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ABSTRACT
Goat peroxiredoxin-5 (gPRDX5) was verified as a good anti-cancer bioactive
peptide (ACBP) against different tumor cell lines. Considering the immunogenicity
between species for further therapeutic application, it is necessary to similarly
investigate the antitumor activity of human peroxiredoxin-5 (hPRDX5) with 89%
similarity in sequence to gPRDX5. In order to evaluate its antitumor activity, the
potential anti-neoplastic effect of hPRDX5 on a mouse model was observed directly.
The results of its in vivo antitumor activity suggested that hPRDX5 could resist
immunosuppression by promoting lymphocyte proliferation and up-regulating the
levels of serum cytokines. Meanwhile, PD-L1 was speculated as one of the targets of
hPRDX5 to inhibit tumor by enhancing the immune activity according to a preliminary
molecular docking study on the interactions between hPRDX5 and PD-L1. The modeling
provides a basis for structural modification on hPRDX5/PD-L1 for further biological and
biochemical study on the pathway blocking mechanism of hPRDX5. In this work, the
results demonstrate that hPRDX5 displays efficient antitumor and immunoregulatory
properties in the colon cancer C26/BALB/c and melanoma B16/C57Bl/6 mice tumor
models, and suggest the potential of developing peptides from hPRDX5 as low
molecular weight drug candidates for corresponding cancer immunotherapy.

INTRODUCTION

the peptide was complicated and time-consuming, and the
yield was low as well. Therefore, we identified the aminoacid sequence of the peptide by employing 2D-nano-LCESI-LTQ-Orbitrap MS/MS in combination with Mascot
database search in the goat subset of the Uniprot database
and purified the corresponding protein by heterogeneous
expression [9]. Thereafter, the anti-cancer bioactivity of
gPRDX5 was confirmed with several kinds of tumor-cells
and indicated that it was a good anti-cancer candidate,
especially against B16 cells.
Considering the immunogenicity between species
for further therapeutic applications, the human homologue
protein of gPRDX5 was designed for further investigation
on its antitumor activity, based on the speculation that
homologous proteins in sequence have similar structures

The goat peroxiredoxin-5 (gPRDX5) is an anti-cancer
bioactive peptide (ACBP), which was first identified
by Xiulan Su [1] from goat spleen or liver which was
immunized with human gastric cancer protein extract.
In long-term animal experiments, this ACBP exhibited
potential antitumor activities without measurable side
effects [1–4]. And, its anti-cancer effect was mainly
exerted by affecting cell cycle and inducing cell
apoptosis [5]. In combination with Cisplatin, gPRDX5
also reduced chemotherapy dosage and decreased
toxicity, thus improving the life quality of xenograft nude
mice bearing human gastric cancer [5–8]. However, the
procedure of immunization and purification to acquire
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and thus similar functions. Therefore, the sequence of
gPRDX5 was analyzed by BLAST on the website http://
blast.ncbi.nlm.nih.gov/Blast.cgi to search its human
homologue, and the result showed that the human
peroxiredoxin-5 (hPRDX5) was 89% similar to gPRDX5.
The peroxiredoxins (PRDXs) are a ubiquitous
family of antioxidant enzymes which catalyze the
reduction of hydrogen peroxide, alkyl hydroperoxides
and peroxynitrite [10]. Mammalian cells express six
isoforms of PRDXs (PRDX1 to PRDX6), and all these
six isotypes have been discovered in distinct subcellular
locations and show a wide tissue distribution [11].
Peroxiredoxin 5 (PRDX5), the last isoform identified in
the peroxiredoxin family, possesses unique properties [12].
First, PRDX5 is the only mammalian member of the
atypical 2-Cysteine (2-Cys) PRDX subfamily [13].
Second, PRDX5 exhibits a remarkably wide subcellular
localization such as mitochondria, cytosol, peroxisomes,
and nucleus [14]. And third, PRDX5 plays many vital
roles under physiopathological conditions. For instance,
overexpression of PRDX5 in human tendon cells induces
apoptosis following H2O2 treatment [15], up-regulation of
PRDX5 has been reported in osteoarthritic cartilage and
in TNF-α or IL-1β treated cartilage explants from patients
with osteoarthritis [16], and PRDX5 was proven to be
an anti-fibrotic effector that sustains renal physiology by
inhibiting stat3 activation in rat kidney interstitial fibroblast
cells [17]. However, the antitumor effect of PRDX5 has
not yet been reported substantially. In view of this, we
investigate the antitumor potential of hPRDX5, triggered
by the antitumor activities of gPRDX5, herein in details.
An intact immune system is capable of recognizing
and eliminating tumor cells through immune checkpoints.
However, tumors can adapt to and circumvent these
natural defense mechanisms [18–20]. The interaction
between the programmed death 1 (PD-1) receptor and its
ligand 1 (PD-L1) is a key pathway hijacked by tumors
to suppress immune control [21–24]. Programmed cell
death-1 (PD-1), an immunoinhibitory receptor of the
CD28 family, which plays a major role in tumor immune
escape [25, 26], is an inhibitory receptor expressed on
the surface of T cells that physiologically limits T-cell
activation and proliferation [27]. PD-L1 is one of two
PD-1 ligands and is expressed on both antigen-presenting
cells and T cells. Binding of PD-L1 to the PD-1 receptor
regulates T cells negatively, causing decreased production
of the effector cytokines, such as IL-2 and IFN-γ [28–30].
Therefore, blocking these interactions showed outstanding
promise in restoring T cells’ activity and reactivating the
immune system to recognize and eradicate tumor and
infected cells [31–33].
In our investigation, by taking advantage of
molecular docking, the PD-L1 was selected as the
potential target of hPRDX5 in the preliminary modeling
for two reasons. First, PD-L1 is highly up-regulated in
many types of tumor cells, such as melanoma, ovarian
www.impactjournals.com/oncotarget

and lung cancers [34]. Second, the preliminary mechanism
study revealed that hPRDX5 could increase the content
of IL-2 significantly, which may function by inhibiting
PD-L1. The potential mechanism by which the binding of
hPRDX5 to PD-L1 exerts antitumor activity, by blocking
the pathway of PD-1/PD-L1, was discussed based on a
predicted structural modeling of hPRDX5-PD-L1 complex
for further biological investigations.

RESULTS AND DISCUSSION
Antitumor activity in C26-injected mice
Colorectal cancer (CRC) is the third most common
cancer worldwide and the fifth leading cause of death
related to cancer in China [35]. Therefore, we monitored
the tumor growth in a mouse model of colon cancer. We
found significant decreases in the tumor growth in mice
treated with hPRDX5 in a dose-dependent manner. The
inhibition rate of 150 mg/kg hPRDX5 was 32.16%, which
demonstrated that hPRDX5 inhibited tumor growth in
C26-injected mice (Figure 2). In order to preliminarily
explore the action mechanism of hPRDX5, the effects of
hPRDX5 on spleen and thymus indices of C26-injected
mice were evaluated. Both of them were increased
significantly compared with control group when the mice
were treated with hPRDX5 in a dose-dependent manner
(Figure 3), indicating that hPRDX5 was able to counteract
the effect of immunosuppression on immune organs
development and protect the immune organs against the
impairment caused by tumor. Hence, we hypothesize that
it possesses the capacity of suppressing tumor through
regulating organism immune function.

Antitumor activity in melanoma B16-bearing mice
To get insight into its activity in tumor immunity
and function mechanism, we observed the tumor growth
in melanoma B16-bearing mice, which is commonly
used to investigate tumor immunity. We found significant
decreases in the tumor growth in mice treated with 75.0
mg/kg hPRDX5, which is the optimal dose in preliminary
experiments, compared with those observed in mice
treated with IL-2 (25.0 ng/kg), IFN-γ (5.0 μg/kg) or
PBS. The results demonstrated that the inhibition rate
of hPRDX5 was above 39% (Table 1), which suggested
that hPRDX5 was likely to possess broad-spectrum
anti-tumor activity in vivo. To identify the potential
underlying mechanism of tumor suppression of hPRDX5,
its effects on the proliferation of mitogen-induced splenic
lymphocytes and the levels of cytokines were evaluated
subsequently.
Lymphocytes are the key effector cells of
mammalian adaptive immune system. Lymphocyte
proliferation is the direct indicator reflecting the state
of immunity in animal. Cell-mediated immunity can
27190
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Figure 1: Coomassie stained SDS-PAGE gel of purified hPRDX5. The DNA fragment of hPRDX5 was constructed to expression

vector pET-28a(+) and the plasmid was then transformed to BL21 (DE3) for heterogeneous expression. The hPRDX5 was purified by
Affinity Chromatography and the molecular weight was about 17 kDa.

Figure 2: The anti-cancer bioactivity of hPRDX5 in C26-injected mice. (A) Tumors were harvested after treated with hPRDX5

and controls (TPT and PBS). (B) The inhibition rate of tumor was evaluated by measuring the tumor weight compared with solvent control.
The tumor growth was decreased significantly in mice treated with hPRDX5 in a dose-dependent manner. The highest inhibition rate was
32.16 %, which demonstrated that hPRDX5 was likely to a potential tumor suppressor. (P < 0.05 compared to control group).
www.impactjournals.com/oncotarget
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exert the actions of anti-infection, antitumor, helping
lymphocyte produce antibody by sensitized lymphocyte
against corresponding antigen [36]. In contrast,
humoral immunity refers to antibody production and
the accessory processes that accompany it, including:
Th2 activation, germinal center formation and
isotype switching, affinity maturation and memory
cell generation. As generally known, concanavalin A
stimulates lymphocyte T cells, which are involved in
cell-mediated immunity, and LPS stimulates B cell
proliferation are responsible for humoral immune
response. Therefore, we investigated the effect of
hPRDX5 on lymphocyte proliferation with mitogen
stimulation. As illustrated in Figure 3, the proliferative
responses of splenic lymphocytes to concanavalin A
and LPS were enhanced significantly compared with
the control group. The proliferation of lymphocytes
were enhanced by hPRDX5 with the stimulation
index of 1.75, 2.53, 2.51 and 2.96 in the presence of
LPS at 1, 5, 10, 20 μg/ml, respectively (Figure 4A).
Likewise, in the presence of concanavalin A at 5, 10,
20 μg/ml hPRDX5 elicited an increase in lymphocytes
proliferation by 1.67, 1.91 and 1.87, respectively
(Figure 4B). These results suggested that hPRDX5
improved both cellular and humoral immunity in
melanoma B16-bearing mice by enhancing both T cell
and B cell proliferation.
Cytokines play an important role in cell-cell
communication in the immune system. Thereupon,

we determined the effects of hPRDX5 on the
levels of cytokines. The levels of interleukin-2
(IL-2), interleukin-4 (IL-4), interleukin-6 (IL6), interleukin-10 (IL-10), tumor necrosis factor-α
(TNF-α) and tumor necrosis factor-β (TNF-β) increased
significantly except interferon-γ (IFN-γ) reduced
slightly (Figure 5), which indicated that hPRDX5
could promote the secretion of IL-2, IL-4, IL-6,
IL-10, TNF-α and TNF-β. Therefore, we speculate that
hPRDX5 has regulatory effects on inflammation and
lymphocyte functions through these cytokines secretion
to possess its anti-cancer activities.

Interaction between hPRDX5 and PD-L1
through molecular modeling
Based on the previously proposed sites of PD-L1
residues important for the inhibitor binding [37, 38], we
carried out a modeling study to investigate the potential
interaction between hPRDX5 and PD-L1. In the predicted
model, almost all the key interactions between hPRDX5
and the binding site of PD-L1 are conducted by the four
conservative residues (Glu16, Asn21, Glu27 and Lys30)
in hPRDX5 (Figure 6): For example, there are three
hydrogen bonds between Lys30 of hPRDX5 and Tyr123
of PD-L1, Asn21 of hPRDX5 and Pro24 of PD-L1,
and Arg95 of hPRDX5 and Asp122 of PD-L1. The
conservative nature of these residues in hPRDX5 and
other PRDX enzymes suggests that their important roles

Figure 3: Effects of hPRDX5 on spleen and thymus indices in C26-injected mice. The spleen and thymus indices were
increased significantly compared with control group when the mice were given intraperitoneal injection of hPRDX5 at 12.5, 25.0, 50.0,
75.0 or 150.0 mg/kg, respectively (P < 0.05 compared to control group).
www.impactjournals.com/oncotarget
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Table 1: The anti-cancer bioactivity of hPRDX5 in a melanoma B16/C57Bl/6 mice tumor model
Group

Dose

Solvent control

Number of animals

Tumor weight (g)

10/10

2.70 ± 0.26

Inhibition rate (%)

IL-2

25.0 ng/kg

8/8

1.77 ± 0.57***

34.47

IFN-γ

5.0 μg/kg

8/8

2.09 ± 0.59*

22.71

hPRDX5

75.0 mg/kg

8/8

1.63 ± 0.36***

39.44

The inhibition rate of 75 mg/kg hPRDX5 was above 39 %, whereas the inhibition rates of IL-2 and IFN-γ were about 34% and 22%,
respectively (*P < 0.05, ***P < 0.001 compared to control group). Data are means ± SD of eight animals.

Figure 4: Effect of hPRDX5 on mitogen-induced splenic lymphocyte proliferation. (A) LPS; (B) ConA. The proliferative

responses of splenic lymphocytes to concanavalin A and LPS were enhanced significantly as compared with the control group. The
proliferation of lymphocytes were enhanced by 75.0 mg/kg hPRDX5 with the stimulation index of 1.75, 2.53, 2.51 and 2.96 in the presence
of LPS at 1, 5, 10, 20 μg/ml, respectively. Likewise, in the presence of concanavalin A at 5, 10, 20 μg/ml hPRDX5 elicited an increase in
lymphocytes proliferation by 1.67, 1.91 and 1.87, respectively. (P < 0.05 compared to control group)

Figure 5: Effect of hPRDX5 on the levels of cytokines. The levels of IL-2, IL-4, IL-6, IL-10, TNF-α and TNF-β were increased by

75.0 mg/kg hPRDX5, but IFN-γ was reduced slightly. The secretion of IL-2 was promoted most significantly. Data are means ± SD of eight
animals (P < 0.05 compared to control group).
www.impactjournals.com/oncotarget
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MATERIALS AND METHODS

in forming the binding interface with PD-L1. Based on
the current modeling results, the in vivo investigation on
the potential interaction between hPRDX5 and PD-L1
is being carried on, which will be published in the near
future. Furthermore, the identified residues of hPRDX5
are important to help in designing small peptides which
can act as protein-protein interaction inhibitors with lower
manufacturing costs and higher stability (Figure 7) for
clinical therapeutic applications. This model provides
the tool to fully use this unique immunotherapeutic
pathway and rationally develop more effective and safer
peptide inhibitors to block the protein-protein interactions
involved in this pathway.

Materials and reagents
Escherichia coli Trans 5α and BL21(DE3) strains
and affinity chromatography ProBond resin (Ni2+) were
bought from TransGen Biotech (Beijing, China) and
Promega (Madison, WI), respectively. Trypsase, BamHI
and HindIII were merchandised from New England
Biolabs (Beijing, China). Tris base of molecular biology
grade, NaCl, CaCl2, anhydrous Na2CO3, NH4HCO3,
NaHCO3, and NaOH were purchased from Sigma-Aldrich
Co. (St Louis, USA). HCl solution (37%), acetonitrile,

Figure 6: Overall structure of the hPRDX5/PD-L1 complex (right). hPRDX5 and PD-L1 are shown in green (ribbon diagram)

and pink (surface representation), respectively; Close-up views of interfaces. Residues involved in hydrogen bonds (green dashes) are shown.

Figure 7: Schematic representation of de novo peptide design.
www.impactjournals.com/oncotarget
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The model of melanoma B16-bearing mice

formic acid (FA), glacial acetic acid were obtained from
Thermo Fisher Scientific (Billerica, USA).
Ten percent sodium dodecyl sulfate (SDS)
solution, ammonium persulfate, tricine, 5× sample
buffer, glycine, 30% acrylamide/bis (29:1), and
N,N,N’,N’ -tetramethylethylenediamine (TEMED) are
electrophoresis purity reagents purchased from Bio-Rad
Laboratories Inc. (Hercules, USA). Exact-Pro broad range
(11-180kDa) pre-stained protein ladder was from Genstar
(Beijing, China). Na2S2O3, Coomassie brilliant blue were
purchased from Sigma-Aldrich Co. (St Louis, USA).
Iso-propyl-thio-β-galactoside (IPTG), kanamycin and
imidazole were purchased from Sigma (St Louis, USA).
Bacto-yeast extract and Bacto-tryptone were obtained
from OXOID (UK).

Experiments were performed using the model of
melanoma B16 developed in C57Bl/6 male mice aged
6–8 weeks. The model of primary tumor growth (hereafter
“subcutaneous melanoma”) was induced by subcutaneous
inoculation of B16 cells (2 × 105 cells per mouse, obtained
from the Institute of Basic Medical Sciences, Chinese
Academy of Medical Sciences) into the withers of each
mouse. After tumor transplantation, the animals were
assigned to experimental and control groups (8 mice per
group) and were then kept in their compartments until
the end of the experiment. The hPRDX5 of 75.0 mg/kg
in sterile PBS (100 μl) was subcutaneously injected into
the mice once a day for 20 days starting on day 5 prior
to the inoculation of tumor. Control mice received the
same volume of IL-2 (25.0 ng/kg) [41], IFN-γ (5.0 μg/kg)
[42] once three days after tumor transplantation (positive
control) or PBS (solvent control) as described in hPRDX5.
On 15th day after the tumor transplantation the
mice were euthanized, tumor weight was measured, and
the peripheral blood, thymuses and spleens were isolated
for further analysis. The inhibition rate of tumor was
calculated by the following equation: Inhibition rate (%)
= (1-Tumor weighttest/Tumor weightsolvent control)×100%.

Expression and purification of recombinant
Human PRDX5
Human PRDX5 (GenBank Accession No.
NM_012094), the short form without its mitochondrial presequence, was expressed in Escherichia coli BL21(DE3)
strain as 6×His-tagged fusion protein using pET28a(+)
expression vector and purified as described previously
(gPRDX5) [9]. Eventually, a pure protein of about 17 kDa
was acquired by heterogenesis expression (Figure 1).

Lymphocyte proliferation test

Animal models and treatment

Cell proliferation was assessed as described by
Swamy SM et al [43]. Splenocytes were obtained by
gently placing the organ in RPMI-1640 medium (Sigma,
USA) under aseptic conditions, followed by filtration and
centrifugation (1000 rpm for 5 min) at room temperature.
The erythrocytes were removed by hemolytic Gey’s
solution, while the remaining cells were centrifuged at
1000 rpm for 5 min. After two washes, the splenocytes
were re-suspended in RMPI-1640 medium containing 10%
fetal bovine serum (FBS), and adjusted to 1 × 107 cell/ml.
100 μl of splenocyte suspension (1 × 107 cell/ml) in a 96well culture plate was cultured in RPMI-1640 medium
containing 10% fetal bovine serum (FBS) with the addition
of mitogens (LPS at 5, 10, 20 μg/ml or concanavalin A at 1,
5, 10, 20 μg/ml) (Sigma, USA). After incubation for 72 h
at 37°C in a humidified 5% CO2 incubator, the number
of proliferating cells was determined after centrifugation
(1500 rpm for 10 min) by MTT assay [44] at a wavelength
of 570 nm. The stimulation index was calculated by the
following equation: Stimulation index = ODtest/ODcontrol.

All animal experiments were conducted in
accordance with The Standards for Laboratory Animals
(GB14925-2001) and The Guideline on the Humane
Treatment of Laboratory Animals (MOST 2006a)
established by the People’s Republic of China. And our
protocols confirmed to the guidelines of Chinese Academy
of Medical Sciences for experimental animal care and use.

The model of C26-injected mice
Cachexia was induced by subcutaneous grafting of a
0.5 mm3 fragment of colon carcinoma (C26, obtained from
the Institute of Basic Medical Sciences, Chinese Academy
of Medical Sciences) in the dorsal region of 6- to 8-weekold BALB/c female mice. Mice were housed in standard
conditions with day/night cycles of 12 hours and assigned
to experimental and control groups (8 mice per group).
Different concentrations of hPRDX5 (12.5, 25.0, 50.0, 75.0,
150.0 mg/kg) in sterile PBS (100 μl) were subcutaneously
injected into the mice once a day for 20 days starting
on day 5 prior to the inoculation of tumor. Control mice
received the same volume of topotecan hydrochloride
(TPT) (3.0 mg/kg), is of a wide range of applications in
chemotherapy against various malignancies [39, 40], once
three days after tumor transplantation (positive control) or
PBS (solvent control) as described in hPRDX5.

www.impactjournals.com/oncotarget

Determination of serum cytokine levels by the
ELISA assay
The levels of IL-2, IL-4, IL-6, IL-10, TNF-α, TNF-β
and IFN-γ in the serum of the mice from experimental
and solvent control groups were determined using the

27195

Oncotarget

ACKNOWLEDGMENTS

mouse ELISA kits (Beyotime, China) according to the
manufacturer’s protocols.

This work was supported by CAMS Innovation Fund
for Medical Sciences (2016-I2M-3-012, 2016-I2M-3-022),
National Natural Science Foundation of China (81321004,
81172965, 8161101360), Mega project of science research
(2014ZX09201-003-002, 2015ZX09102007-016), Special
Fund for Grain Research in the Public Interest of China
(201313002) and Beijing Natural Science Foundation
(7164279). We thank professor Xiulan Su for kindly
providing the gPRDX5 sample and Dr. Guangteng Wu,
Beijing ArNuXon Pharm-Sci Co. Ltd, for the revision of
the manuscript.

Molecular modeling
Discovery Studio 2.5 (Accelrys) was used for the
modeling study and structure analysis. The representative
crystal structures of hPRDX5 (1hd2) and PD-L1
(4z18) were obtained from the Protein Data Bank [45].
The potential interaction of hPRDX5 and PD-L1 was
minimized and determined using the ZDOCK program
[46, 47]. ZDOCK performs a fast Fourier transform search
of all possible binding modes for proteins based on shape
complementarity, desolvation energy, and electrostatics.
Docking was carried out without specifying the binding
residues so that the docking results will reflect the most
possible interaction patterns without any arbitrary restrain.
Of the 3600 poses generated, only the top 100 poses
were retained. By manual analysis of the complexes, the
important residues of Phe19, Asp122 and Tyr123 of PD-L1
involving in the interactions with PD-1 mentioned by
Horita S et al. [37], were found in the complex that is
ranked fifth on the basis of docking Z-Score.

CONFLICTS OF INTEREST
The authors declare no competing financial interests.

Authors’ contributions

All statistical comparisons were carried out using
one-way ANOVA test followed by Tukey’s test (data are
expressed as mean ± SD). P-values less than 0.05 were
considered to be a statistically significant difference.

J.J.L. and X.Z.F. contributed equally to this work.
J.J.L. and X.Z.F. designed the research, J.J.L. wrote the
manuscript. J.J.L. and Y.Y.J. analyzed the information of
the hPRDX5 and J.J.L. carried out heterogenous expression
of the protein, Z.Y.S.and H.Y.M. enriched the protein.
The molecular docking study was carried out by Y.Y.J..
All authors discussed the results and commented on the
manuscript. Z.F.Z., L.X.H. and Z.Y.Y. guided all aspects of
the work.

CONCLUSIONS

REFERENCES

Statistical analysis

In summary, the amino-acid sequence of gPRDX5,
which is one of anti-cancer bioactive peptides (ACBPs),
was identified in our lab. Meanwhile, we confirmed the
anti-cancer bioactivity of gPRDX5 in vitro [9]. In this
study, to overcome the immunogenicity between species
for further therapeutic application, we got the sequence
information of hPRDX5 by BLAST according to
gPRDX5’s sequence, and expressed the hPRDX5 protein
with synthetic DNA sequence. Whereafter, the anti-cancer
bioactivity of hPRDX5 was evaluated in colon cancer
C26/BALB/c and melanoma B16/C57Bl/6 mice tumor
models, and the results suggest that hPRDX5 could
resist immunosuppression by promoting immune organs
development, lymphocyte proliferation and up-regulation
of the levels of serum cytokines. Moreover, the molecular
docking study on hPRDX5/PD-L1 allows for a theoretical
interpretation of PD-L1 immune blockade pathway by
hPRDX5. In a word, our results provide a promising basis
for getting more insights into PD-1/PD-L1’s immune
regulation and future development of the corresponding
immunomodulating peptides related to hPRDX5 as drug
candidates against corrcancers.

www.impactjournals.com/oncotarget

1. Su XL, K Y, Yan MR. The experimental research on antigastric cancer active peptide. Int J Moden Cancer Ther.
1999; 2:26–27.
2. Quan XH, X L. Effect of anti-gastric cancer biological
peptide on mice and induction of TNF. Chin J Cancer
Biother. 2005; 12:301–302.
3. Hou JF, Y M, Rong YN, Jiao TM, Su XL. Effect of
anticancer bioactive peptide on leukemia mice. Acta
Academiae Med Neimongol. 2004; 26:3–6.
4. Yan MR, S X, Liu QP. Effect of anti-gastric cancer
biological peptide on lactic dehydrogenase isoenzyme.
China J Cancer Prev Treat. 2002; 9:382–383.
5. Su L, Xu GH, Shen J, Tuo Y, Zhang X, Jia S, Chen Z, Su
XL. Anticancer bioactive peptide suppresses human gastric
cancer growth through modulation of apoptosis and the cell
cycle. Oncol Rep. 2010; 23:3–9.
6. Su XL, Dong C, Zhang J, Su L, Wang X, Cui H, Chen Z.
Combination therapy of anti-cancer bioactive peptide with
Cisplatin decreases chemotherapy dosing and toxicity
to improve the quality of life in xenograft nude mice
bearing human gastric cancer. Cell Biosci. 2014; 4:7. doi:
10.1186/2045-3701-4-7.

27196

Oncotarget

7. Su XL, Ouyang XH, Xu GH, Shen J, Wang ZY. Effect
of ACBP-S on cell cycle and apoptosis in human gastric
cancer cells. [Article in Chinese]. Zhonghua Zhong Liu Za
Zhi. 2008; 30:422–7.

21. Drake CG, Jaffee E, Pardoll DM. Mechanisms of immune
evasion by tumors. Adv Immunol. 2006; 90:51–81. doi:
10.1016/S0065-2776(06)90002-9.
22. Dong H, Strome SE, Salomao DR, Tamura H, Hirano F,
Flies DB, Roche PC, Lu J, Zhu G, Tamada K, Lennon VA,
Celis E, Chen L. Tumor-associated B7-H1 promotes T-cell
apoptosis: a potential mechanism of immune evasion. Nat
Med. 2002; 8:793–800. doi: 10.1038/nm730.

8. Zhao YY, Peng SD, Su XL. Effects of anti-cancer bioactive
peptide on cell cycle in human nasopharyngeal carcinoma
strain CNE. [Article in Chinese]. Zhonghua Er Bi Yan Hou
Tou Jing Wai Ke Za Zhi. 2006; 41:607–11.
9. Feng X, Liu J, Fan S, Liu F, Li Y, Jin Y, Bai L, Yang Z. The
identification of goat peroxiredoxin-5 and the evaluation
and enhancement of its stability by nanoparticle formation.
Sci Rep. 2016; 6:24467. doi: 10.1038/srep24467.

23. Francisco LM, Sage PT, Sharpe AH. The PD-1 pathway in
tolerance and autoimmunity. Immunol Rev. 2010; 236:219–
42. doi: 10.1111/j.1600-065X.2010.00923.x.
24. Thompson RH, Dong H, Lohse CM, Leibovich BC, Blute
ML, Cheville JC, Kwon ED. PD-1 is expressed by tumorinfiltrating immune cells and is associated with poor
outcome for patients with renal cell carcinoma. Clin Cancer
Res. 2007; 13:1757–61. doi: 10.1158/1078-0432.CCR-062599.

10. Banmeyer I, Marchand C, Clippe A, Knoops B. Human
mitochondrial peroxiredoxin 5 protects from mitochondrial
DNA damages induced by hydrogen peroxide. FEBS Lett.
2005; 579:2327–33. doi: 10.1016/j.febslet.2005.03.027.
11. Tien Nguyen-nhu N, Knoops B. Mitochondrial and cytosolic
expression of human peroxiredoxin 5 in Saccharomyces
cerevisiae protect yeast cells from oxidative stress induced
by paraquat. FEBS Lett. 2003; 544:148–52.

25. Okazaki T, Honjo T. The PD-1-PD-L pathway in
immunological tolerance. Trends Immunol. 2006; 27:195–
201. doi: 10.1016/j.it.2006.02.001.

12. Knoops B, Goemaere J, Van der Eecken V, Declercq JP.
Peroxiredoxin 5: structure, mechanism, and function of the
mammalian atypical 2-Cys peroxiredoxin. Antioxid Redox
Signal. 2011; 15:817–29. doi: 10.1089/ars.2010.3584.

26. Keir ME, Liang SC, Guleria I, Latchman YE, Qipo A,
Albacker LA, Koulmanda M, Freeman GJ, Sayegh MH,
Sharpe AH. Tissue expression of PD-L1 mediates peripheral
T cell tolerance. J Exp Med. 2006; 203:883–95. doi:
10.1084/jem.20051776.

13. Wood ZA, Schroder E, Robin Harris J, Poole LB. Structure,
mechanism and regulation of peroxiredoxins. Trends
Biochem Sci. 2003; 28:32–40.

27. Keir ME, Butte MJ, Freeman GJ, Sharpe AH. PD-1
and its ligands in tolerance and immunity. Annu Rev
Immunol. 2008; 26:677–704. doi: 10.1146/annurev.
immunol.26.021607.090331.

14. De Simoni S, Linard D, Hermans E, Knoops B, Goemaere
J. Mitochondrial peroxiredoxin-5 as potential modulator of
mitochondria-ER crosstalk in MPP+-induced cell death.
J Neurochem. 2013; 125:473–85. doi: 10.1111/jnc.12117.

28. Blank C, Gajewski TF, Mackensen A. Interaction of PDL1 on tumor cells with PD-1 on tumor-specific T cells as
a mechanism of immune evasion: implications for tumor
immunotherapy. Cancer Immunol Immunother. 2005;
54:307–14. doi: 10.1007/s00262-004-0593-x.

15. Yuan J, Murrell GA, Trickett A, Landtmeters M, Knoops
B, Wang MX. Overexpression of antioxidant enzyme
peroxiredoxin 5 protects human tendon cells against
apoptosis and loss of cellular function during oxidative
stress. Biochim Biophys Acta. 2004; 1693:37–45. doi:
10.1016/j.bbamcr.2004.04.006.

29. Lee SJ, Jang BC, Lee SW, Yang YI, Suh SI, Park YM,
Oh S, Shin JG, Yao S, Chen L, Choi IH. Interferon
regulatory factor-1 is prerequisite to the constitutive
expression and IFN-gamma-induced upregulation of B7H1 (CD274). FEBS Lett. 2006; 580:755–62. doi: 10.1016/j.
febslet.2005.12.093.

16. Wang MX, Wei A, Yuan J, Trickett A, Knoops B, Murrell
GA. Expression and regulation of peroxiredoxin 5 in human
osteoarthritis. FEBS Lett. 2002; 531:359–62.
17. Choi HI, Ma SK, Bae EH, Lee J, Kim SW. Peroxiredoxin
5 Protects TGF-beta Induced Fibrosis by Inhibiting Stat3
Activation in Rat Kidney Interstitial Fibroblast Cells.
PLoS One. 2016; 11:e0149266. doi: 10.1371/journal.
pone.0149266.

30. Carter LL, Fouser LA, Jussif J, Fitz L, Deng B, Wood
CR, Collins M, Honjo T, Freeman GJ, Carreno BM.
PD-1 : PD-L inhibitory pathway affects both CD4(+)
and CD8(+) T cells and is overcome by IL-2. European
Journal of Immunology. 2002; 32:634–43. doi:
10.1002/1521-4141(200203)32:3<634::Aid-Immu634>3.0.
Co;2-9.

18. Disis ML. Immune regulation of cancer. J Clin Oncol. 2010;
28:4531–8. doi: 10.1200/JCO.2009.27.2146.
19. Vesely MD, Kershaw MH, Schreiber RD, Smyth MJ.
Natural innate and adaptive immunity to cancer. Annu
Rev Immunol. 2011; 29:235–71. doi: 10.1146/annurevimmunol-031210-101324.

31. Robert C, Ribas A, Wolchok JD, Hodi FS, Hamid O,
Kefford R, Weber JS, Joshua AM, Hwu WJ, Gangadhar TC,
Patnaik A, Dronca R, Zarour H, et al. Anti-programmeddeath-receptor-1 treatment with pembrolizumab in
ipilimumab-refractory advanced melanoma: a randomised
dose-comparison cohort of a phase 1 trial. Lancet. 2014;
384:1109–17. doi: 10.1016/S0140-6736(14)60958-2.

20. Dunn GP, Bruce AT, Ikeda H, Old LJ, Schreiber RD. Cancer
immunoediting: from immunosurveillance to tumor escape.
Nat Immunol. 2002; 3:991–8. doi: 10.1038/ni1102-991.
www.impactjournals.com/oncotarget

27197

Oncotarget

32. Robert C, Long GV, Brady B, Dutriaux C, Maio M,
Mortier L, Hassel JC, Rutkowski P, McNeil C, KalinkaWarzocha E, Savage KJ, Hernberg MM, Lebbe C, et al.
Nivolumab in previously untreated melanoma without
BRAF mutation. N Engl J Med. 2015; 372:320–30. doi:
10.1056/NEJMoa1412082.

Spanczynski M, Bolis G, Malmström H, Coleman R, et al.
Topotecan versus paclitaxel for the treatment of recurrent
epithelial ovarian cancer. J Clin Oncol. 1997; 15:2183–93.
doi: 10.1200/jco.1997.15.6.2183.
40. Holcombe RF, Kong KM, Wimmer D. Combined
topoisomerase Ι inhibition for the treatment of metastatic
colon cancer. Anticancer Drugs. 2004; 15:569–74. doi:
10.1097/01.cad.0000132232.28888.21.

33. Sakuishi K, Apetoh L, Sullivan JM, Blazar BR, Kuchroo
VK, Anderson AC. Targeting Tim-3 and PD-1 pathways to
reverse T cell exhaustion and restore anti-tumor immunity. J
Exp Med. 2010; 207:2187–94. doi: 10.1084/jem.20100643.

41. Noble S, Goa KL. Aldesleukin (Recombinant Interleukin-2):
A Review of its Pharmacological Properties, Clinical
Efficacy and Tolerability in Patients with Metastatic
Melanoma. BioDrugs. 1997; 7:394–422. doi: 11738804/97/0005-0394/514.50/0.

34. Blank C, Gajewski TF, Mackensen A. Interaction of PDL1 on tumor cells with PD-1 on tumor-specific T cells as
a mechanism of immune evasion: implications for tumor
immunotherapy. Cancer Immunol Immunother. 2005;
54:307–14. doi: 10.1007/s00262-004-0593-x.

42. Ikeda H, Old LJ, Schreiber RD. The roles of IFN gamma
in protection against tumor development and cancer
immunoediting. Cytokine Growth Factor Rev. 2002; 13:
95–109. doi: 10.1016/S1359-6101(01)00038-7.

35. Chen W, Zheng R, Baade PD, Zhang S, Zeng H, Bray F,
Jemal A, Yu XQ, He J. Cancer statistics in China, 2015. CA
Cancer J Clin. 2016; 66:115–32. doi: 10.3322/caac.21338.

43. Swamy SM, Tan BK. Cytotoxic and immunopotentiating
effects of ethanolic extract of Nigella sativa L. Seeds.
J Ethnopharmacol. 2000; 70:1–7. doi: 10.1016/S03788741(98)00241-4.

36. Fan Y, Lu Y, Wang D, Liu J, Song X, Zhang W, Zhao X,
Nguyen TL, Hu Y. Effect of epimedium polysaccharidepropolis flavone immunopotentiator on immunosuppression
induced by cyclophosphamide in chickens. Cell Immunol.
2013; 281:37–43. doi: 10.1016/j.cellimm.2013.01.008.

44. Mosmann T. Rapid colorimetric assay for cellular growth
and survival: application to proliferation and cytotoxicity
assays. J Immunol Methods. 1983; 65:55–63.

37. Horita S, Nomura Y, Sato Y, Shimamura T, Iwata S, Nomura
N. High-resolution crystal structure of the therapeutic
antibody pembrolizumab bound to the human PD-1. Sci
Rep. 2016; 6:35297. doi: 10.1038/srep35297.

45. Berman HM, Battistuz T, Bhat TN, Bluhm WF, Bourne PE,
Burkhardt K, Feng Z, Gilliland GL, Iype L, Jain S, Fagan
P, Marvin J, Padilla D, et al. The Protein Data Bank. Acta
Crystallogr D Biol Crystallogr. 2002; 58:899–907.

38. Zak KM, Grudnik P, Guzik K, Zieba BJ, Musielak B,
Domling A, Dubin G, Holak TA. Structural basis for
small molecule targeting of the programmed death ligand
1 (PD-L1). Oncotarget. 2016; 7:30323–35. doi: 10.18632/
oncotarget.8730.

46. Chen R, Li L, Weng Z. ZDOCK: an initial-stage proteindocking algorithm. Proteins. 2003; 52:80–7. doi: 10.1002/
prot.10389.
47. Chen R, Tong W, Mintseris J, Li L, Weng Z. ZDOCK
predictions for the CAPRI challenge. Proteins. 2003;
52:68–73. doi: 10.1002/prot.10388.

39. ten Bokkel Huinink W, Gore M, Carmichael J, Gordon A,
Malfetano J, Hudson I, Broom C, Scarabelli C, Davidson N,

www.impactjournals.com/oncotarget

27198

Oncotarget

