ectopic miR-204 expression. Evaluation of IL6R mRNA (E) and
protein (F) levels in SKOV3 cells treated with mimic or silL-6R. **P< 0.01.
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we found that miR-204 expression reduced the expression
of anti-apoptotic genes (Mcl-1, Bcl-2 and survivin) and
upregulated the expression of pro-apoptotic gene Bax
(Figure 41 and 4J), suggesting that miR-204 regulates
STATS3 activity by affecting IL-6R expression.

miR-204 sensitizes EOC cells to ¢cDDP in vivo

Next, the therapeutic effect of miR-204 was
investigated in vivo. Briefly, BALB/c nude mice were
intraperitoneally injected with transfected SKOV3 cells,
and we allowed potential tumors to grow for one week
before intraperitoneally administering cDDP therapy
twice per week for 4 consecutive weeks (Figure 5A). The
mice receiving combined treatment with cDDP and mimic
showed an overall reduction in tumor burden compared
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with mice in the NC group (Figure 5B). Moreover, the total
numbers of nodules on the surfaces of organs, including
the stomach, liver, spleen, intestines, diaphragm, omentum
and abdominal wall, were markedly reduced in the mimic
group (Figure 5C and 5D), whereas the upregulation of
IL-6R promoted tumor formation in mice and increased
the number of tumor nodules. In addition, the enforced
expression of miR-204 together with downregulated
expression of p-STAT3, IL-6R and Ki-67 was confirmed in
mimic treated tumors (Figure SE-5F; and Supplementary
Figure 5A-5B). Taken together, these data indicate that
miR-204 acquisition inactivated IL-6R/STAT3 signaling
in EOC and improved the efficacy of cDDP therapeutic
effects. In combination with the functional analysis
of human EOC cells described above, these findings
strengthen the notion that concurrent modulation of

C .,
s
[mimic-NC+vector TS I mimic-NC+vector
SImimic+vector =) S mimic+vector
i S = mimic-NC+L-6R
EImimic-NC+IL6R 83 i
EImimic+IL6R ~ = B mimic+L-6R
&5
3 o
29
Qo
82
SR
5] untreated  cDDP
SKOV3
e
E T
b4
o
o
©
=
[}
2
kS
[}
14
mimic - + - +
IL6R - - + +
SKOV3

- + - +
- - + +

N

Bol2 [ — |

Camimic-NC+vector
CImimic+vector
Emimic-NC+IL-6R
E@mimic+IL-6R

Survivin I— — — —— —|

Bax Ih —— - —*—|

B-actin I I

mimic - + - +
IL-6R - - + +
SKOV3

Figure 4: miR-204 sensitizes EOC cells to cDDP by inhibiting IL-6R/STAT3 signaling. SKOV3 cells were transfected
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of IL-6R, p-STAT3 and STAT3, as detected by Western blotting. (G) p-STAT3 nuclear translocation was analyzed by immunofluorescence
(200x magnification). p-STAT3 (red), nucleus/DAPI (blue), co-localization (pink). (H) STAT3 phosphorylation status (Tyr 705) evaluated
by ELISA. Analysis of indicated mRNAs (I) and protein (J) levels in SKOV3 cells. *P<0.05, **P<0.01.
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miR-204 target genes may be a therapeutically effective
adjunctive treatment with chemotherapy for EOC
tumors and may benefit patients who harbor miR-204-
downregulated EOC tumors.

miR-204 correlates with improved prognosis
through IL-6R targeting in EOC

To test whether the mechanisms described above
for EOC cell lines were also clinically relevant, we
examined primary EOC specimens derived from 64
EOC patients. cDDP-resistant patients (PFS<6) exhibited
higher IL-6R expression and lower miR-204 expression
(Figure 6A and 6B). The IL-6, IL-6R, p-STAT3 protein
levels were also elevated in cDDP-resistant patients
(Figure 6C and 6D). Similar to high miR-204 expression,
low IL-6 and IL-6R expression was associated with
longer PFS (Figure 6E-6F, Supplementary Figure 6A).
Using the median expression value of miR-204 as a
cutoff point, the cohort was dichotomized into miR-
204-high- or miR-204-low-expressing tumors. IL-6R
expression were directly and significantly anticorrelated
with miR-204 levels (Figure 6G), as indicated by
Spearman's correlation analysis, an inverse correlation
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(R?=0.404, P<0.001) was observed between miR-204
and IL-6R (Figure 6H), suggesting miR-204-dependent
regulation of IL-6R. Then, the 64 patients were stratified
into four equal groups based on the expression levels
of miR-204 and IL-6R (each group contains 25% of
the patients) for further statistical analysis. High miR-
204 expression and concurrent low IL-6R expression
was significantly associated with a longer PFS in
comparison with low miR-204 expression and high
IL-6R expression (Figure 61). Furthermore, we initial
surgery before chemotherapy with Taxol and cDDP (1%
surgery) with those at the time of recurrence (2™ surgery)
in 10 patients with EOC for whom surgical material. In
9 of the 10 samples, the expression of miR-204 was
reduced, whereas it was increased in the remaining
sample (Supplementary Figure 6B). Moreover, IL-6R
expression after chemotherapy at the time of recurrence
was increased in 8 of the 10 samples (Supplementary
Figure 6C). Furthermore, the clinicopathological
features of these two groups did not significantly differ
(Supplementary Table 1). Taken together, these data
support the hypothesis that the miR-204-dependent
regulation of IL-6R/STST3 is associated with cDDP
sensitivity and the prognosis of EOC patients.
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Figure 5: Effect of miR-204 on tumor growth in vivo combined with ¢DDP. (A) The experimental schedule for the miR-204
and cDDP combination treatment. (B) The gross morphology of tumors in nude mice on day 35 after SKOV3 cells injection. (C) Tumor
incidence in indicated mice. (D) Total tumor weight per mouse. (E) Immunohistochemistry analyses for IL-6R, p-STAT3, and Ki67 staining
were performed on SKOV3 xenograft tumor sections. Representative staining is shown (200x magnification). (F) Representative images
of the protein expression of IL-6R, p-STAT3, and STAT3 in tumors collected from each group, as detected by Western blotting. *P< 0.05,

**P<0.01.
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DISCUSSION

Despite impressive initial clinical responses, the
majority of EOC patients eventually develop some degree
of resistance to cDDP-based therapy, which results in a
high relapse rate. Moreover, relapsed disease is usually
refractory to further treatment, and the mechanisms
underlying relapse are not fully understood [32].
Consequently, finding molecular markers that can predict
the benefits of chemotherapy and establish a novel strategy
to overcome this resistance in patients with EOC patients
may reduce discomfort, toxicity and treatment costs.

STAT3 activation have been shown to block cDDP-
induced apoptosis, which impacts the course of ovarian
tumor development and maintains the chemoresistance
phenotype of EOC cells [34, 35]. Accordingly, high IL-6
levels in ascites predicted a shorter PFS in patients with
EOC, and the therapeutic potential of targeting IL-6 and
downstream signaling has been shown in mouse models
of ovarian cancer [11, 36, 37]. In addition, tumor-derived
products can activate STAT3 signaling in myeloid cells,
which may inhibit DC maturation and the stimulation of
MDSC development as well as promote tumor growth [38,
39].

Several miRNAs have been demonstrated to
modulate IL-6-mediated cell survival and proliferation.
Among them, let-7a was confirmed to contribute to the
pro-survival effects of enforced IL-6 activity in malignant

Most chemotherapeutic agents, including cDDP,
5-FU, and ADM, ultimately kill tumor cells by inducing
apoptosis, irrespective of distinct antitumor mechanisms
[33]. However, chronic inflammatory stimuli and increased
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Figure 6: Prognostic role of miR-204 in ovarian cancer patients. Relative miR-204 (A) or IL-6R (B) levels in patient tumor
specimens with progression-free survival (PFS) <6 months versus PFS >6 months. (C) Immunohistochemistry analysis of IL-6, IL-6R, and
p-STAT3 in ovarian cancer specimens obtained from cDDP-sensitive (PFS<6) and cDDP-resistant (PFS>6) patients. Representative images
are shown (200x magnification). (D) Western blotting analysis of IL-6, IL-6R, p-STAT3, and STAT3 in patient tumor specimens with
PFS<6 months (tissues from 4 patients mixed into 1 sample, n=16) versus PFS>6 months (tissues from 12 patients mixed into 1 sample,
n=48). A Kaplan-Meier analysis of the PFS of patients with ovarian cancer with the corresponding expression profiles of IL-6R (E) and
miR-204 (F) is shown. (G) IL-6R and miR-204 expression were inversely correlated in ovarian cancer samples (n=64). (H) A plot of the
relative expression of miR-204 vs. IL-6R showed an inverse correlation between IL-6R and miR-204 expression. The correlation index,
R?, was calculated using the Spearman rank test (R>=0.404, P<0.001). (I) A Kaplan-Meier analysis for the PFS of ovarian cancer patients
according to anticorrelation miR-204 and IL-6R expression. **P< 0.01.
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cholangiocytes [40]. Moreover, miR-26a suppresses the
IL-6-induced growth and metastasis of hepatocellular
carcinoma by inhibiting STAT3 [41]. In this work, our
data revealed the dynamics of a complex molecular self-
reinforcing circuit that involved IL-6, IL-6R, STAT3
and miR-204. Specifically, we identified that cells with
a cDDP-resistance phenotype produced high levels of
IL-6, and an IL-6-triggered feedback loop that involved
the STAT3-mediated repression of miR-204 controlled
chemoresistance in EOC cells. IL-6 stimulated STAT3
activation to promoted a pro-proliferative and anti-
apoptotic program, which inhibited cDDP-induced
cytotoxicity by downregulating miR-204 and subsequently
upregulating the expression of anti-apoptotic proteins. In
addition, clinical analyses revealed the presence of the IL-
6R/STAT3/miR-204 loop in EOC tissue and showed that
reduced miR-204 or elevated IL-6R levels were associated
with ¢cDDP resistance and disease progression.

The first component of the circuit linked IL-6
to miR-204 expression via the regulation of STAT3
activation. Exogenous IL-6 stimulation increased STAT3
phosphorylation, and reduced miR-204 expression,
suppressed cDDP-induced apoptosis, and STAT3 siRNAs
or pharmacologic inhibition abrogated the IL-6-mediated
suppression of miR-204 expression. Importantly, restoring
miR-204 expression by either miR-204 mimic or STAT3
suppression in IL-6-treated cells restored cDDP sensitivity.
The second component of the circuit connected miR-204
to STAT3 activity via the regulation of IL-6R. An inverse
correlation between miR-204 and IL-6R expression was
detected in EOC cells and tissue. To assess the activity
of the feedback loop circuit, we either overexpressed
miR-204 or treated cells with IL-6R in combination with
miR-204. Elevated miR-204 sensitized EOC cells to
c¢DDP and was accompanied by IL-6R down-regulation
and STAT3 inactivation. The knockdown of IL-6R
phenocopied the sensitizing effect of miR-204, whereas
ectopic IL-6R expression rescued the STAT3 activation
and proliferation ability attenuated by miR-204. Moreover,
miR-204 effectively suppressed the development of tumor
growth in an animal model of EOC, which was impaired
by IL-6R re-expression. However, miR-204 did not
markedly affect EOC cell growth in vivo in the absence
of any chemotherapeutic challenge (Supplementary
Figure 5C and 5D). This difference in sensitivity may be
due to increased levels of detectable apoptosis in miR-
204-expressing cells following chemotherapy. In the
subsequent mechanistic study, the IL-6-activated STAT3
transcription factor bound directly to the TRPM3/miR-204
gene promoter area, and this effect was enhanced by the
presence of IL-6 and reversed by inhibition of STAT3. This
binding reduced the levels of miR-204, which impaired
the targeting effect of miR-204 to the 3 UTR of IL-6R
to reinforce IL-6R/STAT3 activation. These findings can
help tailor the use of chemotherapy in patients with EOC

expressing high levels of miR-204 to maximize efficacy
and minimize the collateral effects of chemotherapy.

To activate STAT3, IL-6R requires the ligand IL-6
generated by tumor cells or tumor stromal cells, such as
macrophages or fibroblasts [42]. According to our data,
initial IL-6 stimulation was followed by a perturbation
of the other members of the loop, but the loop did not
necessarily begin with IL-6 upregulation. This circuit can
also be triggered by other extrinsic signals from the tumor
microenvironment or intrinsic cancer cell signals (such as
oncogene activation and tumor suppressor inactivation),
which activate IL-6R or STAT3. Interestingly, miR-
204 has been found to be epigenetically silenced by
tumor-specific methylation in cancer cells. Therefore
miR-204 down-regulation may be the first event that
triggers EOC carcinogenesis [29]. Once activated, the
circuit is permanently activated due to its positive feed-
forward nature, whereas the constitutive activation of
the components in the circuit is interdependent: each
component regulates its own set of downstream genes
that together drive cancer progression. Moreover, several
known targets of the components of the IL-6R/STAT3/
miR-204 loop might be important for cancer progression.
For example, STAT3 can directly induce the expression
of the proliferation activator VEGF [43] as well as the
chemoresistance inducers IGF-2 and MDRI1 [44, 45].
Furthermore, Bcl-2 and TrkB, which are well-established
suppressors of apoptosis, are also targets of miR-204 [25].
Together, these data suggest that the initial event that
activates this circuit could differ by patient.

Thus, we provide a comprehensive mechanism that
contributes to the chemoresistance of EOC: IL-6 activates
IL-6R/STAT3 to regulate the expression of miR-204,
which controls IL-6R expression. The reversible nature
of the IL-6R/STAT3/miR-204 loop permits multiple
therapeutic interventions that block its prometastatic
activity, and clinical trials for miRNA therapy are
currently ongoing [46]. Compared with other strategies,
such as siRNA-based therapies, one advantage of miRNA
therapy may be its ability to concurrently target multiple
genes that are associated with the same network [47].
Although further studies of miRNA delivery, potential off-
target effects, and safety are required, our findings suggest
that the miR-204-mediated modulation of mechanisms
involved in chemoresistance may be a reasonable strategy
to maximize the efficacy of conventional chemotherapy
for the treatment of EOC.

MATERIALS AND METHODS

Cell culture

The human ovarian cancer cell line A2780 and its
related cDDP-resistant cell lines (ACRP) were obtained
from NANJING KEYGEN BIOTECH CO., LTD,
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China. SKOV3, OVCAR3, OV2008 and C13* cells, a
human breast cancer cell line (MCF-7) and the ADM-
resistant cell line (MCF-7/ADM) were obtained from the
Shanghai Institute of Cell Biology at the China Academy
of Sciences. The culture conditions are described in the
Supplementary Methods.

Tissue samples

With the approval and support of the Jiangsu
University ethics committee, serous ovarian cancer
samples from patients with FIGO stage IIIC or IV disease
(n = 64) were collected at Zhenjiang Maternal and Child
Health Hospital (The Fourth Affiliated Hospital of
Jiangsu University) and The Affiliated Hospital of Jiangsu
University; 10 of these patients experienced recurrence
after the first line of platinum-based chemotherapy and
had undergone two surgeries at the Zhenjiang. Their
tumor material was available to compare the primary
and recurrent tumor. All patients were treated with the
standard care for platinum-based therapy after surgery,
and informed consent was obtained from all patients. PFS
was calculated from the time of surgery to the time of
progression or recurrence. Platinum resistance or platinum
sensitivity was defined as a relapse or progression within
6 months or 6 months after the last platinum-based
chemotherapy application, respectively. Clinical and
pathological features are described in Supplementary
Table 1.

Reverse transcription quantitative real-
time PCR

As previously described [48], the detailed procedure
and the sequence of each oligonucleotide are described
in the Supplementary Methods. All PCR reactions were
performed in triplicate. Changes in gene expression were
calculated.

Transfection

Cells were transfected as previously described [48],
and additional details are described in the Supplementary
Methods.

Western blot assay

As described previously [48], proteins (40-50 mg)
from cells or tissues were separated by SDS-PAGE and
then transferred to polyvinylidene difluoride membranes
(PVDF; Bio-Rad, USA). The membranes were blocked
and then probed with antibodies against IL-6 (ab6672)
or IL-6R (ab128008) (Abcam, Cambridge, MA, USA).
p-STAT3 antibody (tyr705) (#4113) was purchased from
Cell Signaling Technology, Danvers, MA, USA. The
following antibodies were acquired from Santa Cruz
Biotechnology (Santa Cruz, CA, USA): Mcl-1 (sc-819),

Survivin (sc-8807) and Bcl-2 (sc-7382). Antibodies
against Bax (B3428) and B-actin (A9044) were obtained
from Sigma (St. Louis, MO). After washing, the blots
were incubated with horseradish peroxidase-conjugated
secondary antibodies.

Assessing chemosensitivity to cDDP

Cells were plated in 96-well plates (5x<10° cells/
well) and exposed to various doses of cDDP (0.01, 0.05,
0.25, 1.25, 7.5 and 25 pM) with or without recombinant
human IL-6 ligand (PEPROTECH, NJ, USA).
Subsequently, 10 pl of CCK-8 solution was added to each
well, and the plate was incubated for 2 h in a humidified
incubator. The absorbance of each well was measured
at 450 nm using a Model 550 series microplate reader
(Bio-Rad Laboratories). Cell viability was expressed as
the ratio of treated cells to untreated controls at each dose
or concentration. The IC50 value for each cell line was
determined with a nonlinear regression analysis using
GraphPad Prism (GraphPad Software Inc., San Diego,
CA).

Evaluation of apoptosis

The flow cytometry (FCM) analysis was performed
as previously described [48]. After transfection, the cells
were treated with cDDP for 24 h, and cell death was
evaluated with Annexin-V-FITC and propidium iodide (PI)
double staining using a dead cell apoptosis kit according
to the manufacturer’s protocol (556547, Annexin V-FITC
Apoptosis Detection Kit I, BD Biosciences, San Jose,
CA, USA). Cells positive for Annexin-V and/or PI were
considered dead. Caspase 3 activity was evaluated using
the Caspase-Glo®3/7 Assay (G8091, Promega, Madison,
Wisconsin, USA), and luminescence was recorded using a
Synergy Multi-Mode Plate Reader (Biotek).

Immunohistochemistry

The tumors were fixed in formalin, embedded in
paraffin, sectioned and then heat-immobilized or pepsin-
immobilized according to the manufacturer’s instructions.
The slides were stained with hematoxylin (H&E) or
incubated with antibodies against IL-6 (ab6672), IL-6R
(ab128008), p-STAT3 (tyr705) (#4113) or Ki-67 (sc-
56320) (Santa Cruz Biotechnology, Santa Cruz). Staining
was then detected using the Dako Envision two-step
method for immunohistochemistry (Carpinteria, CA,
USA).

Immunofluorescence

After treatment, the cells were plated on coverslips,
fixed in 4% paraformaldehyde, permeabilized, blocked
with 3% BSA, and incubated with p-STAT3 (tyr705)
(#4113) for 1 h at 37°C. The cells were then washed and
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incubated with the secondary antibody for 1 h at room
temperature, and confocal images were acquired.

Chromatin immunoprecipitation (ChIP)-PCR

Chromatin immunoprecipitation (ChIP) assays were
performed as previously described [25, 31]. Anti-p-STAT3
antibody (Tyr705) and rabbit isotype IgG were purchased
from Cell Signaling Technology (Danvers, MA). STAT3-
binding sites surrounding TRPM3 were predicted using
an in silico analysis (University of California, Santa Cruz
Genome Browser and ENCODE database). Enrichment
was detected by quantitative real-time PCR using SYBR
green (Takara) and calculated with the comparative Ct
method. VEGF was used as a positive control, and IgG
was used as a negative control. The primers used are
shown in Supplementary Table 2.

Luciferase reporter assays

Luciferase assays were performed using the Dual-
Luciferase Reporter assay system (Promega, Madison,
WI, USA) as described previously*. The procedures and
materials are described in detailed in the Supplementary
Methods.

Tumor xenograft studies

Approximately 5x10° A2780 or SKOV3 cells
transfected with mimic-NC containing an empty
vector (NC+vector), mimic-NC containing IL-6R
recombinant plasmid (NC+IL-6R), miR-204 mimic with
an empty vector (mimic+vector), or miR-204 mimic
with IL-6R recombinant plasmid (mimic+IL-6R) were
intraperitoneally injected into 4-week-old female BALB/c
nude mice (SLAC Laboratory, Shanghai, China) (n=6
mice per group). The mice were housed and maintained
under specific pathogen-free conditions. When the mice
had developed palpable tumors (a week after injection),
cDDP (5 mg/kg) was intraperitoneally administered twice
per week for 4 consecutive weeks. Because the expression
of miRNA diminishes over time, the mice were injected
with mimic or mimic-NC (200 pg/kg/mouse, incorporated
into DOPC liposomes) twice weekly starting 1 week after
tumor inoculation to boost the effectiveness of tumor
growth suppression. The tumors were harvested after
an additional 4 weeks of cDDP therapy, and the ratio of
nodules to mice was calculated.

Statistical analyses

The data are presented as the mean = SD from at
least three independent experiments. Statistical analyses
were performed using an analysis of variance or a two-
tailed Student’s t-test at the significance level of P< 0.05
(*P<0.05 and **P<0.01). Survival was analyzed based
on Kaplan-Meier curves with the log-rank test and a Cox

proportional hazard analysis. Spearman’s non-parametric
correlation test was performed to test the correlation
between the expression levels of miR-204 and IL-6R using
GraphPad Prism 5 (GraphPad Software, Inc., La Jolla,
CA, USA).

Author contributions

XZ, WX, HS. YL, YL and FF accomplished the
study concept and design, acquisition of data, analysis
and interpretation of data, drafted the manuscript,
obtained funding and performed experiments. XC, XY
and LL got the clinical data. QC, YX, ML and PZ gave the
administrative, technical, or material support. All authors
discussed the results and commented on the manuscript.

ACKNOWLEDGMENTS

This  research  was  supported by the
Natural Science Foundation of China (grant nos
81402165/81301194/81672913), the Six talent peaks
project in Jiangsu Province (grant no 2016-WSW-125),
“333 Project” research projects in Jiangsu Province
(BRA2016141), the Natural Science Foundation of Jiangsu
Province (BK20141288), the Maternal and Child Health
Research Projects of Jiangsu Province (F201437), Jiangsu
Provincial Medical Youth Talent (QNRC2016460).

CONFLICTS OF INTEREST

The authors declare no conflicts of interest.

REFERENCES

1. Holmes D. Ovarian cancer: beyond resistance. Nature.
2015; 527:S217.

Park J, Park SY, Kim JH. Leukotriene B4 receptor-2

contributes to chemoresistance of SK-OV-3 ovarian cancer

cells through activation of signal transducer and activator
of transcription-3-linked cascade. Biochim Biophys Acta.

2016; 1863:236-243.

3. Niess H, Camaj P, Mair R, Renner A, Zhao Y, Jackel C,
Nelson PJ, Jauch KW, Bruns CJ. Overexpression of IFN-
induced protein with tetratricopeptide repeats 3 (IFIT3)
in pancreatic cancer: cellular “pseudoinflammation”

contributing to an aggressive phenotype. Oncotarget. 2015;

6:3306-3318. doi: 10.18632/oncotarget.2494.

Balkwill F, Charles KA, Mantovani A. Smoldering and

polarized inflammation in the initiation and promotion of

malignant disease. Cancer cell. 2005; 7:211-217.

5. Hussain SP, Harris CC. Inflammation and cancer: an

ancient link with novel potentials. Int J Cancer. 2007;
121:2373-2380.

www.impactjournals.com/oncotarget

39164

Oncotarget



10.

11.

13.

14.

16.

17.

Quante M, Varga J, Wang TC, Greten FR. The
gastrointestinal tumor microenvironment. Gastroenterology.
2013; 145:63-78.

Fleming JS, Beaugie CR, Haviv I, Chenevix-Trench G,
Tan OL. Incessant ovulation, inflammation and epithelial
ovarian carcinogenesis: revisiting old hypotheses. Mol Cell
Endocrinol. 2006; 247:4-21.

. Ness RB, Cottreau C. Possible role of ovarian epithelial

inflammation in ovarian cancer. J Natl Cancer Inst. 1999;
91:1459-1467.

Poutahidis T, Haigis KM, Rao VP, Nambiar PR, Taylor
CL, Ge Z, Watanabe K, Davidson A, Horwitz BH, Fox
JG, Erdman SE. Rapid reversal of interleukin-6-dependent
epithelial invasion in a mouse model of microbially induced
colon carcinoma. Carcinogenesis. 2007; 28:2614-2623.

Dijkgraaf EM, Heusinkveld M, Tummers B, Vogelpoel
LT, Goedemans R, Jha V, Nortier JW, Welters MJ, Kroep
JR, van der Burg SH. Chemotherapy alters monocyte
differentiation to favor generation of cancer-supporting M2
macrophages in the tumor microenvironment. Cancer Res.
2013; 73:2480-2492.

Stone RL, Nick AM, McNeish IA, Balkwill F, Han HD,
Bottsford-Miller J, Rupairmoole R, Armaiz-Pena GN, Pecot
CV, Coward J, Deavers MT, Vasquez HG, Urbauer D, et al.
Paraneoplastic thrombocytosis in ovarian cancer. N Engl J
Med. 2012; 366:610-618.

. Yigit R, Figdor CG, Zusterzeel PL, Pots JM, Torensma R,

Massuger LF. Cytokine analysis as a tool to understand
tumour-host interaction in ovarian cancer. Eur J Cancer.
2011; 47:1883-1889.

Park J, Gores GJ, Patel T. Lipopolysaccharide induces
cholangiocyte proliferation via an interleukin-6-mediated
activation of p44/p42 mitogen-activated protein kinase.
Hepatology. 1999; 29:1037-1043.

Barton BE. The biological effects of interleukin 6. Med Res
Rev. 1996; 16:87-109.

. Heinrich PC, Behrmann I, Haan S, Hermanns HM, Muller-

Newen G, Schaper F. Principles of interleukin (IL)-6-type
cytokine signalling and its regulation. Biochem J. 2003;
374:1-20.

Greenhill CJ, Rose-John S, Lissilaa R, Ferlin W, Ernst M,
Hertzog PJ, Mansell A, Jenkins BJ. IL-6 trans-signaling
modulates TLR4-dependent inflammatory responses via
STAT3. J Immunol. 2011; 186:1199-1208.

Lee E, Fertig EJ, Jin K, Sukumar S, Pandey NB, Popel AS.
Breast cancer cells condition lymphatic endothelial cells
within pre-metastatic niches to promote metastasis. Nat
Commun. 2014; 5:4715.

Cao Q, Li YY, He WF, Zhang ZZ, Zhou Q, Liu X, Shen Y,
Huang TT. Interplay between microRNAs and the STAT3
signaling pathway in human cancers. Physiol Genomics.
2013; 45:1206-1214.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

Huang W, Dong Z, Chen Y, Wang F, Wang CJ, Peng H, He
Y, Hangoc G, Pollok K, Sandusky G, Fu XY, Broxmeyer
HE, Zhang ZY, et al. Small-molecule inhibitors targeting
the DNA-binding domain of STAT3 suppress tumor growth,
metastasis and STAT3 target gene expression in vivo.
Oncogene. 2016; 35:783-792.

Boac BM, Xiong Y, Marchion DC, Abbasi F, Bush SH,
Ramirez 1J, Khulpateea BR, Clair McClung E, Berry
AL, Bou Zgheib N, Chon HS, Shahzad MM, Judson
PL, et al. Micro-RNAs associated with the evolution of
ovarian cancer cisplatin resistance. Gynecol Oncol. 2016;
140:259-263.

Parikh A, Lee C, Joseph P, Marchini S, Baccarini A, Kolev
V, Romualdi C, Fruscio R, Shah H, Wang F, Mullokandov
G, Fishman D, D'Incalci M, et al. microRNA-181a has a
critical role in ovarian cancer progression through the
regulation of the epithelial-mesenchymal transition. Nat
Commun. 2014; 5:2977.

Shalgi R, Lieber D, Oren M, Pilpel Y. Global and local
architecture of the mammalian microRNA-transcription
factor regulatory network. PLoS computational biology.
2007; 3:e131.

Wang FE, Zhang C, Maminishkis A, Dong L, Zhi C, Li
R, Zhao J, Majerciak V, Gaur AB, Chen S, Miller SS.
MicroRNA-204/211 alters epithelial physiology. FASEB J.
2010; 24:1552-1571.

Pearse RN, Swendeman SL, Li Y, Rafii D, Hempstead
BL. A neurotrophin axis in myeloma: TrkB and
BDNF promote tumor-cell survival. Blood. 2005;
105:4429-4436.

Bao W, Wang HH, Tian FJ, He XY, Qiu MT, Wang JY,
Zhang HJ, Wang LH, Wan XP. A TrkB-STAT3-miR-
204-5p regulatory circuitry controls proliferation and
invasion of endometrial carcinoma cells. Mol Cancer.
2013; 12:155.

Chung TK, Lau TS, Cheung TH, Yim SF, Lo KW, Siu NS,
Chan LK, Yu MY, Kwong J, Doran G, Barroilhet LM, Ng
AS, Wong RR, et al. Dysregulation of microRNA-204
mediates migration and invasion of endometrial cancer by
regulating FOXCI1. Int J Cancer. 2012; 130:1036-1045.
Chen Z, Sangwan V, Banerjee S, Mackenzie T, Dudeja V,
Li X, Wang H, Vickers SM, Saluja AK. miR-204 mediated
loss of Myeloid cell leukemia-1 results in pancreatic cancer
cell death. Mol Cancer. 2013; 12:105.

Qiu YH, Wei YP, Shen NJ, Wang ZC, Kan T, Yu
WL, Yi B, Zhang YJ. miR-204 inhibits epithelial to
mesenchymal transition by targeting slug in intrahepatic
cholangiocarcinoma cells. Cell Physiol Biochem. 2013;
32:1331-1341.

Ying Z, LiY, Wu J, Zhu X, Yang Y, Tian H, Li W, Hu B,
Cheng SY, Li M. Loss of miR-204 expression enhances
glioma migration and stem cell-like phenotype. Cancer Res.
2013; 73:990-999.

WWw

.impactjournals.com/oncotarget

39165

Oncotarget



30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

Mikhaylova O, Stratton Y, Hall D, Kellner E, Ehmer B,
Drew AF, Gallo CA, Plas DR, Biesiada J, Meller J, Czyzyk-
Krzeska MF. VHL-regulated MiR-204 suppresses tumor
growth through inhibition of LC3B-mediated autophagy in
renal clear cell carcinoma. Cancer cell. 2012; 21:532-546.

Courboulin A, Paulin R, Giguere NJ, Saksouk N, Perreault
T, Meloche J, Paquet ER, Biardel S, Provencher S, Cote
J, Simard MJ, Bonnet S. Role for miR-204 in human
pulmonary arterial hypertension. J Exp Med. 2011;
208:535-548.

Holmes D. The problem with platinum. Nature. 2015;
527:S218-219.

Kerr JF, Winterford CM, Harmon BV. Apoptosis. Its
significance in cancer and cancer therapy. Cancer. 1994;
73:2013-2026.

Suh YA, Jo SY, Lee HY, Lee C. Inhibition of IL-6/STAT3
axis and targeting Axl and Tyro3 receptor tyrosine kinases
by apigenin circumvent taxol resistance in ovarian cancer
cells. International Int J Oncol. 2015; 46:1405-1411.

Buchert M, Burns CJ, Ernst M. Targeting JAK kinase in
solid tumors: emerging opportunities and challenges.
Oncogene. 2016; 35:939-951.

Lo CW, Chen MW, Hsiao M, Wang S, Chen CA, Hsiao SM,
Chang JS, Lai TC, Rose-John S, Kuo ML, Wei LH. IL-6
trans-signaling in formation and progression of malignant
ascites in ovarian cancer. Cancer Res. 2011; 71:424-434,

Lane D, Matte I, Rancourt C, Piche A. Prognostic
significance of IL-6 and IL-§ ascites levels in ovarian
cancer patients. BMC cancer. 2011; 11:210.

Vasquez-Dunddel D, Pan F, Zeng Q, Gorbounov M,
Albesiano E, Fu J, Blosser RL, Tam AJ, Bruno T, Zhang H,
Pardoll D, Kim Y. STAT3 regulates arginase-I in myeloid-
derived suppressor cells from cancer patients. J Clin Invest.
2013; 123:1580-1589.

Farren MR, Carlson LM, Netherby CS, Lindner I, Li PK,
Gabrilovich DI, Abrams SI, Lee KP. Tumor-induced STAT3
signaling in myeloid cells impairs dendritic cell generation by
decreasing PKCbetall abundance. Sci Signal. 2014; 7:ral6.

40.

41.

42.

43.

44,

45.

46.

47.

48.

Meng F, Henson R, Wehbe-Janek H, Smith H, Ueno Y,
Patel T. The MicroRNA let-7a modulates interleukin-6-
dependent STAT-3 survival signaling in malignant human
cholangiocytes. J Biol Chem. 2007; 282:8256-8264.

Yang X, Liang L, Zhang XF, Jia HL, Qin Y, Zhu XC, Gao
XM, Qiao P, Zheng Y, Sheng Y'Y, Wei JW, Zhou HJ, Ren
N, et al. MicroRNA-26a suppresses tumor growth and
metastasis of human hepatocellular carcinoma by targeting
interleukin-6-Stat3 pathway. Hepatology. 2013; 58:158-170.
Grivennikov SI, Karin M. Inflammatory cytokines in
cancer: tumour necrosis factor and interleukin 6 take the
stage. Ann Rheum Dis. 2011; 70:1104-108.

ElNaggar AC, Saini U, Naidu S, Wanner R, Sudhakar
M, Fowler J, Nagona M, Kuppusamy P, Cohn DE,
Selvendiran K. Anticancer potential of diarylidenyl
piperidone derivatives, HO-4200 and H-4318, in cisplatin
resistant primary ovarian cancer. Cancer Biol Ther
2016:17:1107-1115.

Lee JS, Kang JH, Boo HJ, Hwang SJ, Hong S, Lee SC,
Park YJ, Chung TM, Youn H, Lee SM, Kim BJ, Chung
JK, Chung Y, et al. STAT3-mediated IGF-2 secretion in the
tumour microenvironment elicits innate resistance to anti-
IGF-1R antibody. Nat Commun. 2015; 6:8499.

Bourguignon LY, Peyrollier K, Xia W, Gilad E.
Hyaluronan-CD44 interaction activates stem cell marker
Nanog, Stat-3-mediated MDR1 gene expression, and
ankyrin-regulated multidrug efflux in breast and ovarian
tumor cells. J Biol Chem. 2008; 283:17635-17651.
Rothschild SI. microRNA therapies in cancer. Mol Cell
Ther. 2014; 2:7.

Hayes J, Peruzzi PP, Lawler S. MicroRNAs in cancer:
biomarkers, functions and therapy. Trends Mol Med. 2014;
20:460-469.

Zhu X, Shen H, Yin X, Long L, Xie C, Liu Y, Hui L, Lin X,
Fang Y, Cao Y, XuY, Li M, Xu W, et al. miR-186 regulation
of Twistl and ovarian cancer sensitivity to cisplatin.
Oncogene. 2016; 35:323-332.

www.impactjournals.com/oncotarget

39166

Oncotarget



