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ABSTRACT

Extracellular miRNAs are increasingly studied as markers for specific diseases.
They are released in biological fluids in a remarkably stable form, and may play a role
in intercellular communication. They are thought to be protected against degradation
by either encapsulation within microparticles, or by binding to proteins (mostly AGO2).
The particulate forms may be internalized by endocytosis or membrane fusion, but the
protein-bound forms require a receptor mechanism for their uptake. A major question
is whether there are natural cell-membrane receptors that capture and internalize
protein-bound functional miRNAs. We examined neuropilin-1 (NRP1), in view of its
properties as a receptor for many ligands, including growth factors such as vascular
endothelial growth factor (VEGF), and efficiency at mediating ligand internalization. It
is expressed by endothelial cells, many other normal cell types, and cancer cells. Here,
we report that NRP1 binds miRNAs with high affinity, and promotes their entry into
the cell. Furthermore, the internalized miRNAs remain functional, as they specifically
regulate proliferation and migration of cancer cells, as well as tube formation by
human endothelial cells. Anti-NRP1 antibodies or NRP1 siRNA knockdown block miRNA
effects, further confirming NRP1-mediated uptake. VEGF does not compete with
miRNAs for binding to NRP1. In addition, NRP1 binds extracellular AGO2 (carrying
miRNA or not), and internalizes AGO2/miRNA complexes. Because miRNA bound to
AGO2 appears to the most abundant form in body fluids, this may have important
physiological and pathological effects.

bound forms require a mediator or receptor facilitating
transport across the membrane. Several important
publications implicate protein complexes in this process.
For instance, Wagenaar et al. demonstrated productive
uptake and endosomal sorting of oligonucleotides, but

INTRODUCTION

miRNAs are short non-coding RNAs that are
estimated to regulate up to two-thirds of all human genes.
They have also been reported to play important roles

in tumor development and metastasis [1]. Extracellular
miRNAs are found in biological fluids [2]. They might play
a role in inter-cellular communication, but this remains
unclear. Unlike other types of RNA, miRNAs are quite
stable in the blood. They appear to be protected against
degradation either by encapsulation within microparticles,
or because they are bound to proteins (mostly AGO2) in a
non-particulate form. While the encapsulated forms may be
internalized by endocytosis or membrane fusion, the protein-

the mechanism of cell membrane penetration was not
determined [3]. Vickers et al. demonstrated the role of
high-density lipoproteins (HDL), and its receptor SR-BI, in
non-exosomal transport and uptake of a number of miRNAs
with functional targeting capabilities [4]. However, only
a small fraction of circulating miRNA was complexed to
HDL, and this mechanism may not be dominant [2].

The involvement of specific miRNAs in kidney
cancer pathogenesis has been documented in the literature
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[5, 6]. More recently, the role of miRNAs in mediating
communication between cancer cells and endothelial cells
has been postulated [5, 7]. A major question is whether
there are natural receptors for extracellular miRNAs,
which would facilitate their entry into cells. Toll-like
receptors (TLRs) can bind miRNA and other RNA species,
but the RNA does not appear to be transported across the
cell membrane [8]. Several publications describe artificial
systems for miRNA delivery, such as cell-penetrating
peptides (CPPs) and various types of nanoparticles [9].
However, these synthetic systems are not likely to mimic
the natural mechanisms of RNA exchange between cells.

We hypothesized that there is a high affinity receptor
for miRNAs on cells, with the capacity to internalize their
ligand. In view of its properties as a multispecific receptor
[10], and efficient mediator of peptide internalization
[11], we examined neuropilin-1 (NRP1) as a potential
miRNA receptor. As we have reviewed [10], NRP1 is a
multifunctional protein with numerous ligands [12—14],
and only salient features are mentioned here. It is a
coreceptor for several growth factors and other mediators,
including vascular endothelial growth factor (VEGF),
transforming growth factor B1 (TGF-B1), hepatocyte
growth factor (HGF) and platelet-derived growth factor
(PDGF). Interestingly, in most cases NRP1 interacts
with both the soluble growth factor and its receptors,
and generally enhances responses. As such it plays a
physiological and pathological role in many situations,
including angiogenesis, wound healing, cancer and
immunity. It is expressed by a variety of cell types;
notably endothelial cells and cancer cells. It is a coreceptor
for the class 3 semaphorins (SEMA3), which play a key
role in axonal guidance. It interacts with integrins, and is
involved in epithelial-to-mesenchymal transition (EMT),
Hedgehog signaling, and the survival of stem cells. The
molecular basis for these numerous interactions is not
well understood, but crystal structure studies and other
investigations have identified the binding sites of VEGF.
Importantly, it binds negatively charged heparin [15,
16], which raised the possibility that it might also bind
nucleic acids. Here, we report that NRP1 binds miRNAs
with high affinity and promotes their entry into the cell.
Furthermore, the internalized miRNAs are functional. We
also report that NRP1 binds AGO2 and AGO2/miRNA
complexes. Because miRNA bound to AGO2 is possibly
the most abundant form in body fluids, this may have
important physiological consequences [17].

RESULTS

Recombinant NRP1 binds synthetic miRNA
oligonucleotides

Here we demonstrate that synthetic miRNAs bind
to recombinant NRP1 with high affinity. The panel of
miRNAs included miR-20a, miR-138, miR-331, miR-

422, and control RNA, which were biotinylated using the
Pierce biotinylation kit. The first two are reported to be
deregulated in kidney cancer [15, 18]. Both full-length
NRP1-Fc and a truncated molecule sSNRP1 (Figure 1A)
bound denatured miR-331 (Figure 1B). The IgG-Fc-
tag alone did not bind miRNA. This indicates that the
miRNA binding site(s) is/are located within either ala2
or b1b2 domains of NRPI, or possibly both domains.
The use of either SNRP1 or NRP1-Fc is indicated in the
Legends. An anti-NRP1 antibody blocked the miRNA
binding (Figure 1C). For blocking, we used monoclonal
antibody MNRP1685A (from Genentech), which binds
to the b1b2 domain of NRP1 of both human and mouse.
This suggests that the b1b2 domains are the primary site
of binding, although further investigations are required.
Bound miRNA was displaced by non-labeled miRNA
(Figure 1D) or heparin (not shown). All this confirms that
NRP1 specifically binds miRNAs. MiRNA denaturation
did not change affinity, and because of this denaturation
was omitted from the protocol in subsequent work. Since
miRNA mimics are double-stranded, it is clear that both
single-stranded and double-stranded miRNA can bind to
NRP1.

A typical binding curve of non-denatured miRNA
binding is presented on Figure 1E, and the dissociation
constants for other miRNAs are listed in Table 1 . The
binding fits a single-site model, although additional
binding sites with different affinity might be observed
with other miRNA species or in a wider range of
concentrations. The binding affinity of NRP1-Fc and
sNRP1 was very close (Table 1). An important factor
modulating the binding affinity is the concentration
of divalent cations (Table 1). Indeed, Mg?* and Ca>*
altered the affinity of miRNAs, but binding occurred at
physiological concentrations of these cations. Notably,
addition of Mg?* alone increased binding affinity.

The affinity of a miRNA to NRP1 may be modulated
in the presence of its other ligands, such as VEGF, also
present in the circulation. We address these issues in
Figure 1F, 1G. We compared the binding of miRNA in
the presence or absence of pre-bound VEGF, and did not
find a difference within the range of concentrations used
(Figure 1G). Similarly, pre-bound miRNA insignificantly
affected the affinity of VEGF to its receptor (Figure 1F).

While positively-charged motifs in NRP1 are likely
essential for binding of the negatively-charged miRNA,
the role of other factors such as protein conformation
is not clear. To examine the role of these factors, we
tested the binding of miRNA to a plate coated with poly-
ornithine instead of NRP1. The concentration of this
positively-charged polypeptide was the same as that of
sNRP1. The Kd value acquired in this experiment was
6.668+1.293. This is an order of magnitude higher than
the values recorded for the binding to SNRP1 (Table 1).
The relatively lower affinity despite the very high net
positive charge suggests that the other factors, yet to be
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Figure 1: Recombinant NRP1 binds miRNA mimics. A. The structure of the NRP1-Fc, lacking the transmembrane and cytoplasmic
portions of NRP1, and truncated sSNRP1 consisting only of the ala2 and b1b2 domains. B. miR-331 is retained on the NRP1-Fc- and
sNRP1-coated plate but is not captured by the Fc-tag protein. C. Pre-treatment of the SNRP1-coated plate with anti-NRP1 antibody (ab)
prevents binding of miR-20a to the plate. D. miR-331 bound to the sNRP-coated plate (left bar) was displaced during the overnight
incubation with unlabeled miRNA (right bar). E. A typical binding curve: miR-138 is bound to the SNRP-coated plate in the presence of
0.9 mM Mg and 1.26 mM Ca (HBSS with Ca*" and Mg*"). F. | nM miR-20a does not modulate the binding of VEGF to sNRP1. G. 1 nM
VEGF insignificantly affects the affinity of miR-20a to sNRP1. The data is representative of 3-6 independent experiments. In all cases, the
data is presented as the Mean+=SEM; **** P<(.0001.
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Table 1: Binding affinity of miRNAs to SNRP1 and NRP1-Fc and the effect of cations

miRNAXxs Immobilized Kd, nM (no Kd, nM (0.5 mM Mg, Kd,nM (1.5 Kd, nM (at 0.9 mM

protein Mg, no Ca?") no Ca?) mM Mg, no Mg+1.2 mM Ca?")
Ca2+)

miR-20a sNRP1 0.02823+0.00975 0.3864+0.02742

miR-138 sNRP1 0.3484+0.0814 0.7720+0.07681

miR-331 sNRP1 1.240.7 0.03830+0.01483 Kd=0.071£0.025 0.8500+0.1688

miR-331 NRPI-Fc 0.9112+0.3860

miR-422 sNRP1 0.1375+.02458 0.34414+0.0657

*The data is representative of 6 independent experiments.

determined, make a significant contribution to the high
affinity of miRNAs to NRP1.

The experiments described above demonstrate that
NRP1 is an RNA-binding protein, which can capture
miRNAs with high affinity under physiologically
relevant conditions, i.e., non-denatured RNA, neutral pH,
physiological concentrations of calcium and magnesium,
37°C.

Naked miRNA binds to and is internalized by
NRP1-expressing cancer cells in vitro

NRP1 is found both on the cell surface of a number
of cancer cells, and can be rapidly internalized [11, 19].
We hypothesized that miRNAs bound to NRP1 can be
translocated across the cell membrane. Here, we present
evidence that miRNAs in fact bind to natural NRP1 on
the cell surface and translocate into the cytoplasm of renal
clear carcinoma cells.

786-O and ACHN cells both express NRPI1 as
determined by flow cytometry analysis (not shown). To
demonstrate translocation we conjugated the biotinylated
miRNAs used in the cell-free binding assays with
streptavidin-coated fluorescent microparticles, and
incubated them with ACHN kidney cancer cells pre-
treated or not with a blocking anti-NRP1 antibody (Figure
2A-2C). Fluorescent microparticles were found on the
cell membrane and in the cytoplasm. MiRNA notably
increased the number of the internalized particles, and
the anti-NRP1 antibody decreased it to the level of the
negative control. NRP1-negative cells (a small fraction
of ACHN cells) did not uptake miRNA under the same
treatment conditions (Figure 2D). In addition, siRNA
knockdown of NRP1 caused severe inhibition of bead
uptake whereas sham siRNA was not inhibitory (Figure
2E, 2F). Note that the cells were treated with siRNA
without a transfection agent and, nevertheless, NRP1 was
knocked down as described further below.

Particle-associated fluorescence was co-localized
with NRP1. We used ImageJ to quantify the colocalization.
About 90% of the particle-associated fluorescence

was co-localized with NRP1 in cytoplasm when the
particles were conjugated with miRNA, while this value
was only about 25% in the negative control and in the
antibody-pretreated cells (Figure 3A). This indicates that
extracellular miRNAs can bind to NRP1 and translocate
across the cell membrane in a NRP1-dependent way.

We also confirmed this observation in an
independent experiment. For this, we incubated NRP1-
positive BT-474 breast carcinoma cells with NRPI-
targeting siRNA in a serum-free medium without
transfection reagent and observed the knockdown of the
targeted protein (Figure 3B). The marked reduction of the
expression indicated that the unassisted transfection was
productive, as mentioned above for renal carcinoma cells.

As noted above, the streptavidin-coated
microparticles had a limited ability to bind to the cells
in the absence of miRNA. To exclude the possibility
that these particles directly bind to NRPI irrespective
of miRNA, we performed a cell-free binding assay
(Figure 3C). It shows that the microparticles did not have
significantly more affinity for plate-bound NRP1-Fc than
to the blank control (BSA only). However, when plate-
bound NRP1-Fc was preincubated with biotin-conjugated
miRNA the binding of the beads increased markedly.
Therefore, we conclude that the binding of the fluorescent
microparticles to the cells was not due to affinity to NRP1
by itself, but rather to NRP1/miRNA.

NRP1 binds AGO2 with or without miRNA

Circulating miRNAs are found in a complex with
AGO?2 protein which is believed to protect them from
degradation. AGO2 contains an RNA-binding domain
(Piwi). We found that full-length AGO2 binds miR-
20a with an affinity that is lower than that of NRP1: Kd
=7.27244.692 nM and 0.386440.02742 nM, respectively.
Pre-treatment of miRNA with an equimolar amount of
sNRP1 did not prevent the retention of miRNA by the plate-
immobilized Piwi domain of AGO2 (Figure 4A). Similarly,
in the reversed setting, pre-incubation with AGO2 did not
prevent retention of miRNA to the NRP1-coated plate.
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Figure 2: Biotinylated miR-422 conjugated to fluorescent streptavidin-coated microparticles binds to NRP1 expressed
by ACHN cells and translocates into the cytoplasm. The uptake of the beads is visualized by confocal microscopy. The fluorescent
beads (green) are found in z- sections cutting through the nucleus. They co-localize with NRP1 (red; see also Figure 3). Cells are counter-
stained for f-actin (cyan). A. Spontaneous uptake of the unconjugated beads is very low. B. Unassisted uptake of miR-422 conjugated to the
beads by ACHN cells. C, D. Cells pre-treated with a blocking anti-NRP1 antibody (ab), or natural NRP1-negative cells, uptake negligible
amount of miR-422-bead conjugate. E, F. Similarly, knockdown of NRP1 by siRNA severely depressed bead uptake, as compared to the
scrambled siRNA control. Cells were transfected with siRNA using the unassisted translocation protocol. The data is representative of 6

independent experiments.
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Furthermore, full-length AGO2 by itself bound effect, but for unknown reasons the antibody alone

to NRP1-Fc with high affinity, and miRNA neither was increased proliferation, rendering interpretation difficult
required for this binding nor inhibited it (Figure 4B). (not shown). To demonstrate a role of NRP1, we compared
The truncated AGO2 protein containing the Piwi domain the response of 786-O cells with or without prior siRNA
bound NRP1 with the same affinity as the full-length knockdown of NRP1 (Figure 5C). In the experiments
protein (data not shown). AGO2 (Piwi) did not prevent presented in Figure 5 and Supplementary Figure S1 (cell
the uptake of miRNA-conjugated beads by NRP1-positive proliferation and migration), unlike all other figures,
cells, or block miRNA colocalization with NRP1 (Figure we used a transfection agent (Lipofectamin 3000) to
4C). On the contrary, miRNA-coated beads preincubated obtain maximal siRNA knockdown of NRPI1, which
with AGO2 (Piwi) and/or sSNRP1 were even more actively was later removed by multiple washes. 72 h after NRP1
internalized than beads conjugated with naked miRNA knockdown the cells were incubated with miRNA without
alone (Figures 4D and 4E). the transfection reagent, using unassisted uptake. As can
These experiments demonstrate that NRP1 and be seen, the NRP1-positive cells had a moderately higher
AGO?2 bind to each other irrespective of the presence basal rate of proliferation and these cells responded to
of miRNA. Furthermore, it appears that NRP1/AGO2 miR-20a by increased proliferation, whereas those with
complexes retain attached miRNA, and can internalize the NRP1 knockdown did not. These results show that the
bound miRNA. It is important to note that NRP1 can bind uptake of miRNAs was productive, altering proliferation,
to itself, as mentioned previously, and we postulate that and support the conclusion that NRP1 is required for this
extracellular NRP1/AGO2/miRNA complexes have a high response.
affinity for NRP1 on the membrane of cells. In a wound-scratch assay, miR-20a increased the
migration rate of 768-O cells by 300% and miR-331
miRNAs modulate proliferation and migration by 200%, while miR-422 was less effective (Figure
of NRP1-expressing cancer cells in vitro 5D). Migration of ACHN cells was notably activated
by miR-331, but miR-20a and miR-422 were much less
RNA internalized by a cell via an NRPI- effective (Figure SE). A NRP1 blocking antibody, which
dependent mechanism may induce specific modulation had only a mild effect on migration by itself, abrogated
of the cell function. We studied the effect of miRNAs the ability of the miRNAs to increase migration (Figure
on the proliferation and migration of two renal clear cell 5D, SE). Knockdown of NRP1 by siRNA reduced cell
carcinoma cell lines, 768-O and ACHN. Importantly, no migration, but these cells were still capable of migration
transfection reagents were added. Three miRNAs (miR- (Supplementary Figure S1A, S1B). In this case, as with
20a, miR-331, and miR-422) increased the division of proliferation, NRP1 knockdown abolished the effect of
768-0 cells two-to-three times compared to the negative miRNA on migration, as seen in images and corresponding
control (Figure SA, 5B). Pre-treatment with the blocking data analysis (Supplementary Figure S1A, SIB). In
anti-NRP1 antibody prevented this miRNA-mediated addition, the effect miR-20a on migration was antagonized
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Figure 3: NRP1 colocalization with miRNA conjugated to the beads, unassisted NRP1 knockdown, and binding
control. A. Colocalization index. The experiment was performed as in Figure 2. In the cytoplasm 90% of miR-422 is colocalized with
NRP1 as estimated by the calculation of Manders’ coefficient (M1), and this was blocked by anti-NRP1 antibody. The data represents the
Mean+SEM; **** P <(0.0001. B. NRP1-positive BT-474 breast cancer cells treated with NRP1-targeting siRNA without transfection reagent
express significantly less NRP1 than the cells treated with scrambled siRNA. After 3 days in culture the cells were fixed, permeabilized,
stained for NRP1, and analyzed by flow cytometry. The data is representative of three independent experiments. C.The streptavidin-coated
microbeads did not bind significantly to NRP1-Fc, but binding was enhanced by pre-incubating the NRP1-Fc coated plate with a biotin-
conjugated miRNA. Retention of the beads was quantified by fluorescent ELISA. Three experiments yielded similar results; the data
represents Mean+SEM, *. P < 0.05.

www.impactjournals.com/oncotarget 68062 Oncotarget



by a competitor miRNA, which binds to NRP1 but does
not participate in miRNA-specific signaling and does
not affect migration (see Methods) (Figure 5D). Taken
together, these results indicate that miRNAs internalized
in an NRP1-dependent process remain functional and
regulate cellular processes.

miRNA-induced tube formation by HUVEC

Renal cell carcinoma is a vascular tumor. It was
recently postulated that miRNAs released by cancer
cells can be an instrument in their cross-talk with both
tumor and non-tumor cells, such as vascular endothelial

cells [7]. To recognize this signal the recipient cells must
express the receptor for miRNA. Human endothelial cells
HUVEC cultured on Matrigel can be stimulated to form
tubules in vitro. We used this model to show that they
can be stimulated with extracellular miRNAs. HUVEC,
pretreated or not with the blocking anti-NRP1 antibody,
were incubated with miRNAs from our panel. Of the
miRNAs tested miR-20a, but not miR-331 and miR-422
mimics activated tube formation (Figure 6A). This selective
activation by miR-20a was completely canceled by the
NRP1 antibody (Figure 6B). This suggests that unassisted
neuropilin-mediated uptake of miR-20a was able to induce
specific response in vascular endothelial cells.
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20a, pre-complexed or not with 1 nM sNRP1, binds to the plate coated with the Piwi domain of AGO2. Binding is expressed in relative
luminescence units (RLU) after the subtraction of non-specific binding (arbitrary units). B. Full- length AGO2 binds to the immobilized
NRP1-Fc. AGO2 is pre-mixed or not with the equimolar amount of miR-20a and serially diluted after 1 h incubation. Retention of AGO2
is quantified with anti-AGO2 antibody and visualized with TMB substrate. Binding is expressed as OD,, -non-specific binding. All binding
assays are performed in the presence of Ca*" and Mg?*. C. ACHN cells internalize miR-331-AGO2 complex conjugated to streptavidin-
coated fluorescent beads. Biotin-labeled miR-331 was preincubated with Piwi domain of AGO2 in an equimolar ratio and conjugated to the
beads. The internalization of this complex by ACHN cells was observed by confocal microscopy. The beads (green) co-localize with NRP1
(red). Cells are counter-stained for f-actin (cyan). D. Interaction of miRNA with sNRP1, AGO2, or both proteins, facilitates the uptake of
miR-331 by ACHN cells. Biotin-labeled miR-331 was preincubated or not with sNRP, AGO2-Piwi, or an equimolar mix of both proteins
and conjugated to the beads as in panel C. miR-331 conjugated to the fluorescent streptavidin-coated beads (green) is seen in z-sections
cutting through cytoplasm. The cell boundaries are delineated by f-actin staining (grey). E. The uptake of miRNA as shown in panel D is
quantified as mean green fluorescence per cell using ImagelJ. The data is presented as Mean+SEM; **** P<(0.0001 versus all other bars.
The data is representative of two independent experiments.
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with CFSE and treated with miR-20a or miR-422. Cell division was traced by flow cytometry 24 h later. Generations of divided cells are
depicted light blue, undivided cells are shown with dotted blue line, red is calculated fit line. B. Division of 768-O cells is activated by
miR-20a, miR-331, and miR-422. C. Prior knockdown of NRP1 with siRNA abrogated the response of 786-O cells to miR-20a in the
proliferation assay. D. Migration of 768-O cells pre-treated or not with anti-NRP1 antibody (ab) and treated with miR-20a, miR-331, miR-
422, or competitor RNA in the wound-scratch assay. In case of the miRNA competition the cells were pre-treated with the competitor 30
min before adding the equal amount of miR-20a. The data is acquired after 20 h and presented as relative area covered by the migrating
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DISCUSSION

In this study, we identify NRP1 as a high affinity
receptor for extracellular miRNAs. Moreover, we show
that NRP1 internalizes miRNA in either naked form,
complexed to beads, or bound to AGO2. The internalized
miRNAs exert their usual function.

The presence of miRNA in biological fluids is well
established. However, the origin of these miRNA species
and their possible function are not clear. They may be
released from dead cells with no specific function [2].
They can also be actively secreted [5] and have been
postulated to be mediators for intercellular communication
(review in [2]). If extracellular miRNA is in fact a
signaling agent, we postulate it must be recognized by a
receptor on the recipient cell, to induce a specific response.
Unassisted productive oligonucleotide uptake by some
cell lines (but not others) has been reported [3], but the
actual mechanism of cell penetration remains unknown.
Indirectly, miRNA pre-bound to HDL can be translocated
by the HDL receptor SR-BI [4], but the protein that is
binding miRNA was not identified, and the amount of
miRNA bound to HDL was only 8% of total circulating
miRNA. This route is not active in endothelial cells or
peripheral blood mononuclear cells, and its role in the
intercellular communication between tumor, endothelium,
and immune system appears unlikely [20].

miR-2

e

Here, we demonstrated direct binding of synthetic
miRNAs to immobilized NRP1 and calculated the Kd
values. The affinity was notably increased in the presence
of magnesium, and this implies that the RNA affinity to
NRP1 is not solely based on the electrostatic interactions,
because divalent cations neutralize the negative charge
of phosphate groups. This is further confirmed by the
observation that a positively-charged polypeptide, poly-
ornithine, binds miRNA with a much lower affinity of
Kd=6.668+1.293 nM.

We observed no notable difference in retention
of miR-331on the plate coated with either full-length
NRP1-Fc or the truncated sNRP1 lacking the C-domain,
and it appears the ala2 and blb2 domains are more
essential for the binding than the C-domain. Furthermore,
a blocking antibody against the b1b2 domains prevented
miRNA binding, suggesting that the principal binding
site is located in that region, but further investigation is
required to confirm this. The binding curve fits a single-
site model; however, this does not exclude multiple non-
interacting sites with similar affinity. Retained miRNA
was displaced by heparin. This raises the possibility
that 20 base-long miRNAs interact with the same
sites as heparin. Alternatively, heparin may induce a
conformation of NRP1 not favoring the binding of RNA.
The identification of binding sites for miRNA requires
further studies.

miR-20a+ab

a

Figure 6: Tube formation assay. HUVEC were pre-treated or not with a blocking anti-NRP1 antibody (ab) treated with miRNA
mimics, and plated onto Matrigel. The images were taken after 2, 6, and 20 h. The tube formation was quantified as the total length of
tubules using ImageJ. A. Tube formation by HUVEC treated with miR-20a for 20 h. B. Calculated tube length formed by the cells treated
with miRNA mimics. The data is presented as Mean+SEM, and statistical significance is denoted as: * P<0.05, ** P<(0.01, **** P<(.0001.

The data is representative of three independent experiments.
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RNA-protein interactions have often been studied in
the absence of divalent cations using denatured RNA [21,
22]. Under these conditions oligonucleotide molecules are
unfolded and their net negative charge is unmasked. This
favors binding of RNA to electropositive pockets of proteins
irrespective of RNA conformation. However, these conditions
are unmatched in vivo. Here we used physiologically relevant
concentrations of calcium and magnesium (0.9 mM Mg** and
1.26 mM Ca?") and non-denatured miRNA. Thus far, all the
miRNAs we have tested bind to NRP1; however, a more
exhaustive study is required to identify differences in binding
affinities, or miRNA species that do not bind.

The affinity of miRNA to NRP1 may be modulated
by the presence of the other ligands of this protein, such
as VEGF. We found that VEGF did not notably change
the affinity of miRNA to NRP1 and, similarly, miRNA did
not alter the affinity of VEGF to NRP1. Recently, Fisher et
al. reported that the interaction of VEGF with NRP1 was
increased in a narrow range of concentration of total RNA
[21]. Their observations cannot be compared directly with
our data, because the conditions used in the two studies are
markedly different.

While the binding of miRNAs to a recombinant
protein in a cell-free assay is an important phenomenon,
it is essential to show that the same interaction plays
a physiological role in productive translocation of
extracellular miRNA. To demonstrate binding and uptake,
we conjugated biotinylated miRNA to streptavidin-coated
fluorescent microparticles and incubated them with
cultured NRP1-expressing cells of the ACHN renal clear
cell carcinoma cell line. The treated cells were fixed in
paraformaldehyde and cytoplasmic location of the particles
was demonstrated by confocal microscopy. It is important to
note here that unlike methanol, paraformaldehyde fixation
does not induce translocation of the surface material into the
cytoplasm as an artifact of fixation process.

Although limited non-specific uptake of the particles
was apparent, the number of the particles bound and
internalized by the cells was dramatically increased by
their conjugation with biotinylated miRNA. In a cell-free
assay, the beads without miRNA did not bind to NRP1
more than to a BSA-coated control plate, but binding to
NRP1 was increased in the presence of biotin-conjugated
miRNA. Particle-labeled miRNA co-localized with NRP1
both on the cell surface and in the cytoplasm. Indeed, more
than 85% of the particle-associated green fluorescence
was co-localized with NRP1-associated fluorescence
signal. NRP1-blocking antibody eliminated the miRNA-
mediated increase the green fluorescence in cytoplasm.
A small fraction of ACHN cells was naturally NRP1-
negative, and they did not uptake the particles. Moreover,
siRNA knockdown of NRP1 greatly reduced bead uptake.
Therefore, NRP1 binds extracellular miRNA and assists its
translocation across the cell membrane. The intracellular
fraction of miRNA was notably high compared to the
surface-bound fraction.

The remarkable stability of miRNA in the circulation
is largely attributed to complex formation with the RNA-
binding protein AGO2 [17]. This complex restricts the access
of RNases to the RNA backbone. We directly compared the
binding of miRNA to AGO2 and NRPI, and found that
NRP1 had even higher affinity for miRNA than AGO2.
The large size of AGO2 might prevent binding of miRNA
to NRP1. To address this question, we performed binding
assays and found that AGO2, either in truncated (Piwi
domain) or full-length forms, directly binds to NRP1 in the
presence or absence of miRNA. Indeed, miRNA did not
appear to alter the affinity of the AGO2/NRP1 interaction.
Furthermore, our results suggest that AGO2 and NRP1
molecules, when attached together, efficiently retain miRNA.
Functionally, the interaction between AGO2 and NRP1
on the cell membrane may facilitate or impede the uptake
of miRNA by the cells. To demonstrate that interaction
of miRNA with AGO2 does not prevent uptake, we pre-
treated biotinylated miRNA with equimolar concentrations
of AGO2, sNRPI, or their combination, and conjugated
them with the fluorescent streptavidin beads. The uptake
by ACHN cells was robust in all three cases. Furthermore,
approximately 90% of miRNA pre-treated with AGO2
colocalized with NRP1. Because soluble NRP1 and AGO2
are present in the circulation and body fluids, the formation
of AGO2/NRP1/miRNA complexes appears highly probable.
Because NRP1 binds to itself, these complexed could have
very high affinity for membrane-bound NRP1. In the case of
cancer, such complexes may form in the circulation, because
these patients have significantly elevated levels of circulating
truncated NRP1 [23, 24].

Although translocated into the cytoplasm, miRNA
may remain nonfunctional, if it is degraded, trapped in
an intracellular organelle, or masked by a protein. To
demonstrate productive translocation, we studied the
proliferation and migration of 768-O and ACHN cells,
treated or not with various miRNA mimics from our
panel. In NRP1-expressing cells, but not cells subject to
siRNA knockdown of NRP1, unassisted miRNA uptake
significantly modulated proliferation. This occurred in
a miRNA species-dependent and cell-dependent way.
Similar results were obtained in a cell migration assay.
For example, treatment with miR-20a increased migration,
and this effect was neutralized by a competing miRNA
that does not affect migration by itself. Importantly, in
the presence of NRP1, but not when it was blocked by
antibody or knocked down by siRNA, the miRNAs
exerted their expected effects by increasing the rate of
migration. Taken together, these findings suggest that the
observed effects on proliferation and migration are the
result of canonical miRNA signaling. Although most of the
cell-bound miRNA is found in cytoplasm, a small fraction
of it is membrane-bound, and theoretically it can act in a
noncanonical way. This requires further investigation.

Because NRP1 interacts with several growth factors
and other ligands, its blockade can alter responses in
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tumour-cell assays. However, our results with siRNA
knockdown strongly support productive internalization of
the miRNAs. With this approach, NRP1-low cells are tested
with our without miRNA, and can be compared to NRP1-
high cells irrespective of other factors. Our results show that
NRP1-low cells did not respond to miRNAs. Moreover, in
the bioassays we report, the NRP1 blocking antibody effect
(without miRNA) was modest and insufficient to alter the
interpretation of the results. These findings demonstrate that
NRP1 was required to internalize the miRNAs such that
they exerted their functions.

Although identification of the miRNA targets is
beyond the scope of the current study, our observations
match the published data by others. Thus, miR-422 was
associated with relapse-free survival of the patients with
hepatocellular carcinoma [25] and conceivably may not be
a likely activator of migration of cancer cells. miR-20a, a
member of the miR-17-92 cluster, activates proliferation
of renal clear cells carcinomas [18] and our observations
are consistent with the previous report. Since miR-20a
targets TGFp1 signaling pathways and regulates activation
of SMAD?2/3, it may activate epithelial-to-mesenchymal
transition (EMT) and facilitate the migration. The role of
miR-331 in various tumors has been studied in details.
Overexpression of miR-331-3p induced EMT, activated
Akt and growth factor signaling, upregulated expression
of EGFR and HER?2 in various tumors [26]. It correlated
with poor response to therapy and shorter survival time
for acute myeloid leukemia patients [27]. Thus, its ability
to activate migration of ACHN cells is not surprising.
The reported effects of this miRNA species were organ-
and tumor type-specific, and this also correlates with our
findings.

The mechanisms by which NRP1 induces
endocytosis of ligands have not been completely
elucidated, but two potential pathways have been
described. NRP1 has a cytoplasmic C-terminal motif
(SEA) that binds to the PDZ protein synectin (also denoted
GIPC) [28, 29]. It has been proposed that once synectin
is engaged by NRP1 (and associated ligands) it can act
in conjunction with Dab2, to link endosomal vesicles
of the clathrin pathway with the actin-based molecular
motor myosin VI (Myo6). Myo6 drives endosomal traffic
along actin fibers inside the cell [28, 30]. Peptides with
a consensus C-end rule (CendR) motif (R/K-X-X-R/K)
bind to the same site as VEGF on NRP1 (b1l domain),
and are efficiently internalized [11]. Recently, Pang et
al. studying CendR NRPI1-binding peptides reported
that NRP1-mediated endocytosis is different from other
endocytic pathways [31]. Interestingly, these authors
showed by ultrastructural analysis that CendR peptides
and attached cargo were internalized by a process
similar to macropinocytosis, although it differed in some
mechanistic aspects. Ligands were engulfed in endosome-
like vesicles, or more often in structures that had the
features of multi-vesicular bodies (MVBs). Interestingly,

this pathway was also dependent on an NRP1/synectin
interaction, but not on clathrin. These authors suggested
this macropinocytosis-like pathway was a bulk
mechanism involved in nutrient transport and, indeed,
it was stimulated by nutrient depletion. Remarkably,
engulfment of NRP1-bound cargo in this pathway led to
inter-cellular transfer. Interestingly, Wang et al. reported
that NRP1 facilitated the entry of EBV virus into cells
through both macropinocytosis and lipid raft-dependent
endocytosis [32]. Whether the miRNAs are internalized
by a bulk macropinocytosis or other pathway is unknown,
and requires further investigation. In the case of AGO2, it
binds to NRP1 at high affinity but does not have a CendR
motif, similarly to other ligands such as TGF-B1 and its
receptors [10], and whether it is internalized by the CendR
pathway is also unknown.

In conclusion, NRP1 binds miRNA with high
affinity, and is able to translocate its cargo across the cell
membrane. Furthermore, AGO2/miRNA complexes are
also bound and internalized. The internalized miRNAs
preserve their function (productive transfer). Signaling
through this mechanism is limited to NRPI-positive
cells. It is possible that some selectivity occurs because
miRNA species vary in their affinity for the receptor, and
this warrants further investigation. Moreover, the response
is likely to be cell-type dependent. NRP1 is expressed
by many cell types, and we postulate NRP1-dependent
internalization of miRNAs has an important physiological
function.

MATERIALS AND METHODS

Materials

miRNA mimics were purchased from Life
Technologies (Thermo Fisher Scientific). Recombinant
full-length rat neuropilin-1/Fc chimera (NRP1-Fc),
truncated human neuropilin-1 (sNRP1, 1-640), IgG-
Fc portion, and VEGF165 were from R&D Systems
(Minneapolis). NRP1-Fc has unmodified extracellular
domain, while transmembrane and cytosolic domains
are replaced with a C-terminal portion of human IgG-Fc.
Nuclease-free BSA was from the New England Biolabs
(Whitby, Canada). Nuclease-free water was used for
solutions (Wisent, Montreal, Canada). NUNC ELISA
plates (Thermo Scientific) and Luminata™ Forte ELISA
HRP Substrate (Millipore (Etobicoke, Canada) ) were
used for the luminometric binding assay. ProActive®
streptavidin coated fluorescent microparticles labeled
with Dragon Green (mean diameter 0.22 pm) were from
Bangs Laboratories, Inc. (Fishers, IN, USA). Anti-NRP-1
antibody (MAB 5661, R&D System) home-labeled with
AlexaFluor 647 was used for flow cytometry analysis and
cell imaging. Additionally, to block NRP1--dependent
responses, we used monoclonal antibody MNRP1685A,
which is an anti-human/murine NRP1 obtained from
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Genentech, which binds to the blb2 domain of NRP1.
Phalloidin labeled with AlexaFluor 568 (Molecular
Probes (Thermo Fisher Scientific), and DAPI were used
for counter-staining in the internalization experiments.
CytoFix-CytoPerm kit from BD Biosciences (Mississauga,
Canada) was used to fix and permeabilized cells . Cell
Trace CFSE cell proliferation kit for flow cytometry was
from Life Technologies. Matrigel matrix basal membrane
growth factor-reduced was from Corning (Corning,
USA). NRP1-targeting and scrambled siRNA were from
Santa Cruz Biotechnology. Lipofectamin 3000 (Life
Technologies) was used for the knockdown, as indicated.
Human recombinant AGO2 (Piwi domain and a full-length
protein) was from Biorbyt and anti-pan-AGO?2 antibody
was from EMD (Etobicoke, Canada)

Biotinylation of miRNAs at 3’-end

It was performed using Pierce™ RNA 3’
biotinylation kit from Thermo Scientific, according to
the manufacturer’s protocol. It is based on the ligation
of biotinylated cytidine (bis)phosphate to the 3’-end of
oligonucleotides. This modification is not expected to
affect the binding affinity of miRNA, because it leaves the
5’-end and the seed unmodified. Non-labeled RNA control
from the kit

(5'-CCUGGUUUUUAAGGAGUGUCGCCAGAG
UGCCGCGAAUGAAAAA-3") was labeled along with
the miRNA species and tested in the binding assay or used
as an unlabeled competitor RNA. Denaturation of miRNA
was performed as described in the same protocol.

miRNA binding assay

ELISA plates were coated with NRP1-Fc, sNRP1,
AGO2, or with IgG-Fc and blocked with nuclease-free
BSA. Non-coated wells treated with BSA were used
to estimate the non-specific binding. 0.05% TWEEN
in nuclease-free water was used as a wash buffer.
Biotinylated miRNA was either denatured at 85°C for
8 min or used undenatured. Binding of miRNA was
performed either at 4°C overnight or for 2 h at 37°C.
The binding buffer was sterile PBS with or without 0.5
mM MgCl, or sterile nuclease-free HBSS with calcium
(1.26 mM) and magnesium (0.9 mM). The plate was
incubated with streptavidin-peroxidase (R&D Systems)
for 20 min. After the wash the plate was kept in the dark
for 20 min before the substrate was added in the dark
room to minimize auto luminescence. The plate was
read using a SpectraMax 5SM luminometer-plate reader.
The signal integration time was 500 ms. The signal
was stable within at least 10 min. Specific binding was
calculated by subtraction of the values for the non-
specific binding from total binding (all expressed in
relative luminescence intensity units, RLU, and denoted
as Arbitrary units).

Microbead binding assay

To examine whether fluorescent streptavidin-coated
microbeads used in some experiments had affinity for
NRP1-Fc or NRP-Fc/miRNA, plates were coated with
NRP1-Fc, or BSA alone, as described above. These plates
were incubated, or not, with biotin-conjugated miRNA,
and then incubated with the fluorescent streptavidin-
coated microbeads with shaking for 20 min. In this
case, the beads were resuspended in 0.05 % TWEEN
in PBS at 1:1000 ratio and added to the black ELISA
plate containing immobilized proteins, with or without
retained biotinylated miRNA. The fluorescence was read
using ELISA reader with 480 nm excitation and 520 nm
emission wavelengths.

Competition tests

To study the effect of VEGF on the binding of
miRNA, the wells coated with SNRP1 and blocked were
pre-treated with 1 nM recombinant VEGF for 1 h at room
temperature. miRNA was added after wash-out of the
unbound VEGF and incubated for 2 h at 37°C. We tested
the effect of AGO2 on the miRNA retention by NRP1 and
the effect of NRP1 on the miRNA binding to AGO2 in
a similar way. Equimolar mix of AGO2 and miRNA in
Ca/Mg-HBSS was incubated for 1 h at 37°C and diluted
serially for the binding assay. The detection of the bound
miRNA was performed as above.

Protein binding assays

To study the effect of miRNA on the binding of
VEGF a plate was coated with sNRP, blocked, and pre-
treated with miRNA for 2 h before adding VEGF. The
bound VEGF was detected with anti-VEGF primary
antibody (R&D Systems) and secondary anti-mouse 1gG-
HRP (Promega) with TMB substrate. Binding of AGO2
to NRP1-Fc was studied in a similar way. In addition,
equimolar mix of AGO2 and miRNA in Ca/Mg-HBSS
was incubated for 1 h at 37°C and diluted serially for
the binding assay to study the binding of the AGO2-
miRNA protein complex to NRP1. Protein retention was
quantified using anti-pan AGO2 primary antibody (EMD)
and secondary anti-mouse IgG-HRP (Promega (Madison,
USA) with TMB substrate. The binding was expressed in
arbitrary units defined as OD450, after the subtraction of
the non-specific binding.

Cell culture

Renal Clear Cell Carcinoma cells 768-O and ACHN
were grown in RPMI-1640 supplemented with 10 % FBS.
HUVEC cells were grown in F12K supplemented with
ECGs (0.75 mg/ml; Sigma), heparin (0.1 mg/ml) and 10 %
FBS. BT-474 cells were grown in DMEM, supplemented
with 10% FBS. For loading with miRNA cells were
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harvested with Ca/Mg-free HBSS+5 mM EDTA. 1.5x10*
cells were resuspended in serum-free medium containing
1 mg/ml RNAse-free BSA and incubated with 5 pmol
miRNA in a total volume of 300 pL for 30 min at 37°C
with periodic gentle mixing. After the incubation they
were plated to be used in the proliferation or wound-
scratch assays.

RNA internalization assay

ACHN cells were seeded onto the chamber-slide
at 2x10* cells per well. Before the assay the cells were
rinsed with the serum-free medium and pre-treated or not
with blocking anti-NRP1 antibodies (20 pg/ml each) for
30 min in the incubator. In some cases miRNA was pre-
treated with 50 nM of either SNRP1 or recombinant AGO2
(as indicated in the legends). For the conjugation, 5 pmol
of biotinylated miRNA were mixed with 1-10 pl of the
fluorescent streptavididin-coated microparticles and 1 mg/
ml BSA in total volume of 20 pL. The mixture was vortexed
for 15 min at room temperature and low speed, protected
from light, as recommended by the manufacturer of the
beads. After the conjugation step miRNA was diluted with
serum-free BSA-containing medium (1 mg/ml) to the final
concentration of 16 pM and loaded onto the pre-treated
cells for 30 min at 37°C. After the incubation the cells were
rinsed in serum-free medium, fixed in paraformaldehyde,
permeabilized, and counter-stained with anti-NRP1-
AlexaFluor 647, phalloidin-AlexaFluor 568, and DAPI. The
slide was mounted in ProLong Gold (Molecular Probes) and
analyzed using Zeiss LSM700 confocal microscope with
63x magnification and z-sections with 1pm interval. Co-
localization of the microparticles and NRP1 was estimated
using ImageJ. RNA uptake was estimated as an average
fluorescence intensity of the fluorescent beads per cell area
delineated by F-actin staining, in z-stacks.

Knockdown of NRP1

Unassisted  translocation of siRNAs was
demonstrated in the NRP1-expressing BT-474 cells as
following: NRP1-targeting siRNA or scrambled siRNA
(Santa Cruz Biotechnology) was added to the cultured
cells in serum-free medium for 4 h before replacing it
with DMEM, containing 10 % FBS. 72 h later the cells
were harvested, fixed, permeabilized, and stained against
NRP1. Total expression of this protein was evaluated by
flow cytometry. Similarly, knockdown of NRP1 in 786-O
and ACHN cells was achieved by the unassisted uptake of
the siRNA, and the 10 cells were incubated with 60 pmol
of siRNA in serum-free medium for 30 min at 37°C.

In the experiments of renal cell carcinoma
proliferation and migration only, for maximal knockdown
of NRP1, we used Lipofectamin 3000 and the same
amount of siRNA as for the unassisted transfection, and a
protocol described by the manufacturer.

Proliferation assay

Renal Clear Cell carcinoma 768-O cells were
harvested with HBSS-EDTA, rinsed in serum-free RPMI
1640. 10° cells were mixed with 1.2 pul CFSE in 1 ml of
the same medium and incubated for 20 min at 37°C. After
rinsing in RPMI-10 % FBS and serum-free RPMI, 3x10*
CFSE-labeled cells and 10 pmol miRNA mimic were
resuspended in 600 pl of the serum-free medium for 30
min at 37°C. After the incubation and loading with miRNA
(16 pM, 30 min, 37°C), with or without the pre-treatment
with the NRP1-blocking antibodies, they were transferred
into the complete growth medium and plated. They were
analyzed by flow cytometry after 24 h or 48 h in culture
and staining with propidium iodide. Proliferation was
quantified as a % divided cells in FCS Express 4.

Migration assay

ACHN and 768-O cells were harvested with HBSS-
EDTA, pre-treated or not with the anti-NRP1 antibody or
a competitor miRNA (as indicated), loaded with miRNA
mimics in serum-free medium as above and grown to
80% confluence in 24 well plates. The competitor RNA
was used in the same concentration as the tested miRNA
and was pre-loaded 30 min before miRNA was added.
The wound was scratched with a 200-pl tip, and the area
covered by migrating cells was calculated at various time
points using ImageJ.

Tube formation assay

96-well plate was coated with 50 ul Matrigel
diluted with unsupplemented F12K medium 1:1. HUVEC
(passages from 6 to 12) were pre-treated or not with
NRP1-blocking antibodies and loaded with miRNA as
described above. They were plated onto the Matrigel-
coated plate at 15000 cell per well. The cells were
photographed after 2, 6, and 20 h. The total length of the
formed tubes was calculated in Image].

Statistical analysis

Statistical analysis was performed in Prism 6
GraphPad Software using ANOVA. P value <0.05 was
considered statistically significant.

ACKNOWLEDGMENTS

The authors thank Mr. Jack Mackenzie for technical
assistance.

CONFLICTS OF INTEREST

The authors of this manuscript report no conflicts
of interests.

www.impactjournals.com/oncotarget

68069

Oncotarget



GRANT SUPPORT

This work was supported by grants from the Canadian

Institute of Health Research (MOP 119606), Kidney
Foundation of Canada (KFOC130030), and Prostate Cancer
Canada Movember Discovery Grants (D2013-39), and
the Keenan Research Centre for Biomedical Science, St.
Michael’s Hospital, Toronto, Canada. Z. L. is a supported

by

the Kidney Research Scientist Core Education and

National Training program (KRESCENT) post-doctoral and
new investigator fellowship.

REFERENCES

White NM, Fatoohi E, Metias M, Jung K, Stephan C
and Yousef GM. Metastamirs: a stepping stone towards
improved cancer management. Nature reviews Clinical
oncology. 2011; 8:75-84.

Turchinovich A, Samatov TR, Tonevitsky AG and
Burwinkel B. Circulating miRNAs: cell-cell communication
function? Frontiers in genetics. 2013; 4:119.

Wagenaar TR, Tolstykh T, Shi C, Jiang L, Zhang J, Li Z, Yu Q,
QuH, Sun F, Cao H, Pollard J, Dai S, Gao Q, et al. Identification
of the endosomal sorting complex required for transport-I
(ESCRT-I) as an important modulator of anti-miR uptake by
cancer cells. Nucleic acids research. 2015; 43:1204-1215.

Vickers KC, Palmisano BT, Shoucri BM, Shamburek RD
and Remaley AT. MicroRNAs are transported in plasma
and delivered to recipient cells by high-density lipoproteins.
Nature cell biology. 2011; 13:423-433.

Butz H, Szabo PM, Khella HW, Nofech-Mozes R, Patocs
A and Yousef GM. miRNA-target network reveals miR-
124as a key miRNA contributing to clear cell renal cell
carcinoma aggressive behaviour by targeting CAV1 and
FLOTI. Oncotarget. 2015; 6:12543-12557. doi: 10.18632/
oncotarget.3815.

Lichner Z, Mejia-Guerrero S, Ignacak M, Krizova A, Bao
TT, Girgis AH, Youssef YM and Yousef GM. Pleiotropic
action of renal cell carcinoma-dysregulated miRNAs on
hypoxia-related signaling pathways. The American journal
of pathology. 2012; 180:1675-1687.

Khella HW, Butz H, Ding Q, Rotondo F, Evans KR,
Kupchak P, Dharsee M, Latif A, Pasic MD, Lianidou E,
Bjarnason GA and Yousef GM. miR-221/222 Are Involved
in Response to Sunitinib Treatment in Metastatic Renal Cell
Carcinoma. Molecular therapy : the journal of the American
Society of Gene Therapy. 2015; 23:1748-1758.

. Alexopoulou L, Holt AC, Medzhitov R and Flavell RA.

Recognition of double-stranded RNA and activation of
NF-kappaB by Toll-like receptor 3. Nature. 2001; 413:732-738.
Shukla RS, Qin B and Cheng K. Peptides used in
the delivery of small noncoding RNA. Molecular
pharmaceutics. 2014; 11:3395-3408.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

growth, metastasis and immunity. Oncotarget. 2012;
3:921-939. doi: 10.18632/oncotarget.626.

Teesalu T, Sugahara KN and Ruoslahti E. Tumor-
penetrating peptides. Frontiers in oncology. 2013; 3:216.

Glinka Y and Prud'homme GJ. Neuropilin-1 is a receptor
for transforming growth factor beta-1, activates its latent
form, and promotes regulatory T cell activity. Journal of
leukocyte biology. 2008; 84:302-310.

Poltorak Z, Cohen T and Neufeld G. The VEGF splice
variants: properties, receptors, and usage for the treatment
of ischemic diseases. Herz. 2000; 25:126-129.

West DC, Rees CG, Duchesne L, Patey SJ, Terry CJ,
Turnbull JE, Delehedde M, Heegaard CW, Allain F,
Vanpouille C, Ron D and Fernig DG. Interactions of
multiple heparin binding growth factors with neuropilin-1
and potentiation of the activity of fibroblast growth
factor-2. The Journal of biological chemistry. 2005;
280:13457-13464.

15. Mamluk R, Gechtman Z, Kutcher ME, Gasiunas N,
Gallagher J and Klagsbrun M. Neuropilin-1 binds vascular
endothelial growth factor 165, placenta growth factor-2,
and heparin via its b1b2 domain. The Journal of biological
chemistry. 2002; 277:24818-24825.

Uniewicz KA, Ori A, Ahmed YA, Yates EA and Fernig DG.
Characterisation of the interaction of neuropilin-1 with
heparin and a heparan sulfate mimetic library of heparin-
derived sugars. Peer]. 2014; 2:e461.

Arroyo JD, Chevillet JR, Kroh EM, Ruf IK, Pritchard CC,
Gibson DF, Mitchell PS, Bennett CF, Pogosova-Agadjanyan
EL, Stirewalt DL, Tait JF and Tewari M. Argonaute2
complexes carry a population of circulating microRNAs
independent of vesicles in human plasma. Proceedings of
the National Academy of Sciences of the United States of
America. 2011; 108:5003-5008.

Chow TF, Mankaruos M, Scorilas A, Youssef Y, Girgis
A, Mossad S, Metias S, Rofael Y, Honey RJ, Stewart R,
Pace KT and Yousef GM. The miR-17-92 cluster is over
expressed in and has an oncogenic effect on renal cell
carcinoma. The Journal of urology. 2010; 183:743-751.

Glinka Y, Stoilova S, Mohammed N and Prud'homme GJ.
Neuropilin-1 exerts co-receptor function for TGF-beta-1 on
the membrane of cancer cells and enhances responses to both
latent and active TGF-beta. Carcinogenesis. 2011; 32:613-621.

Wagner J, Riwanto M, Besler C, Knau A, Fichtlscherer
S, Roxe T, Zeiher AM, Landmesser U and Dimmeler
S. Characterization of levels and cellular transfer of
circulating lipoprotein-bound microRNAs. Arteriosclerosis,
thrombosis, and vascular biology. 2013; 33:1392-1400.

Fischer S, Nishio M, Peters SC, Tschernatsch M, Walberer
M, Weidemann S, Heidenreich R, Couraud PO, Weksler
BB, Romero IA, Gerriets T and Preissner KT. Signaling
mechanism of extracellular RNA in endothelial cells.

FASEB journal : official publication of the Federation

10. Prudhomme GJ and Glinka Y. Neuropilins are of American Societies for Experimental Biology. 2009;
multifunctional coreceptors involved in tumor initiation, 23:2100-21009.
www.impactjournals.com/oncotarget 68070 Oncotarget



22.

23.

24.

25.

26.

27.

Park-Lee S, Kim S and Laird-Offringa IA. Characterization
of the interaction between neuronal RNA-binding protein
HuD and AU-rich RNA. The Journal of biological
chemistry. 2003; 278:39801-39808.

Lu Y, Xiang H, Liu P, Tong RR, Watts RJ, Koch AW,
Sandoval WN, Damico LA, Wong WL and Meng YG.
Identification of circulating neuropilin-1 and dose-
dependent elevation following anti-neuropilin-1 antibody
administration. mAbs. 2009; 1:364-369.

Yang S, Cheng H, Huang Z, Wang X, Wan Y, Cai J and
Wang Z. Circulating soluble neuropilin-1 in patients with
early cervical cancer and cervical intraepithelial neoplasia
can be used as a valuable diagnostic biomarker. Disease
markers. 2015; 2015:506428.

Wang L, Liu M, Zhu H, Rong W, Wu F, An S, Liu F,
Feng L, Wu J and Xu N. Identification of recurrence-
related serum microRNAs in hepatocellular carcinoma
following hepatectomy. Cancer biology & therapy. 2015;
16:1445-1452.

Fujii T, Shimada K, Tatsumi Y, Tanaka N, Fujimoto K and
Konishi N. Syndecan-1 up-regulates microRNA-331-3p and
mediates epithelial-to-mesenchymal transition in prostate
cancer. Molecular carcinogenesis. 2015.

Butrym A, Rybka J, Baczynska D, Tukiendorf A,
Kuliczkowski K and Mazur G. Expression of microRNA-331

28.

29.

30.

31.

32.

can be used as a predictor for response to therapy and
survival in acute myeloid leukemia patients. Biomarkers in
medicine. 2015; 9:453-460.

Salikhova A, Wang L, Lanahan AA, Liu M, Simons
M, Leenders WP, Mukhopadhyay D and Horowitz A.
Vascular endothelial growth factor and semaphorin induce
neuropilin-1 endocytosis via separate pathways. Circulation
research. 2008; 103:e71-79.

Valdembri D, Caswell PT, Anderson KI, Schwarz JP, Konig
I, Astanina E, Caccavari F, Norman JC, Humphries MJ,
Bussolino F and Serini G. Neuropilin-1/GIPC1 signaling
regulates alphaSbetal integrin traffic and function in
endothelial cells. PLoS biology. 2009; 7:e25.

Hasson T. Myosin VI: two distinct roles in endocytosis.
Journal of cell science. 2003; 116:3453-3461.

Pang HB, Braun GB and Ruoslahti E. Neuropilin-1 and
heparan sulfate proteoglycans cooperate in cellular uptake
of nanoparticles functionalized by cationic cell-penetrating
peptides. Science advances. 2015; 1:¢1500821.

Wang HB, Zhang H, Zhang JP, Li Y, Zhao B, Feng GK,
Du Y, Xiong D, Zhong Q, Liu WL, Du H, Li MZ, Huang
WL, et al. Neuropilin 1 is an entry factor that promotes
EBYV infection of nasopharyngeal epithelial cells. Nature
communications. 2015; 6:6240.

www.impactjournals.com/oncotarget

68071

Oncotarget



